A. Common Genes of iSMC Vs. EPC Upregulated

Fold Change (iSMC 2 | Fold Change (iSMC 4
Coloumn ID | Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC)
200974 _at 59 ACTA2 4.66744E-18 188.289 134.704
210095_s_at 3486 IGFBP3 1.12519E-16 69.7148 75.6213
220065 _at 64102 TNMD 5.17884E-16 918.126 97.06
212338 at 4642 MYO1D 1.33412E-15 3.2251 3.39083
222108 at 347902 AMIGO2 8.31773E-15 3.29529 8.49697
203786_s_at 7164 TPD52L1 1.89867E-14 11.7155 14.9236
212154 at 6383 SDC2 3.24009E-14 57.5371 37.8537
202555 s _at 4638 MYLK 3.50143E-14 243.542 34.413
203951 _at 1264 CNN1 4.33888E-14 135.394 84.3937
213702_x_at 427 ASAH1 6.16948E-14 4.75558 4.40475
202274 at 72 ACTG2 9.51698E-14 417.31 95.9455
201506_at 7045 TGFBI 1.46315E-13 4.19644 5.19393
203178 _at 2628 GATM 1.84233E-13 89.2533 1.57497
205547 _s_at 6876 TAGLN 1.87269E-13 4.57367 4.10635
208759 at 23385 NCSTN 2.07803E-13 2.22333 1.89922
201058 s_at 10398 MYL9 2.22179E-13 16.937 7.47069
202286_s_at 4070 TACSTD2 2.89641E-13 5.92845 2.16594
209765 _at 8728 ADAM19 4.15215E-13 43.9633 16.8552
209948 at 3779 KCNMB1 4.59226E-13 21.3386 6.81401
205738 s_at 2170 FABP3 4.71545E-13 72.0496 1.63365
212848 s_at 84909 C9orf3 5.02024E-13 7.58878 3.71796
202307_s_at 6890 TAP1 5.87064E-13 10.141 3.88927
201117 _s_at 1363 CPE 6.61945E-13 2.65909 3.17273
1598 g at 2621 GAS6 6.66182E-13 9.19472 10.1702
200795_at 8404 SPARCL1 7.96809E-13 111.665 1.99292
221011 _s_at 81606 LBH 7.9889E-13 10.0987 10.2003
209909 s _at 7042 TGFB2 8.196E-13 3.18 4.14302
202720 at 26136 TES 8.53829E-13 6.11288 3.72003
202311 _s_at 1277 CcoL1A1 9.31097E-13 13.1898 12.7268
203304 _at 25805 BAMBI 9.77268E-13 13.9899 7.53902

Fold Change (UASMC
vs. EPC)




203263_s_at 23229 ARHGEF9 1.03238E-12 13.6747 2.50988
209806_at 85236 HIST1H2BK 1.23008E-12 9.15135 11.2711
203592 _s_at 10272 FSTL3 1.27552E-12 8.5327 6.33398
206375_s_at 8988 HSPB3 1.34628E-12 82.0342 2.36115
213260_at 2296 FOXC1 1.57012E-12 6.57943 3.03599
209656_s_at 83604 TMEMA47 1.9175E-12 4.21867 2.52965
219295_s_at 26577 PCOLCE2 2.10964E-12 141.709 41.53
204780_s_at 355 FAS 2.11364E-12 18.2495 13.1408
211160_x_at 87 ACTN1 2.2337E-12 3.31378 2.34875
202403_s_at 1278 COL1A2 2.37295E-12 2.31952 1.5076
212742 _at 27246 RNF115 2.74487E-12 5.14429 2.3808
210605_s_at 4240 MFGES8 2.77872E-12 2.23745 1.95846
218651 _s_at 55323 LARP6 2.95992E-12 12.9173 14.0051
203789_s_at 10512 SEMA3C 3.02864E-12 9.49406 8.13209
209099_x_at 182 JAG1 3.55074E-12 5.05724 4.57547
215076_s_at 1281 COL3A1 3.69702E-12 5.28512 3.71548
212554 at 10486 CAP2 3.81164E-12 9.25276 12.5381
212190_at 5270 SERPINE2 3.93923E-12 8.77427 11.9368
205132 _at 70 ACTC1 3.98855E-12 176.845 23.5149
221766_s_at 55603 FAMAG6A 4.02419E-12 2.03707 2.25605
204940_at 5350 PLN 4.03237E-12 249.939 32.9826
200620_at 9528 TMEMS59 4.25619E-12 3.05109 3.0998
201341 at 8507 ENC1 4.62094E-12 1.60377 2.91399
215446_s_at 4015 LOX 4.80223E-12 5.36375 6.92343
213531 _s_at 22930 RAB3GAP1 4.81243E-12 2.20059 2.50542
202708 _s_at 8349 HIST2H2BE 5.1113E-12 17.4618 21.3879
203167_at 7077 TIMP2 5.28919E-12 3.30155 2.76052
203570_at 4016 LOXL1 5.71846E-12 13.3292 5.66113
211959 at 3488 IGFBP5 5.82387E-12 110.189 128.824
214247 s_at 27122 DKK3 5.82655E-12 3.07526 2.90457
209644 x_at 1029 CDKN2A 5.91771E-12 1.55004 5.83584
200897_s_at 23022 PALLD 6.32327E-12 5.96467 4.27296
209911 x_at 3017 HIST1H2BD 6.49037E-12 9.14026 11.4909
218717 _s_at 55214 LEPREL1 7.15143E-12 12.36 6.04006
218854 at 29940 DSE 7.52395E-12 2.05662 2.38614




218087_s_at 10580 SORBS1 7.55675E-12 118.109 17.5743
209758 _s_at 8076 MFAP5 7.91824E-12 18.4194 10.9682
221211 s_at 56911 C21lorf7 7.96923E-12 6.60772 26.8448
200827_at 5351 PLOD1 8.37312E-12 4.05455 2.60649
208782 _at 11167 FSTL1 8.53974E-12 2.14287 2.03302
201631 _s_at 8870 IER3 8.64844E-12 3.98985 4.7408
202088 _at 25800 SLC39A6 8.78298E-12 2.90301 3.77023
213518 at 5584 PRKCI 9.09631E-12 1.97603 1.8552
206801 _at 4879 NPPB 9.65219E-12 645.334 513.172
209576_at 2770 GNAI1 1.0068E-11 1.53626 2.0392
213782 _s_at 51778 MYOZ2 1.06014E-11 80.3641 74.2718
210511 _s_at 3624 INHBA 1.07598E-11 29.0157 23.113
203963_at 771 CA12 1.11323E-11 3.25473 1.54321
217984 _at 8635 RNASET2 1.12893E-11 2.31377 2.82416
217732 _s_at 9445 ITM2B 1.14902E-11 2.64078 2.1322
212614 at 84159 ARID5B 1.17723E-11 14.0393 13.6764
209283 _at 1410 CRYAB 1.23016E-11 35.2347 40.6724
209487_at 11030 RBPMS 1.30679E-11 2.37441 1.53495
218541 s_at 56892 C8orf4 1.34284E-11 7.63291 4.86673
38037_at 1839 HBEGF 1.40134E-11 6.93217 10.2551
202364 _at 4601 MXI11 1.44653E-11 5.47409 4.36942
218380_at 22861 NLRP1 1.45231E-11 8.17843 21.4525
209955_s_at 2191 FAP 1.46018E-11 74.1838 109.471
217867 _x_at 25825 BACE2 1.48311E-11 9.05285 3.14272
205807_s_at 7286 TUFT1 1.64506E-11 10.4179 12.5069
208579 x_at 54145 H2BFS 1.65489E-11 7.55068 10.708
207357_s_at 55568 GALNT10 1.6735E-11 6.21815 4.47727
207961 _x_at 4629 MYH11 1.80023E-11 65.6599 3.66576
205885_s_at 3676 ITGA4 1.91488E-11 22.7539 35.9177
202722 _s_at 2673 GFPT1 1.97893E-11 2.38679 2.27247
221667_s_at 26353 HSPBS8 2.02666E-11 11.6411 11.5393
201430_s_at 1809 DPYSL3 2.06858E-11 2.64724 2.31651
213285_at 161291 TMEM30B 2.06981E-11 34.0984 3.86738
203706_s_at 8324 FZD7 2.12137E-11 55.6408 44.7398
219274 at 23554 TSPAN12 2.17098E-11 1.86049 1.50638




220817_at 7223 TRPC4 2.20802E-11 14.0185 17.6507
204620_s_at 1462 VCAN 2.32944E-11 10.2933 4.43332
201911 _s_at 10160 FARP1 2.53796E-11 4.49351 2.7877
204083_s_at 7169 TPM2 2.64281E-11 4.46162 3.19193
218002_s_at 9547 CXCL14 2.66378E-11 262.168 3.13956

206029_at 27063 ANKRD1 3.09507E-11 1.9786 1.9724

37512_at 8630 HSD17B6 3.29503E-11 63.5386 14.5937

204194 _at 571 BACH1 3.48633E-11 2.42655 6.03181
209420_s_at 6609 SMPD1 3.5104E-11 3.73999 3.10061
201548 _s_at 10765 KDM5B 3.52686E-11 3.05761 2.77791
215071 _s_at 8334 HIST1IH2AC 3.54873E-11 9.92426 31.2833

37892_at 1301 COL11A1 3.55124E-11 7.53172 2.49518
201980_s_at 6251 RSU1 3.55692E-11 2.50149 1.88784

202206_at 10123 ARLAC 3.61182E-11 3.49659 2.78762
207030_s_at 1466 CSRP2 3.7615E-11 14.8081 13.2959

212328 at 22998 LIMCH1 3.76358E-11 1.68543 2.08275

202825_at 291 SLC25A4 3.81441E-11 7.43698 4.0082

202733_at 8974 P4HA2 4.08339E-11 3.84313 4.00977

201540_at 2273 FHL1 4.09143E-11 4.61124 3.06942

201162 _at 3490 IGFBP7 4.10953E-11 1.73016 1.84893

216331 _at 3679 ITGA7 4.12769E-11 25.0335 2.11778

204656_at 6461 SHB 4.20202E-11 1.90324 1.64099
209578 _s_at 23275 POFUT2 4.78731E-11 2.94508 2.39782

201141 _at 10457 GPNMB 4.90301E-11 18.4379 57.6492
221004 _s_at 81618 ITM2C 4.91373E-11 15.711 9.65908

204932 _at 4982 TNFRSF11B | 4.92517E-11 1.50444 32.8912

219654 at 9200 PTPLA 5.02734E-11 11.9179 7.58165

221471 at 10955 SERINC3 5.07704E-11 2.36276 2.98517
209185_s_at 8660 IRS2 5.10705E-11 14.7355 3.53662
210540_s_at 8702 BAGALT4 5.37789E-11 9.67039 4.57996

209780_at 57157 PHTF2 5.38726E-11 1.94795 4.12684
205931 _s_at 9586 CREBS 5.51853E-11 12.5067 1.63704

203438 _at 8614 STC2 5.68414E-11 2.47663 2.42993

219637_at 80210 ARMC9 5.86633E-11 3.91557 3.14501
220979_s_at 81849 ST6GALNACS | 6.01726E-11 140.685 62.3633




218718 at 56034 PDGFC 6.17834E-11 1.88935 2.17375
213371 _at 11155 LDB3 6.24922E-11 44.0134 9.29759
202744 _at 6575 SLC20A2 6.28051E-11 9.20847 3.77936
209356_x_at 30008 EFEMP2 6.62074E-11 3.90563 2.093
204284 _at 5507 PPP1R3C 6.66284E-11 8.45291 9.83513
212120_at 23433 RHOQ 6.87738E-11 4.70127 2.90574
210788 _s_at 51635 DHRS7 7.02176E-11 1.72688 2.85794
201412 _at 26020 LRP10 7.1263E-11 4.10056 3.03292
218531 _at 80194 TMEM134 7.14234E-11 2.14464 1.71287
212590_at 22800 RRAS2 7.73115E-11 1.51522 1.5806
217967_s_at 116496 FAM129A 7.86292E-11 83.1415 22.7472
203778 _at 4126 MANBA 8.47336E-11 9.17079 10.2835
203827_at 55062 WIPI1 8.48829E-11 4.98167 3.52986
212364 _at 4430 MYO1B 8.61152E-11 3.33179 14.5755
202219 at 6535 SLC6A8 8.65431E-11 4.51072 3.90479
212724 at 390 RND3 8.70248E-11 2.89892 1.76555
202763_at 836 CASP3 8.81787E-11 1.88075 1.52671
203872_at 58 ACTAl 8.83811E-11 623.06 8.74736
200884 _at 1152 CKB 9.01129E-11 10.7291 2.83534
219410_at 55076 TMEMA45A 9.06111E-11 4.11453 5.75505
207543 _s_at 5033 P4HA1 9.21582E-11 2.69336 2.42572
213725_x_at 64131 XYLT1 9.27215E-11 100.354 89.2215
219928 s_at 26256 CABYR 9.39378E-11 22.6586 1.59957
214702 _at 2335 FN1 9.82876E-11 5.94869 4.27389
206638 _at 3357 HTR2B 9.95172E-11 16.4281 1.89332
221530_s_at 79365 BHLHE41 9.99115E-11 11.6241 5.76997
218326_s_at 55366 LGR4 1.1299E-10 7.79844 4.87115
201957_at 4660 PPP1R12B 1.14531E-10 38.5261 3.39265
209822 _s_at 7436 VLDLR 1.17636E-10 29.3777 13.8172
205022_s_at 1112 FOXN3 1.26834E-10 3.37791 2.21986
201941 at 1362 CPD 1.34892E-10 4.40357 1.57661
209383 _at 1649 DDIT3 1.35407E-10 8.77856 6.74975
202439_s_at 3423 IDS 1.35784E-10 4.05007 4.98797
212572 _at 23012 STK38L 1.42285E-10 5.38761 3.85102
218330_s_at 89797 NAV2 1.46536E-10 3.93464 2.3222




207172 _s_at 1009 CDH11 1.48511E-10 1.70587 4.85552
202796_at 11346 SYNPO 1.49671E-10 2.05398 3.47404
204457 _s_at 2619 GAS1 1.54197E-10 1.72979 3.43549
203836_s_at 4217 MAP3K5 1.57293E-10 3.52129 2.26541
201690_s_at 7163 TPD52 1.57645E-10 53.5437 9.15334
220092_s_at 84168 ANTXR1 1.63198E-10 6.87518 9.04486
212813 _at 83700 JAM3 1.65143E-10 3.40268 2.43619
209046_s_at 11345 GABARAPL2 | 1.65833E-10 2.14306 1.91663
200953_s_at 894 CCND2 1.68731E-10 42.8927 79.0388
203158 _s_at 2744 GLS 1.70029E-10 10.0245 5.91131
215785_s_at 26999 CYFIP2 1.76168E-10 11.897 3.65696
49077_at 51400 PPME1 1.77309E-10 7.39608 5.20716
209540_at 3479 IGF1 1.77831E-10 54.4166 1.51514
209197_at 23208 SYT11 1.8348E-10 2.3065 3.86898
209581 _at 11145 PLA2G16 1.84264E-10 2.43352 2.93493
209348 _s_at 4094 MAF 1.84773E-10 10.0648 7.81987
201362_at 10625 IVNS1ABP 1.90693E-10 2.19338 3.06901
212367_at 10116 FEM1B 1.916E-10 4.95511 2.1179
217762 _s_at 11031 RAB31 1.93076E-10 5.83965 3.32418
212845_at 23034 SAMDA4A 1.95163E-10 4.02984 2.7301
203896_s_at 5332 PLCB4 1.97042E-10 13.7016 40.5874
210087_s_at 9019 MPZL1 2.00866E-10 2.53129 3.76056
209818 _s_at 22927 HABP4 2.01739E-10 4.18621 3.31621
205419 _at 1880 GPR183 2.05771E-10 54.3431 22.461
212509_s_at 439921 MXRA7 2.07684E-10 3.31238 2.834
210946_at 8611 PPAP2A 2.15795E-10 2.96973 1.72598
209882 _at 6016 RIT1 2.16571E-10 4.86808 2.64659
202254 at 26037 SIPA1L1 2.27611E-10 2.22598 1.54291
216231 _s_at 567 B2M 2.40881E-10 1.63928 1.54415
202079_s_at 22906 TRAK1 2.41572E-10 2.82626 1.53247
217892 _s_at 51474 LIMA1 2.4311E-10 1.84198 1.79877
201721 _s_at 7805 LAPTM5 2.48621E-10 1.69016 1.87498
205298_s_at 10385 BTN2A2 2.60248E-10 1.52109 2.92667
212959_s_at 79158 GNPTAB 2.61208E-10 3.9667 2.06311
203420_at 51439 FAMS8A1 2.63454E-10 2.39166 2.78918




209343 _at 80303 EFHD1 2.66308E-10 195.617 92.5219
202656_s_at 9792 SERTAD2 2.74862E-10 3.08702 2.16134
205755_at 3699 ITIH3 2.75217E-10 23.0512 4.29907
218469 _at 26585 GREM1 2.82701E-10 55.3491 26.0239
213578 at 657 BMPR1A 2.84088E-10 20.0303 24.9844
210056_at 27289 RND1 2.84496E-10 9.45016 5.08153
219655_at 79783 C70rf10 2.89795E-10 9.17829 9.31535
201576_s_at 2720 GLB1 2.91111E-10 1.83309 1.53677
217898 _at 56851 EMC7 2.92058E-10 2.11448 2.50277
212950_at 221395 GPR116 2.98406E-10 27.2932 13.6769
201566_x_at 3398 ID2 2.98834E-10 30.4972 7.90846
65884 _at 11253 MAN1B1 2.99044E-10 1.77939 1.57331
203562 _at 9638 FEZ1 3.01142E-10 3.48089 2.12656
213428 _s_at 1291 COL6A1 3.08052E-10 4.31484 2.19917
209018_s_at 65018 PINK1 3.10122E-10 4.32306 4.68621
208029_s_at 55353 LAPTM4B 3.10429E-10 3.95015 1.75551
212642 _s_at 3097 HIVEP2 3.11007E-10 4.50678 3.95702
201482 _at 5768 QSOX1 3.14254E-10 2.42828 2.26641
219561 _at 51226 COPZ2 3.49374E-10 2.76802 3.36884
200878 _at 2034 EPAS1 3.53042E-10 1.59876 1.74892
201603_at 4659 PPP1R12A 3.60515E-10 3.43162 1.96063
217168 _s_at 9709 HERPUD1 3.66021E-10 4.54036 2.26917
220495_s_at 79770 TXNDC15 3.79941E-10 1.78186 1.70772
209228 x_at 7991 TUSC3 3.93773E-10 1.82458 1.63436
212585_at 114882 OSBPL8 4.12633E-10 1.84555 2.47365
220994 _s_at 29091 STXBP6 4.1669E-10 1.81236 4.43445
202455_at 10014 HDACS5 4.26907E-10 2.59333 2.98555
203227 _s_at 6302 TSPAN31 4.35789E-10 2.56623 3.00553
221730_at 1290 COL5A2 4.40183E-10 2.22858 1.85295
206825_at 5021 OXTR 4.44323E-10 167.997 254.065
206382_s_at 627 BDNF 4.71828E-10 6.10476 8.8404
202729 _s_at 4052 LTBP1 4.74636E-10 5.68236 3.47038
209379_s_at 54462 FAM190B 4.78895E-10 2.80055 2.19558
202284 _s_at 1026 CDKN1A 4.80631E-10 4.05862 3.59053
212747 _at 23294 ANKS1A 4.88788E-10 5.59065 1.56619




210715_s_at 10653 SPINT2 5.03125E-10 6.59641 6.07657
217936_at 394 ARHGAP5S 5.21128E-10 4.40742 4.01226
202013_s_at 2132 EXT2 5.23648E-10 3.24316 3.11821
203944 x_at 11120 BTN2A1 5.26571E-10 1.97933 3.00463
202957_at 3059 HCLS1 5.31769E-10 1.85563 1.61877
221756_at 113791 PIK3IP1 5.3994E-10 5.45143 6.7309
203041 _s_at 3920 LAMP2 5.55117E-10 2.06696 2.41611
202336_s_at 5066 PAM 5.55415E-10 1.99406 2.29265
201667_at 2697 GJA1 5.63475E-10 1.5331 1.71743
212730_at 23336 SYNM 5.65633E-10 13.789 2.65821
205174 _s_at 25797 QPCT 5.70565E-10 5.72476 8.40956
202175_at 79586 CHPF 5.8456E-10 2.87957 2.38408
201212 _at 5641 LGMN 5.88777E-10 9.04918 2.68057
206284 x_at 1212 CLTB 5.97045E-10 1.6376 2.48744
202515_at 1739 DLG1 5.99405E-10 2.7391 3.258
216942 _s_at 965 CD58 6.05488E-10 1.86095 2.11838
201185_at 5654 HTRA1 6.24395E-10 4.59157 3.83736
204415_at 2537 IFI6 6.31525E-10 17.4982 5.17504
203835_at 2615 LRRC32 6.3727E-10 4.11266 4.37438
221449 _s_at 81533 ITFG1 6.41386E-10 3.65226 2.34517
201616_s_at 800 CALD1 6.43781E-10 8.11645 6.05313
203006_at 3632 INPP5A 6.44622E-10 3.67348 2.5535
201841 _s_at 3315 HSPB1 6.46995E-10 2.61453 1.9272
201125_s_at 3693 ITGB5 6.48148E-10 2.09903 3.33507
221518 _s_at 55031 usp4a7 6.49271E-10 2.12365 1.93817
203072_at 4643 MYO1E 6.51445E-10 5.39363 2.25025
204135_at 11259 FILIP1L 6.51478E-10 7.98003 6.97495
222162 _s_at 9510 ADAMTS1 6.58845E-10 8.20847 2.29462
209713_s_at 23169 SLC35D1 6.61E-10 3.38566 2.74
201069_at 4313 MMP2 6.67652E-10 2.13873 1.82801
209474 _s_at 953 ENTPD1 6.82989E-10 26.0217 3.87612
201881 _s_at 25820 ARIH1 6.90669E-10 2.09459 1.72814
635_s_at 5526 PPP2R5B 6.95439E-10 2.81366 2.72363
202411 _at 3429 IFI27 6.97873E-10 3.32712 3.26379
217127_at 1491 CTH 6.99956E-10 2.30335 1.6581




221584 _s_at 3778 KCNMA1 7.13953E-10 20.8258 7.1322
214703_s_at 23324 MAN2B2 7.22984E-10 2.96517 1.78303
205795_at 9369 NRXN3 7.25629E-10 8.03599 6.59199
218953_s_at 78991 PCYOX1L 7.40789E-10 2.37367 2.35732
208747 _s_at 716 C1S 7.64175E-10 2.06981 1.95579
214073_at 2017 CTTN 7.67843E-10 3.60594 2.28364
213652_at 5125 PCSK5 7.70049E-10 6.55944 2.80887
206756_at 56548 CHST7 7.71898E-10 4.31542 3.10232
208868_s_at 23710 GABARAPL1 | 7.72941E-10 2.07178 2.73313
216705_s_at 100 ADA 7.79857E-10 1.98219 1.54302
200923_at 3959 LGALS3BP 7.89939E-10 5.86787 3.32458
219829 _at 26548 ITGB1BP2 8.09597E-10 28.3238 6.77116
201200_at 8804 CREG1 8.10473E-10 6.77542 3.88101
205083 _at 316 AOX1 8.16654E-10 2.10732 30.2197
213790_at 8038 ADAM12 8.1963E-10 2.36477 13.4011
204518 _s_at 5480 PPIC 8.23764E-10 2.64336 2.02793
218223 _s_at 51177 PLEKHO1 8.38799E-10 3.36566 2.65548
202766_s_at 2200 FBN1 8.50099E-10 6.86498 6.61231
201760_s_at 55884 WSB2 8.56606E-10 2.02638 2.27116
202665_s_at 7456 WIPF1 8.57237E-10 3.04301 1.57026
208209_s_at 725 C4ABPB 8.5863E-10 1.51487 2.11496
213199 at 26005 C2CD3 8.62157E-10 7.30793 2.03969
222234 s_at 79007 DBNDD1 8.83231E-10 1.54858 2.57669
205904 _at 4276 9.14966E-10 3.36958 2.94479
208678 _at 529 ATP6V1E1l 9.15326E-10 1.82811 2.2504
212646_at 23180 RFTN1 9.28209E-10 4.46084 2.27151
205805_s_at 4919 ROR1 9.31155E-10 5.05152 4.05456
215313_x_at 3105 HLA-A 9.46348E-10 2.97484 2.35113
218196_at 28962 0OSTM1 9.65898E-10 5.03862 5.10894
212622 _at 440026 TMEMA41B 9.71356E-10 1.89275 2.32719
220327_at 389136 VGLL3 9.78292E-10 20.6909 11.7019
202843 _at 4189 DNAJB9S 9.91119E-10 4.07054 4.62973
201926_s_at 1604 CD55 9.99612E-10 4.50556 2.79871
203935_at 90 ACVR1 1.02653E-09 2.50338 2.1092
204981 _at 5002 SLC22A18 1.0325E-09 1.80398 1.7861




212922 _s_at 56950 SMYD2 1.04302E-09 1.92043 1.81806
203088 _at 10516 FBLN5 1.04692E-09 3.16602 2.23463
201579 at 2195 FAT1 1.05185E-09 17.1314 24.6148
204589 _at 9891 NUAK1 1.05262E-09 5.91182 6.00283
203927_at 4794 NFKBIE 1.06206E-09 1.87355 1.81426

37005_at 4681 NBL1 1.07714E-09 1.97446 2.01918
202613_at 1503 CTPS1 1.09887E-09 2.75408 3.50489

203504 _s_at 19 ABCA1 1.14012E-09 5.41631 5.02534

221748 _s_at 7145 TNS1 1.15609E-09 4.821 3.98718
219631 _at 29967 LRP12 1.16591E-09 3.94171 4.54464

214177 _s_at 57326 PBXIP1 1.17843E-09 6.33837 4.2896
205691 _at 9143 SYNGR3 1.18547E-09 5.25807 10.0057

214875_x_at 334 APLP2 1.20683E-09 3.13886 1.80816

205932_s_at 4487 MSX1 1.20788E-09 5.44636 3.7029
217574 at 1006 CDH8 1.22843E-09 7.41467 1.64928
212667_at 6678 SPARC 1.2396E-09 2.69606 2.38278

212361 _s_at 488 ATP2A2 1.24154E-09 3.20154 1.79842

208370_s_at 1827 RCAN1 1.24546E-09 4.61764 8.52891

219460_s_at 55654 TMEM127 1.25926E-09 2.43861 3.29495

203642_s_at 22837 COBLL1 1.30391E-09 2.45064 2.21906

212653_s_at 23301 EHBP1 1.33074E-09 2.5014 1.87446
213338 at 25907 TMEM158 1.3391E-09 37.4332 20.8938

202976_s_at 22836 RHOBTB3 1.38314E-09 2.68136 2.4237
214660_at 53918 PELO 1.38778E-09 82.7845 9.03703
202263_at 51706 CYB5R1 1.40009E-09 2.15068 4.33655
214719 at 283537 SLC46A3 1.40108E-09 4.06353 13.4757

201174 _s_at 54386 TERF2IP 1.40306E-09 2.70312 2.53512
219926_at 64208 POPDC3 1.44751E-09 13.7984 2.21455
204872 _at 7091 TLE4 1.50414E-09 4.10626 3.75635
219736_at 55521 TRIM36 1.54041E-09 10.6672 6.20823

201096_s_at 378 ARF4 1.54747E-09 1.635 1.57232
205715_at 683 BST1 1.60113E-09 1.89721 3.77727
205515_at 8492 PRSS12 1.60594E-09 2.39498 1.70523

217783_s_at 51646 YPELS 1.64717E-09 3.29195 3.49789
203303_at 6990 DYNLT3 1.65306E-09 3.07193 2.2353




202166_s_at 5504 PPP1R2 1.67489E-09 2.56165 2.15818
200673_at 9741 LAPTM4A 1.71382E-09 1.97608 1.65606
211980_at 1282 COL4A1 1.78754E-09 2.19626 2.06356
203885_at 23011 RAB21 1.83496E-09 2.02825 2.22123
201981 _at 5069 PAPPA 1.84502E-09 57.0187 19.7788
201410_at 55041 PLEKHB2 1.90577E-09 1.69307 2.01583

209485_s_at 114876 OSBPL1A 1.93299E-09 4.77865 4.27761
213342 _at 10413 YAP1 1.97803E-09 2.15412 2.38468
218004 _at 55108 BSDC1 1.98888E-09 1.61604 2.17005
212341 at 286451 YIPF6 1.99372E-09 1.84061 2.15812
219892 _at 53346 TM6SF1 2.00306E-09 1.62671 1.70981
221556_at 8555 CDC14B 2.01624E-09 6.90821 7.25831

219922 _s_at 4054 LTBP3 2.0572E-09 2.62779 1.84394

208785_s_at 81631 MAP1LC3B 2.06515E-09 1.874 2.85991
203335_at 5264 PHYH 2.06764E-09 3.33829 1.71937
220389 _at 60494 CCDC81 2.08611E-09 14.2081 18.0609

37408_at 9902 MRC2 2.091E-09 2.89009 2.41965
212448 at 23327 NEDDA4L 2.10359E-09 3.15123 2.75189
203485_at 6252 RTN1 2.13221E-09 7.95831 58.8671

206116_s_at 7168 TPM1 2.2513E-09 2.91217 3.09946

211423 _s_at 6309 SC5DL 2.25232E-09 3.24033 5.94825
201552_at 3916 LAMP1 2.29056E-09 1.94239 1.65581
202625_at 4067 LYN 2.31324E-09 3.51564 4.89966

209459_s_at 18 ABAT 2.31446E-09 7.5 14.8918
205876_at 3977 LIFR 2.31599E-09 1.94315 2.07804
210075_at 51257 41700 2.36E-09 3.20784 2.01553

205574 x_at 649 BMP1 2.36408E-09 2.39609 1.76035
213480_at 8674 VAMP4 2.43299E-09 1.943 1.82362
200766_at 1509 CTSD 2.45568E-09 2.6149 2.80173

209209_s_at 10979 FERMT2 2.46506E-09 4.25641 2.08983
202630_at 10513 APPBP2 2.48674E-09 1.85553 2.89256
203688 _at 5311 PKD2 2.54794E-09 2.60879 3.45638

217820_s_at 55740 ENAH 2.55649E-09 4.0441 3.0434
208926_at 4758 NEU1 2.59239E-09 2.46497 2.50455

209230_s_at 26471 NUPR1 2.59911E-09 3.60744 1.80961




203695_s_at 1687 DFNAS5 2.62222E-09 3.59218 2.1669
210004_at 4973 OLR1 2.634E-09 1.80058 2.45969
203725_at 1647 GADDA45A 2.70699E-09 3.4291 3.34995
219440_at 10742 RAI2 2.71741E-09 5.18489 3.52499
209845_at 23608 MKRN1 2.72322E-09 3.29263 2.45147

204364 _s_at 65055 REEP1 2.73727E-09 29.6811 4.51698
214606_at 10100 TSPAN2 2.77086E-09 8.26912 5.17149

204288 _s_at 8470 SORBS2 2.8177E-09 6.59209 2.35541
204491 _at 5144 PDE4D 2.90904E-09 6.67446 2.84642

219924 s_at 9204 ZMYM6 2.92472E-09 2.71182 1.55174
212993 _at 138151 NACC2 2.96184E-09 2.96835 2.43887

202910_s_at 976 CD97 2.9672E-09 5.91349 4.61543
202117_at 392 ARHGAP1 2.99346E-09 3.07809 1.83445

208812_x_at 3107 HLA-C 3.01248E-09 3.75178 2.76555
203888 _at 7056 THBD 3.06756E-09 2.29019 4.84313

212807_s_at 6272 SORT1 3.08533E-09 13.3779 10.4681
211979 _at 57720 GPR107 3.08751E-09 2.75737 1.93378
211964 _at 1284 COL4A2 3.10253E-09 2.32923 2.16548

212184 _s_at 23118 TAB2 3.11218E-09 1.94229 1.80171
204141 _at 7280 TUBB2A 3.18947E-09 1.88534 1.83408

200742 _s_at 1200 TPP1 3.19142E-09 3.50509 1.65189

202498 _s_at 6515 SLC2A3 3.21841E-09 2.71076 2.42121
208671_at 57515 SERINC1 3.27478E-09 2.23716 2.59179

221875_x_at 3134 HLA-F 3.2812E-09 4.53811 2.84414
58780_s_at 55701 ARHGEF40 3.30073E-09 3.613 7.19109
218980_at 80206 FHOD3 3.30083E-09 9.6825 11.3581

203661 _s_at 7111 TMOD1 3.30234E-09 4.6165 1.66142
206924 _at 3589 IL11 3.3039E-09 3.79472 5.09342
201645_at 3371 TNC 3.30915E-09 18.5428 3.65462

222156_x_at 9236 CCPG1 3.31573E-09 3.18344 3.35256
201963_at 2180 ACSL1 3.34178E-09 1.78174 2.78552

203828 _s_at 9235 IL32 3.37561E-09 1.70047 1.63967

201877 _s_at 5527 PPP2R5C 3.409E-09 1.50596 1.8842
202696_at 9943 OXSR1 3.47867E-09 1.92837 1.63368
209094 _at 23576 DDAH1 3.48448E-09 2.39118 1.58008




214434 at 259217 HSPA12A 3.51026E-09 1.7746 1.82457
212450_at 9728 SECISBP2L 3.53548E-09 2.59961 2.16819
219179 at 51339 DACT1 3.55017E-09 116.65 107.823
221962_s_at 7328 UBE2H 3.5809E-09 3.58557 2.26239
205060_at 8505 PARG 3.5977E-09 2.06788 4.78155
219397_at 80219 €0Q108B 3.66014E-09 3.68469 2.97774
208872 _s_at 7905 REEP5 3.71537E-09 1.50723 1.93412
219343 _at 55664 CDC37L1 3.7379E-09 3.95123 2.36389
204224 _s_at 2643 GCH1 3.82073E-09 10.1303 1.78875
219557 _s_at 56675 NRIP3 3.8678E-09 3.02356 2.69967
205433 _at 590 BCHE 3.87889E-09 2.75293 4.29444
202228 _s_at 27020 NPTN 3.90582E-09 2.55491 2.12782
204653 _at 7020 TFAP2A 3.9578E-09 3.49531 12.1087
201089_at 526 ATP6V1B2 4.04912E-09 2.091 2.62896
211911 x_at 3106 HLA-B 4.05249E-09 5.82066 3.66423
221447 _s_at 83468 GLT8D2 4.07601E-09 2.42316 4.67909
202638_s_at 3383 ICAM1 4.21603E-09 6.04506 1.82479
217761_at 55256 ADI1 4.23111E-09 2.55562 1.89572
206595_at 1474 CST6 4.26922E-09 3.03633 5.83754
32094 _at 9469 CHST3 4.2961E-09 1.79088 2.999
218310_at 27342 RABGEF1 4.29664E-09 4.03112 2.62548
210749 x_at 780 DDR1 4.34921E-09 3.88771 4.46665
202367_at 1523 CUX1 4.35296E-09 3.22387 1.97877
207809_s_at 537 ATP6AP1 4.4206E-09 2.21023 2.27193
206814 _at 4803 NGF 4.45636E-09 3.4467 8.52579
204035_at 7857 SCG2 4.50515E-09 1.65235 2.6453
212662_at 5817 PVR 4.52709E-09 2.5436 3.90967
201828 x_at 8933 FAM127A 4.55526E-09 1.52411 1.54493
202756_s_at 2817 GPC1 4.6386E-09 2.99065 2.80795
221813 _at 54455 FBXO42 4.65018E-09 2.76796 1.66873
218312 _s_at 65982 ZSCAN18 4.66636E-09 4.11076 4.86963
209583 _s_at 4345 CD200 4.695E-09 5.03825 3.89923
204963_at 8082 SSPN 4.81703E-09 57.5049 7.59035
202815_s_at 10614 HEXIM1 4.82428E-09 2.3417 1.82132
218024 _at 51660 MPC1 4.92864E-09 2.52733 2.03874




205543 _at 22824 HSPA4L 4.9505E-09 1.6409 2.82875
202704_at 10140 TOB1 5.06879E-09 3.99528 3.81112
34408_at 6253 RTN2 5.18443E-09 5.13398 2.64582
201561 _s_at 22883 CLSTN1 5.18865E-09 2.55715 1.7625
209556_at 23154 NCDN 5.19735E-09 1.62472 2.97992
210220_at 2535 FZD2 5.22336E-09 5.00386 5.28254
201800_s_at 5007 OSBP 5.40386E-09 2.86399 2.09845
44783 _s_at 23462 HEY1 5.44077E-09 5.95343 2.77011
204485_s_at 10040 TOM1L1 5.46959E-09 2.59352 5.33714
209406_at 9532 BAG2 5.47918E-09 2.6097 1.96242
221478 at 665 BNIP3L 5.65902E-09 1.6864 1.80744
211612 _s_at 3597 IL13RA1 5.87437E-09 2.86899 2.3823
219529 at 9022 CLIC3 5.94804E-09 3.00712 4.23146
203140_at 604 BCL6 6.12684E-09 8.87686 2.93327
201535_at 5412 UBL3 6.19071E-09 4.16239 2.1528
201474 _s_at 3675 ITGA3 6.29421E-09 2.62783 4.17237
203855_at 22911 WDR47 6.3149E-09 1.93452 2.11315
204570_at 1346 COX7A1 6.31539E-09 1.94178 2.07138
201844 _s_at 23429 RYBP 6.40997E-09 2.81598 2.11414
206025_s_at 7130 TNFAIP6 6.50358E-09 1.89442 5.7496
215167_at 9282 MED14 6.57306E-09 2.51881 1.51387
212501_at 1051 CEBPB 6.61638E-09 3.34386 1.73891
209835_x_at 960 CD44 6.73266E-09 1.64219 1.75282
221752 _at 54434 SSH1 6.76459E-09 2.51518 4.14014
201944 _at 3074 HEXB 6.76645E-09 1.88484 1.79635
207177_at 5737 PTGFR 6.79999E-09 1.87302 3.06864
204984 _at 2239 GPC4 6.88745E-09 2.15535 2.80745
200759_x_at 4779 NFE2L1 7.26265E-09 1.70016 1.70372
203875_at 6594 SMARCA1 7.2753E-09 1.69292 1.77482
200847 _s_at 51669 TMEM66 7.28801E-09 1.82397 2.19754
202644 _s_at 7128 TNFAIP3 7.30898E-09 6.07091 1.82463
209785_s_at 8605 PLA2GAC 7.3648E-09 5.43456 7.25832
219201 _s_at 57045 TWSG1 7.38213E-09 5.65889 2.43117
204472 _at 2669 GEM 7.47551E-09 45.3749 14.9976
45653_at 253980 KCTD13 7.47868E-09 2.95602 2.11842




209993 _at 5243 ABCB1 7.5712E-09 5.28961 15.7308
213689 x_at 388650 FAMG69A 7.58383E-09 7.26838 9.63118
213170_at 2882 GPX7 7.74297E-09 2.14249 1.66396
218581 _at 63874 ABHD4 7.76312E-09 1.69725 2.64436
206377_at 2295 FOXF2 7.82631E-09 7.69584 2.97816
202181 _at 9766 KIAAD247 7.95095E-09 3.05425 2.64138
212573_at 23052 ENDOD1 7.97156E-09 2.57651 1.81857
210809_s_at 10631 POSTN 8.05971E-09 28.6031 30.3889
212136_at 493 ATP2B4 8.08287E-09 4.09369 2.28134
201641_at 684 BST2 8.09434E-09 2.07733 2.2113
218927 _s_at 55501 CHST12 8.12536E-09 2.11457 1.75826
202607_at 3340 NDST1 8.1259E-09 1.8729 3.78575
207317 _s_at 845 CASQ2 8.15348E-09 9.22497 1.78531
202537 _s_at 25978 CHMP2B 8.1627E-09 2.28987 2.3662
209345_s_at 55361 PI4K2A 8.33576E-09 1.68247 2.55224
204221 x_at 11010 GLIPR1 8.40678E-09 2.30774 2.66649
221823 _at 90355 C50rf30 8.48092E-09 2.95813 4.04177
210592_s_at 6303 SAT1 8.56678E-09 3.82062 3.61569
209935_at 27032 ATP2C1 8.79781E-09 2.58096 3.03983
203758 _at 1519 CTSO 8.7994E-09 2.36206 1.7298
217930_s_at 54472 TOLLIP 8.82982E-09 1.56792 2.03451
212780_at 6654 SOS1 8.8825E-09 2.49666 3.78602
200606_at 1832 DSP 9.03235E-09 12.1468 61.4607
208546_x_at 8345 HIST1H2BH 9.18034E-09 3.0853 4.14844
219696_at 163486 DENND1B 9.31239E-09 2.11016 3.92422
210002_at 2627 GATA6 9.64191E-09 1.62821 2.36011
220603_s_at 55784 MCTP2 9.65104E-09 1.60752 2.32493
212647 _at 6237 RRAS 9.65629E-09 1.65098 1.78774
206046_at 8745 ADAM23 9.67422E-09 3.42232 1.60355
210757_x_at 1601 DAB2 9.68037E-09 1.68694 2.41194
55093_at 54480 CHPF2 9.83487E-09 1.65437 1.65554
220750_s_at 64175 LEPRE1 9.93814E-09 1.72277 1.60479
219603_s_at 7769 ZNF226 9.994E-09 2.87986 3.0259
202898 _at 9672 SDC3 1.00069E-08 2.65513 1.66442
207069_s_at 4091 SMADG6 1.00401E-08 2.33939 1.61114




204732 _s_at 373 TRIM23 1.01142E-08 2.16893 2.56381
202034_x_at 9821 RB1CC1 1.02021E-08 1.93325 1.97864
218924 s_at 1486 CTBS 1.02374E-08 2.9292 2.14541
207524 _at 7982 ST7 1.03391E-08 4.88572 3.03916
218942 _at 79837 PIP4K2C 1.06683E-08 1.99378 3.2102
204715_at 24145 PANX1 1.07473E-08 1.99024 2.08536
206833_s_at 98 ACYP2 1.0838E-08 3.29764 4.34264
209454 _s_at 7005 TEAD3 1.10413E-08 3.00064 3.24988
212830_at 1955 MEGF9 1.10514E-08 4.36772 2.01142
215498 _s_at 5606 MAP2K3 1.11458E-08 3.3163 2.22237
205120_s_at 6443 SGCB 1.14193E-08 1.66672 1.91608
210829_s_at 23635 SSBP2 1.16595E-08 5.79331 3.72132
213883_s_at 83941 TM2D1 1.16911E-08 1.79769 2.30398
207198 _s_at 3987 LIMS1 1.19068E-08 2.26418 1.97919
204058 at 4199 ME1 1.23476E-08 2.10847 1.9783
205990_s_at 7474 WNT5A 1.23667E-08 1.54081 4.97535
213110_s_at 1287 COL4A5 1.23789E-08 4.33023 4.226
212057_at 23199 KIAA0182 1.25724E-08 1.7878 2.05012
212607_at 10000 AKT3 1.26492E-08 2.57059 2.06775
203368 _at 78987 CRELD1 1.28048E-08 2.80181 2.26692
202350_s_at 4147 MATN2 1.28218E-08 2.87935 4.94531
210273_at 5099 PCDH7 1.29784E-08 5.97215 3.10489
204675_at 6715 SRD5A1 1.32319E-08 1.65422 2.59844
219478 at 58189 WFDC1 1.3338E-08 63.1344 7.09542
204201 _s_at 5783 PTPN13 1.33561E-08 15.9374 6.17652
218436_at 64374 SIL1 1.34058E-08 1.99027 2.05066
205463_s_at 5154 PDGFA 1.36583E-08 2.55073 1.81568
220153 _at 57089 ENTPD7 1.4022E-08 3.4523 2.5781
203024_s_at 56951 C5o0rf15 1.44108E-08 1.99651 1.96004
210275_s_at 7763 ZFANDS 1.44694E-08 1.78318 1.50689
203364 _s_at 9776 ATG13 1.44895E-08 1.7349 1.95179
205348 _s_at 1780 DYNC1I1 1.45754E-08 2.51603 6.33465
220145_at 79884 MAP9 1.47123E-08 3.3021 8.81551
204076_at 9583 ENTPD4 1.47688E-08 2.00236 2.4318
206290_s_at 6000 RGS7 1.4793E-08 7.38501 3.78788




207876_s_at 2318 FLNC 1.51168E-08 4.82835 4.50237
204160_s_at 22875 ENPP4 1.53425E-08 5.37168 3.75501
203921 _at 9435 CHST2 1.55011E-08 2.52284 6.37454
217938 _s_at 56888 KCMF1 1.56111E-08 1.5755 1.6153
219287_at 27345 KCNMB4 1.56448E-08 2.03786 2.51601
212112 _s_at 23673 STX12 1.60483E-08 1.65682 1.87196
202764 _at 6786 STIM1 1.6166E-08 3.69342 2.83975
218660_at 8291 DYSF 1.6214E-08 3.12613 3.28481
208817_at 1312 COMT 1.62803E-08 1.52768 1.99791
220336_s_at 51206 GP6 1.64755E-08 1.62497 3.51776
218217 at 59342 SCPEP1 1.66215E-08 2.73081 1.7434
203232 _s_at 6310 ATXN1 1.67036E-08 8.82331 3.35857
203108 _at 9052 GPRC5A 1.67236E-08 1.71119 6.63524
205012_s_at 3029 HAGH 1.69474E-08 1.91358 2.21239
204277 _s_at 7084 TK2 1.69891E-08 2.00334 2.35387
201023 _at 6879 TAF7 1.71627E-08 1.96652 1.80015
204464 _s_at 1909 EDNRA 1.72389E-08 40.1021 36.6221
200675_at 975 CD81 1.72457E-08 1.76213 1.71239
205158 at 6038 RNASE4 1.73991E-08 1.88892 1.81156
222125_s_at 54681 PAHTM 1.819E-08 1.6704 1.67155
205935_at 2294 FOXF1 1.86703E-08 7.56792 2.2086
219282 _s_at 51393 TRPV2 1.90546E-08 3.49859 5.57719
221972 _s_at 51150 SDF4 1.92244E-08 1.78509 1.65094
202149 at 4739 NEDD9 1.99395E-08 2.87254 1.91087
205280_at 2743 GLRB 2.01119E-08 3.28864 4.47855
221864 _at 93129 ORAI3 2.03666E-08 2.04703 2.94654
217911 _s_at 9531 BAG3 2.04514E-08 2.07245 1.98771
205801 _s_at 25780 RASGRP3 2.07514E-08 7.38762 2.90769
204204 _at 1318 SLC31A2 2.0779E-08 2.43816 3.92354
204790_at 4092 SMAD7 2.10799E-08 2.77929 2.70563
202492 _at 79065 ATGY9A 2.11253E-08 1.61674 1.90541
221803_s_at 29982 NRBF2 2.12084E-08 2.54207 1.79716
214446_at 22936 ELL2 2.12117E-08 4.54224 3.23163
203502_at 669 BPGM 2.12968E-08 3.41056 2.52036
207839_s_at 51754 TMEMS8B 2.13767E-08 2.4605 2.07957




203556_at 22882 ZHX2 2.17488E-08 4.04419 3.27588
212774 at 10472 ZNF238 2.17802E-08 1.65584 1.52698
207264 _at 11015 KDELR3 2.1875E-08 1.52239 1.60826
212503_s_at 22982 DIP2C 2.19882E-08 1.64449 3.52031
41047 _at 79095 C9orfl6 2.20892E-08 2.24946 2.00789
208093_s_at 81565 NDEL1 2.21344E-08 1.6669 1.52055
202718 at 3485 IGFBP2 2.21555E-08 8.16254 3.71407
202204 _s_at 267 AMFR 2.26983E-08 1.75431 2.15686
209879 _at 6404 SELPLG 2.27836E-08 2.35622 4.97061
201908 _at 1857 DVL3 2.30601E-08 2.62452 2.0148
221577 _x_at 9518 GDF15 2.32228E-08 5.84325 3.49779
212358 at 25999 CLIP3 2.38515E-08 3.05353 2.11989
203298 _s_at 3720 JARID2 2.38748E-08 2.43052 1.5658
204099 _at 6604 SMARCD3 2.4272E-08 2.3174 2.91914
212419 at 219654 ZCCHC24 2.45128E-08 1.64624 1.52429
204757 _s_at 9854 C2CD2L 2.46326E-08 2.27135 2.20784
201701 _s_at 10424 PGRMC2 2.47674E-08 1.53513 2.77925
212666_at 57154 SMURF1 2.56324E-08 2.99008 2.66909
202668 _at 1948 EFNB2 2.58204E-08 3.00438 3.04009
217979_at 27075 TSPAN13 2.59153E-08 3.06472 4.17752
219054 _at 79614 2.62953E-08 5.21749 8.11009
210118 _s_at 3552 IL1A 2.63996E-08 2.04923 1.54707
218311 at 8491 MAP4K3 2.64764E-08 2.96403 2.94261
217889_s_at 79901 CYBRD1 2.66167E-08 1.70667 3.88031
218603_at 51696 HECA 2.70349E-08 2.21382 1.86229
207000_s_at 5533 PPP3CC 2.72829E-08 2.91787 2.74509
205659 _at 9734 HDAC9 2.79595E-08 8.84991 8.46648
204424 s_at 55885 LMO3 2.80844E-08 20.1545 1.55812
210512 _s_at 7422 VEGFA 2.8298E-08 6.88653 2.58995
203068 _at 9903 KLHL21 2.88303E-08 2.53174 2.99875
202920_at 287 ANK2 2.89178E-08 1.95776 2.38
221041 _s_at 26503 SLC17A5 2.9402E-08 2.42156 1.65629
220012_at 56605 ERO1LB 3.01525E-08 7.39832 3.88966
221778 at 80853 JHDM1D 3.01693E-08 3.58943 1.58341
219549 _s_at 10313 RTN3 3.01847E-08 2.05316 1.57558




204306_s_at 977 CD151 3.02202E-08 1.88814 2.06557
202440_s_at 6764 ST5 3.04465E-08 3.53312 3.41581
201765_s_at 3073 HEXA 3.07519E-08 2.35606 2.14363
203120_at 7159 TP53BP2 3.08938E-08 2.54722 1.94937
203756_at 9828 ARHGEF17 3.09398E-08 2.01988 2.17271
36612_at 23201 FAM168A 3.16651E-08 1.66806 2.41494
218943 _s_at 23586 DDX58 3.21256E-08 2.50948 1.94219
202324 _s_at 64746 ACBD3 3.35403E-08 2.09921 1.75065
221029_s_at 81029 WNT5B 3.38973E-08 5.69365 32.8222
209681 _at 10560 SLC19A2 3.4341E-08 3.1081 2.11715
201186_at 4043 LRPAP1 3.43512E-08 2.50545 2.47424
205214 _at 9262 STK17B 3.47317E-08 4.8435 2.72736
202897_at 140885 SIRPA 3.51873E-08 1.72043 4.03346
35265_at 9513 FXR2 3.70606E-08 1.93328 2.33535
205117_at 2246 FGF1 3.7108E-08 8.288 6.06241
213138 at 10865 ARID5A 3.74852E-08 3.55073 2.19568
212877_at 3831 KLC1 3.77231E-08 1.71046 2.60615
221016_s_at 83439 TCF7L1 3.91527E-08 4.1202 3.33464
213793_s_at 9456 HOMER1 3.93139E-08 3.81612 2.99987
204784 _s_at 4291 MLF1 3.941E-08 2.96312 2.41632
202443 _x_at 4853 NOTCH2 3.94286E-08 4.03801 4.24491
202934 _at 3099 HK2 3.97963E-08 3.06586 1.68869
202912 _at 133 ADM 3.98979E-08 5.59169 2.23921
219622 _at 55647 RAB20 4.00642E-08 2.86988 1.97288
221524 _s_at 58528 RRAGD 4.04067E-08 2.29427 5.28038
203879 _at 5293 PIK3CD 4.04966E-08 2.41711 2.72765
212805_at 158471 PRUNE2 4.07523E-08 3.94553 3.64007
203151 _at 4130 MAP1A 4.14456E-08 7.42826 5.04399
219051 x_at 79006 METRN 4.22964E-08 2.13759 1.92954
205952 _at 3777 KCNK3 4.31281E-08 6.17497 2.71988
209894 _at 3953 LEPR 4.31714E-08 4.50308 2.7518
218124 at 54884 RETSAT 4.34997E-08 1.93245 2.23633
221832 _s_at 7798 LUZP1 4.50757E-08 1.51418 1.6358
207037_at 8792 TNFRSF11A | 4.56465E-08 2.53405 1.76211
206307_s_at 2297 FOXD1 4.69786E-08 13.3918 10.5256




205442 _at 9848 MFAP3L 4.6981E-08 2.70764 18.648
208124 _s_at 10505 SEMAA4F 4.69967E-08 1.85698 1.52668
209211 at 688 KLF5 4.69991E-08 1.94581 2.93755
212507_at 23505 TMEM131 4.70134E-08 1.63548 1.64363
212665_at 25976 TIPARP 4.8051E-08 1.98603 3.10389
209422 _at 51230 PHF20 4.81188E-08 3.17619 1.52985
202615_at 2776 GNAQ 4.88316E-08 2.54478 1.66601
206989_s_at 9169 SCAF11 4.90518E-08 1.99627 1.6528
203766_s_at 25802 LMOD1 4.973E-08 12.795 6.54123
32502_at 81544 GDPD5 5.02255E-08 2.94734 2.28866
210762_s_at 10395 DLC1 5.15462E-08 1.81884 1.94457
201995_at 2131 EXT1 5.16194E-08 2.0223 1.65233
211297 _s_at 1022 CDK7 5.36179E-08 1.50955 1.72779
202820_at 196 AHR 5.42335E-08 3.06202 2.35996
217944 at 55624 POMGNT1 5.578E-08 1.95407 1.59569
218574 _s_at 29995 LMCD1 5.62275E-08 6.0188 1.74488
205168 _at 4921 DDR2 5.65759E-08 4.83359 1.50692
212416_at 9522 SCAMP1 5.67056E-08 1.69486 1.56692
212731 at 157567 ANKRD46 5.72774E-08 2.10235 2.18663
209455_at 23291 FBXW11 5.90041E-08 1.64234 1.63918
219532 _at 6785 ELOVL4 5.94458E-08 6.34763 6.59229
221882 _s_at 58986 TMEMS8A 5.95921E-08 1.99085 1.58345
202071_at 6385 SDC4 6.01129E-08 3.38818 1.67421
217788 _s_at 2590 GALNT2 6.08255E-08 1.63033 1.87924
202829_s_at 6845 VAMP7 6.29729E-08 1.65265 2.02523
218910_at 55129 ANO10 6.33909E-08 1.54568 1.59276
204214 _s_at 10981 RAB32 6.41098E-08 1.7702 2.14237
218824 at 55228 PNMAL1 6.48968E-08 2.78074 5.27369
203329 _at 5797 PTPRM 6.53846E-08 3.51663 4.24616
201312_s_at 6451 SH3BGRL 6.57416E-08 2.06538 1.65822
203066_at 51363 CHST15 6.58304E-08 1.60309 5.68564
203233 _at 3566 IL4R 6.68442E-08 1.92372 2.18439
202886_s_at 5519 PPP2R1B 6.69546E-08 2.18954 2.54597
55065_at 57787 MARK4 6.87519E-08 2.28754 1.872
214091 _s_at 2878 GPX3 6.88668E-08 1.8689 3.25656




205352 _at 5274 SERPINI1 6.97192E-08 10.6341 8.213
212689_s_at 55818 KDM3A 7.02777E-08 3.07642 1.88885
212518 at 23396 PIP5K1C 7.2875E-08 1.76116 3.02425
204199 _at 9649 RALGPS1 7.33566E-08 8.53295 2.12268
201384 _s_at 4077 NBR1 7.36064E-08 1.60667 1.75102
221190_s_at 29919 C18orf8 7.47233E-08 1.7373 2.12604
212686_at 57460 PPM1H 7.5653E-08 3.56034 9.34121
209593 _s_at 27348 TOR1B 7.57282E-08 1.83461 2.00031
201301_s_at 307 ANXA4 7.57417E-08 1.54965 2.48055
206239_s_at 6690 SPINK1 7.70597E-08 5.04064 3.35135
214748 at 10443 N4BP2L2 7.70677E-08 6.94626 4.80277
200661 _at 5476 CTSA 7.72798E-08 2.5259 2.06978
201839_s_at 4072 EPCAM 7.77183E-08 2.80514 2.85635
203266_s_at 6416 MAP2K4 7.78352E-08 2.22489 1.86079
205222 _at 1962 EHHADH 7.81191E-08 4.44052 3.8393
201393_s_at 3482 IGF2R 8.0741E-08 3.50478 3.63403
201546_at 9320 TRIP12 8.14643E-08 1.53789 1.66078
202947 _s_at 2995 GYPC 8.34633E-08 5.63565 3.06141
205609 _at 284 ANGPT1 8.56689E-08 4.17675 4.45422
208454 _s_at 10404 CPQ 8.59168E-08 2.8591 2.84734
206129_s_at 411 ARSB 8.61602E-08 4.64914 3.36154
210560_at 2637 GBX2 8.65756E-08 3.00081 3.97886
204404 _at 6558 SLC12A2 8.6635E-08 2.60051 1.52004
219383 _at 79899 PRR5L 8.66621E-08 6.37744 3.65821
217904 _s_at 23621 BACE1 8.87831E-08 3.36834 2.56084
200632_s_at 10397 NDRG1 9.0377E-08 2.06286 1.72964
218539 at 55030 FBXO34 9.04924E-08 1.86828 1.67872
221903_s_at 1540 CYLD 9.06828E-08 2.70855 3.00184
203238 _s_at 4854 NOTCH3 9.13536E-08 5.81231 2.95627
209645_s_at 219 ALDH1B1 9.22265E-08 4.07407 2.05013
215535_s_at 10554 AGPAT1 9.26116E-08 1.778 1.66399
204881 _s_at 7357 UGCG 9.33088E-08 1.58106 2.6723
200701 _at 10577 NPC2 9.44948E-08 1.52306 1.81228
221988 at 79086 C190rf42 9.63279E-08 2.33643 3.53831
202616_s_at 4204 MECP2 9.65997E-08 1.75724 1.84803




221689_s_at 51227 PIGP 9.68734E-08 1.60549 1.94811
212982 _at 23390 ZDHHC17 9.70123E-08 1.66486 3.74312
213112 _s_at 8878 SQSTM1 9.78259E-08 3.30062 3.04067
203986_at 8987 STBD1 9.85593E-08 4.43267 3.05595
209357_at 10370 CITED2 1.00007E-07 2.32269 2.88882
203477_at 1306 COL15A1 1.00746E-07 13.3251 5.8738
212506_at 8301 PICALM 1.01065E-07 1.67686 2.19917
201707_at 5824 PEX19 1.01437E-07 1.68955 2.67157
204075_s_at 9731 CEP104 1.01608E-07 2.07688 3.21193
219257 _s_at 8877 SPHK1 1.02181E-07 1.72208 1.64529
200677_at 754 PTTG1IP 1.05064E-07 1.82622 1.65927
215222 _x_at 23499 MACF1 1.05368E-07 5.78128 1.91824
202452 _at 10444 ZER1 1.074E-07 1.98868 1.64925
212561 _at 23258 DENNDS5SA 1.07538E-07 1.71274 1.5481
214992 _s_at 1777 DNASE2 1.07927E-07 2.07191 2.6256
212693 _at 23195 MDN1 1.09218E-07 8.01096 4.35094
203002_at 51421 AMOTL2 1.10324E-07 1.92918 1.82085
212393 _at 6305 SBF1 1.1074E-07 1.93932 1.7245
208848 at 128 ADH5 1.11256E-07 2.46411 1.70289
207196_s_at 10318 TNIP1 1.11329E-07 3.74559 1.69358
213040_s_at 23467 NPTXR 1.12608E-07 6.16779 4.58781
218773 _s_at 22921 MSRB2 1.14098E-07 2.06899 1.58499
200982 _s_at 309 ANXAG6 1.14789E-07 2.07246 1.74076
212335_at 2799 GNS 1.15324E-07 2.44503 1.54165
219496_at 65124 SOWAHC 1.1576E-07 3.01919 2.98903
207826_s_at 3399 ID3 1.16115E-07 1.52787 2.49434
218706_s_at 65983 GRAMD3 1.16159E-07 1.71492 2.26119
202838 _at 2517 FUCA1 1.179E-07 2.61199 2.56821
222105_s_at 28511 NKIRAS2 1.18724E-07 1.60016 1.70402
213066_at 9853 RUSC2 1.20954E-07 3.46008 2.76502
203685_at 596 BCL2 1.2184E-07 4.04355 1.70431
202968_s_at 8445 DYRK2 1.22473E-07 4.04792 2.28298
206805_at 10371 SEMA3A 1.23228E-07 2.16528 2.96319
205016_at 7039 TGFA 1.24838E-07 6.90072 6.48163
204580_at 4321 MMP12 1.24963E-07 30.6586 6.49182




208924 _at 26994 RNF11 1.25095E-07 1.64326 1.68662
47560_at 22859 LPHN1 1.25886E-07 3.33229 3.31097
203385_at 1606 DGKA 1.26076E-07 1.88518 1.77258
39248_at 360 AQP3 1.26818E-07 3.39616 4.25659
218166_s_at 51773 RSF1 1.27008E-07 2.08271 2.11538
219414 at 64084 CLSTN2 1.29871E-07 8.88908 4.87014
207812 _s_at 26003 GORASP2 1.3005E-07 1.50676 1.67883
200954 _at 527 ATP6VOC 1.30794E-07 1.58487 1.85681
220178 _at 126321 MFSD12 1.32136E-07 2.2477 2.574
213181 _s_at 4337 MOCS1 1.3626E-07 2.59857 2.49543
202594 at 23484 LEPROTL1 1.39639E-07 1.78706 1.87529
212862 _at 8760 CDS2 1.39874E-07 1.67421 2.04404
52164 _at 53838 Cllorf24 1.41358E-07 2.16938 2.27747
203367_at 11072 DUSP14 1.42504E-07 2.34886 2.39342
219837_s_at 54360 CYTL1 1.43223E-07 2.39425 2.11457
46142 _at 64788 LMF1 1.4492E-07 2.86313 1.72086
206538 _at 22808 MRAS 1.47845E-07 3.74167 1.62834
209959 _at 8013 NR4A3 1.48223E-07 11.3962 1.73554
219600_s_at 757 TMEM50B 1.51183E-07 1.60396 2.12346
218769_s_at 57763 ANKRA2 1.51822E-07 2.15301 2.04083
203446_s_at 4952 OCRL 1.55493E-07 2.23074 2.08907
206818 _s_at 54805 CNNM2 1.5942E-07 3.07116 3.15054
203217_s_at 8869 ST3GAL5S 1.61048E-07 3.80643 3.56155
204303_s_at 9811 CTIF 1.64605E-07 1.99773 2.18473
203543_s_at 687 KLF9 1.70124E-07 3.32854 1.66588
209034_at 10957 PNRC1 1.70528E-07 2.34482 1.60916
205696_s_at 2674 GFRA1 1.70598E-07 2.7831 12.3653
210538_s_at 330 BIRC3 1.72622E-07 9.41389 1.83
200918_s_at 6734 SRPR 1.72769E-07 1.5657 1.58406
203441 _s_at 1000 CDH2 1.74507E-07 2.20611 3.00925
219026_s_at 9462 RASAL2 1.75514E-07 2.56173 2.95368
208957_at 23071 ERP44 1.76607E-07 1.89007 1.70182
210224 at 3140 MR1 1.7694E-07 1.51989 2.20998
202260_s_at 6812 STXBP1 1.76983E-07 1.68997 1.90577
203080_s_at 29994 BAZ2B 1.79184E-07 1.88657 1.96821




220387_s_at 11147 HHLA3 1.79351E-07 4.8141 4.21966
202020_s_at 10314 LANCL1 1.81389E-07 2.05633 1.87071
201047_x_at 5870 RAB6A 1.82522E-07 1.69348 1.82011
218450_at 50865 HEBP1 1.83363E-07 1.62598 1.72648
203881 _s_at 1756 DMD 1.85021E-07 2.81666 5.11008
213478 at 23254 KAZN 1.86406E-07 1.6068 2.33614
201170_s_at 8553 BHLHE40 1.8761E-07 4.73082 2.33747
202622 _s_at 6311 ATXN2 1.89817E-07 2.16967 1.61497
212383 _at 535 ATP6VOA1 1.89823E-07 1.72734 2.8985
201443 _s_at 10159 ATP6AP2 1.9514E-07 1.73097 1.69149
210127_at 51560 RAB6B 1.95197E-07 2.07576 3.29625
206857_s_at 2281 FKBP1B 1.99193E-07 1.67888 2.95995
213832_at 3752 KCND3 2.00369E-07 1.62727 2.45238
204137_at 7107 GPR137B 2.02285E-07 1.851 1.94559
212870_at 6655 SOS2 2.03445E-07 1.72363 2.04245
218446_s_at 51030 FAM18B1 2.08656E-07 2.17426 1.98873
91703_at 254102 EHBP1L1 2.11217E-07 1.83044 2.19924
206854 _s_at 6885 MAP3K7 2.1601E-07 1.93274 1.56047
211936_at 3309 HSPAS 2.17434E-07 1.71607 1.60212
217890_s_at 55742 PARVA 2.17488E-07 2.70271 1.98436
205792 _at 8839 WISP2 2.19711E-07 2.30145 1.74682
202679_at 4864 NPC1 2.20751E-07 2.01957 2.08885
212914 at 23492 CBX7 2.20799E-07 3.28596 2.64331
205729 _at 9180 OSMR 2.23705E-07 2.63799 2.55374
219401 _at 64132 XYLT2 2.2627E-07 1.68496 1.78456
220049_s_at 80380 PDCD1LG2 2.30951E-07 1.64387 1.98247
219789 at 4883 NPR3 2.31247E-07 2.43543 5.66189
204000_at 10681 GNB5 2.34119E-07 2.08503 1.61
211529 x_at 3135 HLA-G 2.36331E-07 2.78529 1.86082
202636_at 7844 RNF103 2.36495E-07 2.28353 2.16266
206448 at 22891 ZNF365 2.37228E-07 2.06125 3.82913
214297 _at 1464 CSPG4 2.40831E-07 5.77139 2.72407
206039 _at 9363 RAB33A 2.41961E-07 3.57187 2.09069
218178 _s_at 57132 CHMP1B 2.43575E-07 1.77102 1.71909
206706_at 4908 NTF3 2.45905E-07 6.94766 4.314




218020_s_at 60685 ZFAND3 2.4827E-07 1.98371 1.76601
201100_s_at 8239 USPOX 2.49889E-07 1.94071 1.8662
207574 _s_at 4616 GADDA45B 2.50924E-07 2.63378 2.01118
212236_x_at 3872 KRT17 2.55587E-07 3.53314 1.9364
201250_s_at 6513 SLC2A1 2.57102E-07 2.9026 3.84766
201146_at 4780 NFE2L2 2.57895E-07 1.54601 1.56786
219998 at 29094 LGALSL 2.58204E-07 2.16955 1.87105
203325_s_at 1289 COL5A1 2.60176E-07 2.01287 1.90454
204916_at 10267 RAMP1 2.60381E-07 2.16197 1.64491
208829 _at 6892 TAPBP 2.61341E-07 1.60124 1.59869
211961 _s_at 7879 RAB7A 2.67806E-07 1.6863 1.57891
201276_at 5869 RAB5B 2.70476E-07 2.01602 2.0626
214602 _at 1286 COL4A4 2.74734E-07 1.54634 11.2143
201951 _at 214 ALCAM 2.7683E-07 1.68706 1.60567
203992 _s_at 7403 KDM6A 2.78605E-07 1.92328 1.81757
207904 _s_at 4012 LNPEP 2.81217E-07 2.26105 2.07727
212834 at 11056 DDX52 2.81727E-07 1.58411 2.22531
202786_at 27347 STK39 2.81861E-07 2.00198 2.03135
221519 at 6468 FBXW4 2.82026E-07 2.1888 2.4128
202351 _at 3685 ITGAV 2.84546E-07 2.0051 1.58677
219155_at 26207 PITPNC1 2.84695E-07 1.56519 1.51118
56256_at 51092 SIDT2 2.9264E-07 1.64623 2.33871
212970_at 323 APBB2 2.96653E-07 1.78372 1.72213
201681 _s_at 9231 DLG5 2.99377E-07 1.64099 2.50343
202074 _s_at 10133 OPTN 3.083E-07 2.04294 2.20037
215058 at 160518 DENND5B 3.12486E-07 1.82457 2.72756
203710_at 3708 ITPR1 3.19816E-07 7.20903 3.35817
218582 _at 54708 41703 3.20091E-07 1.51346 1.51484
212297_at 79572 ATP13A3 3.22057E-07 1.7373 2.8469
78383_at 100129250 |LOC100129250| 3.22581E-07 1.80698 1.53801
203743_s_at 6996 TDG 3.24988E-07 2.25816 1.85106
201485_s_at 5955 RCN2 3.28574E-07 1.94862 1.85763
212990_at 8867 SYNJ1 3.31238E-07 1.58446 2.28642
203373 _at 8835 SOCS2 3.36646E-07 6.14991 2.55903
213272 _s_at 57146 TMEM159 3.42712E-07 3.64633 1.98678




210310_s_at 2250 FGF5 3.45504E-07 3.6282 6.75035
219426_at 192669 EIF2C3 3.49204E-07 1.51595 1.75475
213604 _at 6924 TCEB3 3.64313E-07 2.40115 1.78031

218418 _s_at 25959 KANK?2 3.65192E-07 2.40157 2.1655
221895_at 158747 MOSPD2 3.68332E-07 1.68095 1.66734
213238 at 57205 ATP10D 3.6884E-07 2.08282 2.68191
209011 _at 7204 TRIO 3.69103E-07 1.74965 1.9334
218183 _at 29965 Cl6orf5 3.75874E-07 2.00881 2.4896
202197_at 8897 MTMR3 3.82604E-07 1.9192 1.85679

213727 _x_at 65258 MPPE1 3.87655E-07 1.65483 1.99284

219032_x_at 23596 OPN3 3.95129E-07 2.6904 1.6349
219506_at 79630 Clorf54 3.95136E-07 1.53336 1.94704

219953_s_at 56672 AKIP1 3.96161E-07 1.68649 2.20277
205372_at 5324 PLAG1 4.08976E-07 2.29069 2.50866
213938 at 26059 ERC2 4.09286E-07 5.50115 2.66567
213388 _at 9659 PDE4DIP 4.10148E-07 2.27357 1.88922
204966_at 576 BAI2 4.11894E-07 3.34886 1.67648
219743 _at 23493 HEY2 4.19908E-07 2.01707 2.07718
209462 _at 333 APLP1 4.21011E-07 2.57908 2.0428

214765_s_at 27163 NAAA 4.45675E-07 2.0996 1.81304
204435_at 9818 NUPL1 4.46652E-07 1.9948 2.2784

209610_s_at 6509 SLC1A4 4.49873E-07 2.47585 1.64968

218371 _s_at 55269 PSPC1 4.58852E-07 1.65958 1.66902
214663_at 25778 DSTYK 4.60638E-07 1.9305 1.76472
44702_at 85360 SYDE1 4.69483E-07 1.68565 2.29415
205590_at 10125 RASGRP1 4.72736E-07 13.4211 15.4455
214474 at 5565 PRKAB2 4.82347E-07 5.19024 2.8571

202061 _s_at 6400 SEL1L 4.86162E-07 1.73282 2.0416
209135_at 444 ASPH 4.89452E-07 1.91709 1.51799

218871 x_at 55454 CSGALNACT2 | 4.90303E-07 1.70141 2.28069
210365_at 861 RUNX1 4.90706E-07 2.14242 3.91595

202113_s_at 6643 SNX2 4.95522E-07 1.78145 1.72203
201972_at 523 ATP6V1A 4.97021E-07 1.75614 1.83465

204465_s_at 9118 INA 5.03501E-07 3.3961 4.45512

202727 _s_at 3459 IFNGR1 5.0905E-07 1.77531 1.82897




221563_at 11221 DUSP10 5.13217E-07 4.95575 3.10161
221909 _at 84900 RNFT2 5.22503E-07 1.69298 2.3789
219667_s_at 55024 BANK1 5.33506E-07 9.52175 6.52115
207233_s_at 4286 MITF 5.46204E-07 1.56726 2.30812

213044 _at 6093 ROCK1 5.47741E-07 1.54437 1.62727
202996_at 57804 POLD4 5.48708E-07 1.87101 1.92208
218401 _s_at 23528 ZNF281 5.4998E-07 2.01089 1.53519
206084 _at 5801 PTPRR 5.55031E-07 2.2988 12.311
221291 _at 80328 ULBP2 5.58969E-07 3.95131 5.16843
208096_s_at 81578 COL21A1 5.70289E-07 4.60521 2.72546
203429_s_at 51430 SUCO 5.74791E-07 1.90128 1.53582
212285_s_at 375790 AGRN 5.74983E-07 1.68697 1.50059
205405_at 9037 SEMASA 5.99019E-07 3.46002 2.68077
203623_at 55558 PLXNA3 6.02233E-07 2.43266 2.32375
220182_at 79085 SLC25A23 6.02336E-07 3.70718 1.65206
211994 at 65125 WNK1 6.04269E-07 3.09847 2.12152
209296_at 5495 PPM1B 6.2668E-07 1.60996 1.65877
203608 _at 7915 ALDH5A1 6.2826E-07 2.432 5.39376
221489_s_at 81848 SPRY4 6.3712E-07 4.19359 1.56789
220952_s_at 54477 PLEKHAS 6.411E-07 1.69525 2.34364
201126_s_at 4245 MGAT1 6.42979E-07 2.0061 2.02327
217047 _s_at 10144 FAM13A 6.53784E-07 1.97519 1.65233
215046_at 151050 KANSL1L 6.63704E-07 2.1091 1.99022
205501 _at 10846 PDE10A 6.67568E-07 6.49474 7.1325
210249_s_at 8648 NCOA1 6.76091E-07 1.69546 1.84542
205741 _s_at 1837 DTNA 6.91809E-07 3.33015 1.55019
217730_at 64114 TMBIM1 7.15445E-07 1.57938 2.11728
211208 _s_at 8573 CASK 7.30098E-07 1.66398 1.94922
204686_at 3667 IRS1 7.31915E-07 3.12769 5.56498
219360_s_at 54795 TRPMA4 7.40175E-07 2.77321 1.70704
204458 at 23659 PLA2G15 7.40461E-07 1.89664 2.74412
40420_at 6793 STK10 7.58327E-07 2.29729 2.17166
220488 _s_at 54828 BCAS3 7.74865E-07 2.1576 1.76819
218260_at 79016 DDA1 7.85424E-07 1.76298 2.28185
211433 x_at 80256 FAM214B 7.90818E-07 1.56646 2.25989




201287_s_at 6382 SDC1 8.03325E-07 2.23456 1.51454
213800_at 3075 CFH 8.16473E-07 2.06197 2.01991
205498 at 2690 GHR 8.24288E-07 1.68554 4.26643

207966_s_at 2734 GLG1 8.3155E-07 1.92117 2.24086

216903_s_at 10367 MICU1 8.31948E-07 1.57379 1.87831
204447 _at 9762 PROSAPIP1 8.34749E-07 2.22167 3.27359
210689 _at 23562 CLDN14 8.46648E-07 8.41963 3.11731
219181 _at 9388 LIPG 8.50539E-07 2.19609 1.70616

217925_s_at 64771 C6orf106 8.76072E-07 1.71168 1.55577

215497_s_at 23038 WDTC1 8.88844E-07 1.92047 1.84005
204496_at 29966 STRN3 8.89118E-07 1.52305 1.66027
219680_at 79671 NLRX1 9.06736E-07 2.03459 2.14321

202558 _s_at 6782 HSPA13 9.23874E-07 1.99888 1.70254

217941 _s_at 55914 ERBB2IP 9.30672E-07 1.56279 2.13155

201133_s_at 9867 PJA2 9.34646E-07 2.08424 1.73362

213183_s_at 1028 CDKN1C 9.45609E-07 7.45703 1.52252
213268 _at 23261 CAMTA1 9.52779E-07 3.05348 1.85175

203868_s_at 7412 VCAM1 9.54458E-07 7.44002 1.75751
218394 at 79641 ROGDI 9.62272E-07 2.0421 1.75271

220751 _s_at 10826 C5orf4 9.70617E-07 2.94995 2.03236

212818 _s_at 51665 ASB1 9.72985E-07 1.71128 1.5762
214293 _at 55752 41893 9.76876E-07 2.26791 2.08243
205767_at 2069 EREG 9.91618E-07 4.49552 5.61162

218180_s_at 64787 EPS8L2 1.00663E-06 1.71338 2.10189
209447 _at 23345 SYNE1 1.00868E-06 3.52354 4.98813

217367_s_at 23051 ZHX3 1.01657E-06 1.56214 2.31008

218647 _s_at 79693 YRDC 1.03051E-06 1.93259 1.84987
214260_at 10920 COPS8 1.03088E-06 1.85982 1.73739

200694 _s_at 57062 DDX24 1.03396E-06 1.69123 1.61266

210130_s_at 7108 TM7SF2 1.04798E-06 2.08332 1.97804
213745_at 26033 ATRNL1 1.05405E-06 4.60875 6.96283
221784 _at 58525 WIZ 1.05921E-06 2.13715 1.67042

219058 x_at 64129 TINAGL1 1.10485E-06 2.11719 1.83076

217875_s_at 56937 PMEPA1 1.1071E-06 2.41066 3.32992
206118 at 6775 STAT4 1.16357E-06 2.59811 5.17331




64899_at 64748 LPPR2 1.2007E-06 2.1969 1.88015
206698 _at 7504 XK 1.20326E-06 10.0292 2.1357
200940_s_at 473 RERE 1.21272E-06 2.46481 1.83514

219882 _at 79739 TTLL7 1.22601E-06 6.6412 4.81984
213279 at 115817 DHRS1 1.23222E-06 2.32893 2.28502
201711 x_at 5903 RANBP2 1.24922E-06 2.48714 2.17032
200973_s_at 10099 TSPAN3 1.31574E-06 1.67769 1.64063
214579 at 57185 NIPAL3 1.32512E-06 4.5513 3.66919
221814 at 25960 GPR124 1.34004E-06 1.79347 1.50297
204546_at 9764 KIAAO513 1.35215E-06 2.85114 2.2529
221675_s_at 56994 CHPT1 1.36426E-06 1.57143 1.53074
203005_at 4055 LTBR 1.40998E-06 1.64269 1.56268
37549_g_at 27241 BBS9 1.41162E-06 4.27025 3.73206
200931 _s_at 7414 VCL 1.41511E-06 1.61618 1.55771
210942 _s_at 10402 ST3GAL6 1.46167E-06 4.3363 2.55801
203846_at 22954 TRIM32 1.47044E-06 1.55215 2.75894
215843 _s_at 7093 TLL2 1.47134E-06 1.89577 4.51227
205234 at 9122 SLC16A4 1.47725E-06 1.58627 2.17427
220588 at 55653 BCAS4 1.48834E-06 2.17218 3.26993
207700_s_at 8202 NCOA3 1.49891E-06 1.60987 2.00941
212814 at 23382 AHCYL2 1.52932E-06 1.52085 1.60817
220955_x_at 51715 RAB23 1.54465E-06 4.09968 2.4111
209222 _s_at 9885 OSBPL2 1.55024E-06 1.95166 1.87041
208156_x_at 83481 EPPK1 1.56545E-06 3.49776 3.47412
220016_at 79026 AHNAK 1.57306E-06 2.56582 2.64463
218191 _s_at 55788 LMBRD1 1.60865E-06 2.03868 2.71428
206950_at 6335 SCN9A 1.61052E-06 8.65686 10.1463
221590_s_at 4329 ALDH6A1 1.6306E-06 2.72279 1.6048
204471 _at 2596 GAPA3 1.63499E-06 1.6533 4.3104
221276_s_at 81493 SYNC 1.71197E-06 1.76154 3.11823
217939_s_at 54812 AFTPH 1.7184E-06 1.59437 1.6848
220235_s_at 55791 LRIF1 1.7453E-06 1.77389 1.67415
213282 _at 139322 APOOL 1.74625E-06 1.69429 1.98284
204547_at 10966 RAB40B 1.75052E-06 1.82755 1.7915
212253 _x_at 667 DST 1.75224E-06 2.8368 1.73794




203803_at 51449 PCYOX1 1.75359E-06 2.32186 2.12613
205483_s_at 9636 ISG15 1.7555E-06 1.83452 3.02479
202419 at 2531 KDSR 1.76743E-06 1.52316 1.67228
213221 _s_at 23235 SIK2 1.79991E-06 2.40642 1.75504
35254 _at 10906 TRAFD1 1.80731E-06 1.52342 1.57181
221991 at 11248 NXPH3 1.81787E-06 1.87199 1.67822
203067_at 8050 PDHX 1.83629E-06 1.56777 1.53114
217837 _s_at 51652 CHMP3 1.84744E-06 1.55188 1.50003
201992 _s_at 3799 KIF5B 1.87812E-06 2.29901 1.60835
209333 _at 8408 ULK1 1.90578E-06 2.38432 1.75545
222154 _s_at 26010 SPATS2L 1.94568E-06 1.51742 1.5849
202811 _at 10617 STAMBP 1.94892E-06 1.62556 1.82099
203657_s_at 8722 CTSF 1.97147E-06 2.46683 1.87037
207034_s_at 2736 GLI2 1.98402E-06 1.77462 2.95693
204182 _s_at 23099 ZBTB43 1.98677E-06 2.51409 1.54977
205104 _at 9751 SNPH 1.99061E-06 1.5471 1.71475
205514 _at 55786 ZNF415 1.99158E-06 2.03728 3.7129
202570_s_at 22839 DLGAP4 1.99671E-06 1.94231 1.65827
204360_s_at 4669 NAGLU 2.00302E-06 1.5261 1.5931
218425_at 54476 RNF216 2.00711E-06 2.08117 1.56512
210631_at 4763 NF1 2.05967E-06 4.57925 3.27855
212201 _at 23141 ANKLE2 2.06282E-06 1.62881 2.02553
221498 at 81609 SNX27 2.07449E-06 1.68166 1.68133
212144 at 25777 SUN2 2.0747E-06 1.85449 1.54072
219398 at 63924 CIDEC 2.09315E-06 1.78671 2.26704
218521 s_at 55284 UBE2W 2.09689E-06 2.43898 2.58883
204483 _at 2027 ENO3 2.11317E-06 1.79394 1.95845
201207_at 7126 TNFAIP1 2.17092E-06 1.57165 1.55643
221986_s_at 54800 KLHL24 2.19798E-06 6.68489 2.56763
213291 _s_at 7337 UBE3A 2.20569E-06 1.68142 1.55645
202777_at 8036 SHOC2 2.23255E-06 1.51035 1.82339
219633 _at 79183 TTPAL 2.3069E-06 2.36959 2.06051
204174 _at 241 ALOX5AP 2.35751E-06 3.04601 1.68213
214792 _x_at 6844 VAMP2 2.38019E-06 2.33556 2.21659
205503 _at 5784 PTPN14 2.46861E-06 2.7139 1.71387




1405_i_at 6352 CCL5 2.47142E-06 2.78836 1.90355
201598 _s_at 3636 INPPL1 2.72531E-06 1.70001 1.64349
219853 _at 79147 FKRP 2.73211E-06 2.32054 2.11349
204773 _at 3590 IL11RA 2.73635E-06 1.95834 2.21162
211600_at 5800 PTPRO 2.76189E-06 7.28771 3.1476
204979_s_at 6450 SH3BGR 2.8869E-06 3.6004 2.24315
202671 _s_at 8566 PDXK 2.93508E-06 1.6999 1.51747
219921 _s_at 80005 DOCK5 2.96105E-06 1.50272 1.77578
205558 _at 7189 TRAF6 2.97644E-06 2.91526 2.10149
218634_at 23612 PHLDA3 3.05326E-06 2.38515 2.3342
213853 _at 120526 DNAJC24 3.0685E-06 2.24232 1.98702
204588 _s_at 9056 SLC7A7 3.08334E-06 1.98919 1.75714
203767_s_at 412 STS 3.09832E-06 2.103 1.9169
218197_s_at 55074 OXR1 3.12341E-06 1.87948 1.94106
212899 at 23097 CDK19 3.15003E-06 1.88352 1.83872
209479 _at 25901 CCDC28A 3.19289E-06 2.01614 1.7137
209028_s_at 10006 ABI1 3.24935E-06 1.71588 1.62961
207413_s_at 6331 SCN5A 3.42804E-06 3.2023 1.63695
204304_s_at 8842 PROM1 3.47197E-06 3.87015 2.75626
209295_at 8795 TNFRSF10B | 3.47537E-06 1.63602 1.53922
202017_at 2052 EPHX1 3.50336E-06 3.10529 2.06801
215717 _s_at 2201 FBN2 3.66988E-06 6.39451 1.8379
204262 _s_at 5664 PSEN2 3.70631E-06 1.52023 2.28008
219114 at 51161 C3orf18 3.72377E-06 1.54743 1.57971
207147 _at 1746 DLX2 3.81328E-06 8.0946 7.21384
202146_at 3475 IFRD1 3.89255E-06 2.68922 4.13823
212321 at 8879 SGPL1 3.99189E-06 2.40546 2.51606
207549 _x_at 4179 CD46 4.03453E-06 2.70846 1.51089
218656_s_at 10186 LHFP 4.03678E-06 2.6218 2.07227
212222 _at 23198 PSME4 0.000004066 1.70181 1.60047
221268 _s_at 81537 SGPP1 4.09383E-06 2.43232 2.79468
205248 at 9980 DOPEY2 4.10839E-06 2.19193 1.64779
219543 _at 64081 PBLD 4.12485E-06 1.93921 2.69441
209750_at 9975 NR1D2 4.1868E-06 3.43047 2.33464
206943 _at 7046 TGFBR1 4.1912E-06 3.07 3.89289




218878 _s_at 23411 SIRT1 4.29099E-06 3.87236 1.55266
217550_at 22926 ATF6 4.41422E-06 2.1992 1.55814
206248 at 5581 PRKCE 4.76202E-06 2.46047 1.61227
213341 _at 56929 FEM1C 4.7691E-06 1.52991 1.7838

202389_s_at 3064 HTT 4.84021E-06 1.55646 1.75773
219142 _at 65997 RASL11B 4.96244E-06 2.65225 1.65585
203999 _at 6857 SYT1 5.19143E-06 2.60989 4.21117

204803_s_at 6236 RRAD 5.20009E-06 10.2244 1.92174
205940_at 4621 MYH3 5.29076E-06 7.39707 1.76075
214587_at 1295 COL8A1 5.39921E-06 2.3789 1.9383
205802_at 7220 TRPC1 5.42843E-06 1.96466 2.39901
204106_at 7016 TESK1 5.4728E-06 1.92761 1.51036
207379_at 10085 EDIL3 5.61792E-06 2.88171 3.29425

210448 _s_at 5026 P2RX5 5.68632E-06 3.40168 3.65216

218618 _s_at 64778 FNDC3B 5.69261E-06 1.69874 1.60979
203965_at 10868 USP20 6.00085E-06 1.90081 1.70408

217478 _s_at 3108 HLA-DMA 6.07061E-06 3.32143 3.09547
220123 _at 80255 SLC35F5 6.19398E-06 2.71255 1.73233
219453 _at 79786 KLHL36 6.34694E-06 1.64194 1.70085

217893_s_at 79647 AKIRIN1 0.000006352 1.5447 1.76568
213131 _at 10439 OLFM1 6.4157E-06 2.442 3.18395

216184 _s_at 22999 RIMS1 6.46802E-06 1.62507 1.54407

215606_s_at 23085 ERC1 6.56688E-06 2.54101 1.71724

202195_s_at 50999 TMEDS5 6.65987E-06 1.53734 1.65362
204735_at 5141 PDE4A 7.2025E-06 1.62758 2.07405
213464 _at 25759 SHC2 7.21633E-06 1.6125 1.89083

207717 _s_at 5318 PKP2 7.26812E-06 2.29805 2.17189

206601_s_at 3232 HOXD3 7.28041E-06 1.66306 1.56528
203156_at 11215 AKAP11 7.60139E-06 1.6092 1.60729
209707_at 10026 PIGK 7.61937E-06 1.84188 1.92553

210286_s_at 9497 SLC4A7 7.69015E-06 2.26555 1.74397
212421 at 23313 KIAA0930 7.73862E-06 1.51208 1.77969

55692_at 63916 ELMO2 7.74648E-06 2.11777 1.59976

209402_s_at 6560 SLC12A4 7.9501E-06 1.77072 1.73809

208066_s_at 2959 GTF2B 8.30072E-06 1.84418 1.79246




39966_at 10675 CSPG5 8.37516E-06 1.93345 2.13613
202725_at 5430 POLR2A 8.49392E-06 1.85541 1.8577
201300_s_at 5621 PRNP 8.56326E-06 1.68419 1.58198
201899_s_at 7319 UBE2A 8.58495E-06 1.50531 1.70124
206907_at 8744 TNFSF9 8.64085E-06 2.06857 1.59844
213405_at 57403 RAB22A 8.97237E-06 1.71994 1.54504
213435_at 23314 SATB2 9.0818E-06 2.47643 3.42576
209468 _at 4041 LRP5 9.36143E-06 2.10576 1.65268
218064 _s_at 26993 AKAPSL 9.82832E-06 2.02628 2.09221
217748 at 51094 ADIPOR1 9.91567E-06 2.34173 1.88545
213018 at 57798 GATAD1 1.00072E-05 1.86959 1.56411
221552 _at 57406 ABHD6 1.00112E-05 1.53212 1.75498
209693 _at 23245 ASTN2 0.000010081 1.92806 3.08043
204085_s_at 1203 CLN5 1.01318E-05 1.77187 1.9724
221796_at 4915 NTRK2 1.01329E-05 5.45978 1.73582
203516_at 6640 SNTA1 1.02197E-05 1.89861 1.50672
214846_s_at 57538 ALPK3 1.09256E-05 1.59551 2.96952
40446_at 5252 PHF1 1.10738E-05 2.42816 1.72011
215235_at 6709 SPTAN1 0.000011452 1.93794 1.51112
202593 _s_at 51573 GDE1 1.16335E-05 1.9582 1.99524
204131 _s_at 2309 FOXO3 1.18186E-05 1.87663 1.68653
203656_at 9896 FIG4 1.18328E-05 1.75918 1.65881
205198 _s_at 538 ATP7A 1.21788E-05 2.18666 2.38151
205756_s_at 2157 F8 1.23724E-05 1.78045 1.59848
218306_s_at 8925 HERC1 1.31071E-05 3.04745 1.57126
201041 _s_at 1843 DUSP1 1.31704E-05 5.60671 3.67329
204511 at 9855 FARP2 1.33567E-05 1.62912 1.80732
209117_at 23558 WBP2 1.35117E-05 2.24984 1.7037
214053_at 2066 ERBB4 0.00001355 3.4553 5.35288
204920_at 1373 CPS1 0.000013718 2.96521 2.80118
219760_at 64130 LIN7B 1.37416E-05 1.78596 2.96245
219334 _s_at 64859 NABP1 1.37687E-05 2.39607 1.64371
204823 _at 89795 NAV3 1.39575E-05 2.07419 1.89413
210479_s_at 6095 RORA 1.46853E-05 3.02165 1.78423
219647_at 64091 POPDC2 1.49418E-05 4.64364 1.55015




220926_s_at 80267 EDEM3 1.52704E-05 1.52283 1.76343
203085_s_at 7040 TGFB1 1.56571E-05 1.63247 1.50849
219826_at 79744 ZNF419 1.58253E-05 1.71718 1.7991
213750_at 26156 RSL1D1 1.59406E-05 1.85207 1.65617
221031 _s_at 81575 APOLD1 1.61533E-05 2.40482 1.9525
203628 _at 3480 IGF1R 1.61564E-05 3.471 1.75038
204212 _at 10005 ACOTS8 1.61577E-05 1.51726 1.73932
215427 _s_at 23174 ZCCHC14 1.62322E-05 2.21417 1.50682
212233 _at 4131 MAP1B 1.71044E-05 1.66275 1.7856
217743 _s_at 55754 TMEM30A 1.73078E-05 1.72577 1.82381
214930_at 26050 SLITRK5 1.75627E-05 2.41358 1.89547
202328 _s_at 5310 PKD1 1.77117E-05 2.14693 1.75606
215321 _at 154661 RUNDC3B 1.77438E-05 1.84083 2.54432
207431 _s_at 8560 DEGS1 1.83262E-05 2.17507 1.65076
203826_s_at 9600 PITPNM1 1.86906E-05 1.97426 1.91565
205420_at 5191 PEX7 1.94321E-05 1.58164 1.71754
203408_s_at 6304 SATB1 1.95316E-05 2.80366 3.29165
204352_at 7188 TRAF5 2.00421E-05 2.21034 1.90464
220173_at 80127 Cl40rf45 2.04863E-05 2.69193 1.60148
202130_at 8780 RIOK3 2.16181E-05 1.53907 1.75315
220041_at 80235 PIGZ 2.21059E-05 1.68274 2.16544
219474 at 79669 C3orf52 2.26601E-05 1.88947 1.66957
209551 _at 84272 YIPF4 2.38594E-05 2.09839 2.32178
216264 _s_at 3913 LAMB2 2.41042E-05 1.72177 1.65731
220449 at 79015 LOC79015 0.000024218 1.6477 1.75388
209398 at 3006 HIST1H1C 0.000024334 4.88876 5.45706
206757_at 8654 PDE5SA 2.46319E-05 2.14629 3.68145
202057_at 3836 KPNA1 2.47263E-05 1.92025 1.63585
204622_x_at 4929 NR4A2 2.54498E-05 3.83539 1.69457
220050_at 11092 C9orf9 2.57064E-05 2.36936 2.57451
213792_s_at 3643 INSR 2.59152E-05 2.07037 1.70141
219765_at 79673 ZNF329 2.59758E-05 1.62382 1.74833
205113 _at 4741 NEFM 0.000026112 5.96656 5.50656
210078 _s_at 7881 KCNAB1 0.000027614 1.52029 4.68685
206374 _at 1850 DUSP8 2.80638E-05 2.53331 2.07547




201473 _at 3726 JUNB 2.94998E-05 7.3324 2.45837
205380_at 5174 PDZK1 0.000030133 3.17492 1.6776
219144 at 78986 DUSP26 3.06422E-05 1.77827 2.72811
210931 _at 6049 RNF6 3.20177E-05 2.86846 2.44169
213424 at 23366 KIAAO895 3.22096E-05 1.70216 2.31885
217803_at 64083 GOLPH3 3.40753E-05 1.70525 1.56582
219687_at 55733 HHAT 3.49541E-05 1.60972 2.37379
218627_at 55332 DRAM1 3.54879E-05 1.67277 1.63584
207415_at 22925 PLA2R1 3.69765E-05 1.94579 1.5252
212701_at 83660 TLN2 3.80936E-05 2.35449 2.03159
212517 at 8455 ATRN 3.84702E-05 1.75694 1.92316
204937 _s_at 10782 ZNF274 4.10134E-05 1.59204 1.5253
206838 _at 9095 TBX19 4.10253E-05 2.09331 1.80509
219087_at 54829 ASPN 4.54536E-05 3.12852 4.68479
41660_at 9620 CELSR1 0.000045921 2.4149 1.74999
203106_s_at 27072 VPS41 4.63589E-05 1.69148 4.33296
205563_at 3814 KISS1 4.76733E-05 1.77893 1.89614
205645_at 9185 REPS2 0.000047762 2.09638 1.70562
221234 s_at 60468 BACH2 4.87133E-05 3.46121 4.06909
221656_s_at 55160 ARHGEF10L | 5.01138E-05 1.70633 1.73971
219209 _at 64135 IFIH1 5.78042E-05 2.6011 2.19578
206561 _s_at 57016 AKR1B10 5.85524E-05 2.58904 2.16905
212815_at 10973 ASCC3 6.13393E-05 1.60282 1.76805
209741 _x_at 49855 SCAPER 6.13528E-05 1.60376 1.56317
218113 _at 23670 TMEM?2 6.13812E-05 1.69405 1.95489
221430_s_at 81847 RNF146 6.32373E-05 2.16762 1.79795
215767_at 91752 ZNF804A 6.39775E-05 1.72906 1.73332
219683 _at 7976 FZD3 6.79209E-05 2.23054 3.20049
210407_at 5494 PPM1A 6.86606E-05 1.90716 1.9006
205480_s_at 7360 UGP2 7.10152E-05 1.79504 1.5787
213900_at 9413 FAM189A2 7.31757E-05 1.80795 2.87589
207625_s_at 9139 CBFA2T2 7.35411E-05 1.54719 1.57337
209883 _at 23127 GLT25D2 7.47127E-05 1.88889 1.95871
201505_at 3912 LAMB1 7.78999E-05 1.77533 1.54216
222248 s_at 23409 SIRT4 7.98811E-05 1.55749 1.72535




210042 _s_at 1522 CTSZ 8.06906E-05 1.72539 2.00603
218881 _s_at 2355 FOSL2 8.11917E-05 1.52728 1.53745
212071 _s_at 6711 SPTBN1 8.18657E-05 1.56176 1.64939
219831 _at 51265 CDKL3 8.22748E-05 1.88209 2.48985
218184 at 56995 TULPA 8.51277E-05 1.87615 2.16172
204243 _at 6018 RLF 8.81459E-05 2.17935 1.55968
222024 _s_at 11214 AKAP13 9.31803E-05 2.86813 1.52476
219523_s_at 55714 0DZ3 9.76717E-05 2.10329 2.46586
213015_at 56987 BBX 0.000098663 1.51417 2.24986
215543 _s_at 9215 LARGE 0.000101284 1.62307 1.64357
211034 _s_at 283450 HECTD4 0.000107463 2.63854 2.22674
205627_at 978 CDA 0.000108287 1.88716 4.23919
205359 _at 9472 AKAP6 0.000108445 3.41023 2.07657
220032_at 79974 CPED1 0.000116059 1.73294 2.45926
206110_at 8357 HIST1H3H 0.000118666 1.72639 2.84733
212705_x_at 57104 PNPLA2 0.000121478 1.62798 1.56325
202241 _at 10221 TRIB1 0.00012169 3.59569 1.61047
203518 at 1130 LYST 0.000122913 2.62704 2.32042
205451 at 4303 FOX04 0.000123304 1.53371 1.5423
35436_at 2801 GOLGA2 0.000125355 1.93294 1.75616
205824 _at 3316 HSPB2 0.000132865 1.74183 1.96032
219779 at 79776 ZFHX4 0.000133612 1.77988 1.91104
220148 at 64577 ALDH8A1 0.00013681 3.13604 1.65487
205142_x_at 215 ABCD1 0.000141621 1.51412 1.93549
216536_at 26651 OR7E19P 0.000145942 1.76884 1.58082
207417 _s_at 7730 ZNF177 0.000159567 1.72788 2.28411
209020_at 51526 C200rf111 0.000169074 1.75536 1.69968
219164 _s_at 55102 ATG2B 0.000193049 1.59549 1.66748
203917_at 1525 CXADR 0.000195629 2.43011 1.87292
37028_at 23645 PPP1R15A 0.000196622 3.07507 2.47064
220273_at 27190 IL17B 0.000201002 2.43977 1.64739
214600_at 7003 TEAD1 0.000211616 2.65362 2.40417
212068 _s_at 84726 PRRC2B 0.000219754 1.56837 1.78105
205610_at 8736 MYOM1 0.000236245 1.69906 1.55944
205923 _at 5649 RELN 0.000240223 1.86537 1.65546




204149 _s_at 2948 GSTM4 0.000252595 1.87035 2.20246
205378 _s_at 43 ACHE 0.000256216 1.51024 1.78442
209824 _s_at 406 ARNTL 0.000270806 1.58845 1.51462
201205_at 6238 RRBP1 0.000297245 1.60014 1.57254
201407_s_at 5500 PPP1CB 0.000322973 1.63274 1.51274
222314 x_at | 100126791 EGOT 0.000323411 2.74103 1.59538
210021 _s_at 10309 CCNO 0.000377593 2.15486 1.94265
216149 at 147172 LRRC37BP1 [ 0.000416359 1.64323 1.80549
205504 _at 695 BTK 0.000461493 1.56945 1.97116
219326_s_at 10678 B3GNT2 0.00049061 1.57411 2.46192
218906_x_at 64837 KLC2 0.000550407 1.58916 1.55488
218279 _s_at 8337 HIST2H2AA3 | 0.000765843 1.82066 2.19929
201647 _s_at 950 SCARB2 0.000989841 2.06583 2.03195
202672 _s_at 467 ATF3 0.00100489 10.572 3.30055
205355_at 36 ACADSB 0.00111628 1.52406 1.51076
206264 _at 2822 GPLD1 0.00127443 1.84552 1.66972
204584 _at 3897 L1CAM 0.00127661 1.56418 1.51816
219630_at 10158 PDZK1IP1 0.00131075 1.85876 1.84752
205383_s_at 26137 ZBTB20 0.00136036 2.73427 1.58826
206249 _at 9175 MAP3K13 0.00146802 1.53254 1.67878
206611_at 29798 C2orf27A 0.0015671 1.52683 1.64583
206518 _s_at 8787 RGS9 0.00182649 1.75993 1.78514
202694 _at 9263 STK17A 0.00184611 1.5199 1.57719
213174 _at 23508 TTC9 0.00190721 1.73152 1.92472
211950_at 23352 UBR4 0.00199671 2.01887 1.94738
214502_at 8970 HIST1H2BJ 0.00206015 1.55528 1.52519
205646_s_at 5080 PAX6 0.00236714 1.50239 1.5333
202221 _s_at 2033 EP300 0.00246659 1.50298 1.64592
220475_at 64078 SLC28A3 0.00258927 1.58365 1.77148
211928 at 1778 DYNC1H1 0.00268104 1.54973 1.86716
202421 _at 3321 IGSF3 0.00361764 1.7409 1.89401
203003 _at 4209 MEF2D 0.00445255 1.67032 1.71169
207160_at 3592 IL12A 0.00649209 2.02183 1.85436
211273 _s_at 6899 TBX1 0.00673007 1.63182 1.55736
202086_at 4599 MX1 0.00919164 1.76194 2.20634




203890_s_at 1613 DAPK3 0.010476 1.51065 1.52681
205776_at 2330 FMO5 0.0183055 1.52618 1.69291
200835_5__at 4134 MAP4 0.0469796 1.75902 1.60824
B. Common Genes of iSMC Vs. EPC Downregulated
Fold Change (iSMC 2 | Fold Change (iSMC 4 | Fold Change (UASMC
Column ID Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC) vs. EPC)
213620_s_at 3384 ICAM2 2.2082E-14 -3.95938 -5.78988
208981 _at 5175 PECAM1 1.16123E-13 -1.99731 -4.29985
212096_s_at 57509 MTUS1 1.78144E-13 -3.0063 -6.64756
218350_s_at 51053 GMNN 2.75855E-13 -8.54052 -7.21607
209990 _s_at 9568 GABBR2 3.35355E-13 -4.92458 -3.16529
206032_at 1825 DSC3 8.08418E-13 -3.95685 -2.13853
210821 x_at 1058 CENPA 8.56778E-13 -9.97541 -12.7479
206632 _s_at 9582 APOBEC3B 8.77428E-13 -27.3371 -44.8353
45633 _at 64785 GINS3 1.19747E-12 -16.1267 -13.2277
213541 s_at 2078 ERG 1.24168E-12 -3.4548 -2.17461
202309_at 4522 MTHFD1 1.44221E-12 -2.91285 -3.12979
202870_s_at 991 CDC20 1.6108E-12 -31.8974 -76.6033
219777 _at 474344 GIMAP6 1.68897E-12 -12.3864 -12.6319
215813 s_at 5742 PTGS1 1.99309E-12 -6.89537 -10.6469
202589_at 7298 TYMS 2.02446E-12 -18.884 -28.2582
202854 _at 3251 HPRT1 2.09111E-12 -2.57007 -2.34174
204767 _s_at 2237 FEN1 2.09333E-12 -8.88305 -6.48237
201381 x_at 27101 CACYBP 2.09446E-12 -4.24004 -2.19634
201288 at 397 ARHGDIB 2.26046E-12 -2.51041 -2.51314
206855_s_at 8692 HYAL2 2.48141E-12 -4.30563 -6.34034
216952 s at 84823 LMNB2 3.39474E-12 -4.76299 -4.96046
204825_at 9833 MELK 3.81377E-12 -11.8758 -19.1261
221872 _at 5918 RARRES1 4.57139E-12 -1.92298 -4.74611
201825 s _at 51097 SCCPDH 4.63403E-12 -2.12983 -1.57178
201897 _s_at 1163 CKS1B 5.17136E-12 -7.81137 -10.8018
203474 _at 10788 IQGAP2 5.21644E-12 -5.09723 -2.60976
201890_at 6241 RRM2 5.23499E-12 -66.0987 -208.511




200072_s_at 4670 HNRNPM 5.43458E-12 -7.35462 -2.14309
218875_s_at 26271 FBXO5 5.59391E-12 -16.1313 -15.8095
201467_s_at 1728 NQO1 5.96805E-12 -4.50305 -6.61319
209604 _s_at 2625 GATA3 6.04251E-12 -2.29802 -2.69782
218542 _at 55165 CEP55 6.56782E-12 -45.4265 -87.793
203177_x_at 7019 TFAM 6.70363E-12 -4.95326 -3.0093
205612_at 22915 MMRN1 6.93384E-12 -8.60149 -55.6462
221591 _s_at 54478 FAMG64A 7.49731E-12 -6.14333 -7.84467
203780_at 10205 MPZL2 8.03839E-12 -2.407 -24.127
217640_x_at 220134 SKA1 8.05612E-12 -10.7553 -12.8167
204603_at 9156 EXO1 8.49724E-12 -9.26805 -10.3602
219493 _at 79801 SHCBP1 8.87877E-12 -44.4606 -76.0251
219091 _s_at 79812 MMRN2 9.37373E-12 -3.44604 -19.4206
204318 _s_at 51512 GTSE1 9.47878E-12 -52.3595 -54.3026
203434 _s_at 4311 MME 9.69058E-12 -2.33061 -6.48089
219030_at 51002 TPRKB 9.77371E-12 -4.68272 -2.47022
210559_s_at 983 CDK1 9.9434E-12 -31.7805 -94.6548
216237 _s_at 4174 MCM5 1.04921E-11 -20.6102 -16.3212
201578 at 5420 PODXL 1.15029E-11 -1.90555 -2.43612
207419_s_at 5880 RAC2 1.1548E-11 -2.49116 -1.99888
206364 _at 9928 KIF14 1.16965E-11 -21.8525 -26.3635
204153_s_at 4242 MFNG 1.20455E-11 -5.14083 -4.55185
209891 _at 57405 SPC25 1.21263E-11 -53.9037 -89.2993
218248 at 63901 FAM111A 1.22408E-11 -7.28278 -4.64602
212543 _at 202 AIM1 1.24107E-11 -24.1301 -26.4806
202532 _s_at 1719 DHFR 1.25758E-11 -23.8689 -19.7471
218300_at 79447 Cl6orf53 1.42833E-11 -3.48934 -2.83799
213094 _at 57211 GPR126 1.42863E-11 -2.02655 -3.7109
205565_s_at 2395 FXN 1.43103E-11 -4.84987 -2.21634
219572_at 93664 CADPS2 1.50925E-11 -2.38018 -2.64787
210766_s_at 1434 CSE1L 1.51066E-11 -4.22364 -3.57643
204240_s_at 10592 SMC2 1.51996E-11 -13.8862 -8.582
218981 _at 57001 ACN9 1.52045E-11 -5.08234 -3.30183
203632_s_at 51704 GPRC5B 1.56971E-11 -1.88704 -4.81102
209481 _at 54861 SNRK 1.59706E-11 -2.00491 -1.99947




210416_s_at 11200 CHEK2 1.60078E-11 -3.32243 -2.30702
205003_at 9732 DOCK4 1.6425E-11 -2.78146 -2.77002
204886_at 10733 PLK4 1.69998E-11 -27.1284 -32.5619

202095_s_at 332 BIRC5 1.71157E-11 -25.6186 -58.5424
213029 _at 4781 NFIB 1.78787E-11 -1.74201 -1.68942
219289 at 55027 HEATR3 1.81959E-11 -3.82974 -1.91731

206201_s_at 4223 MEOX2 1.8227E-11 -51.8561 -51.2596
208660_at 1431 CS 1.91609E-11 -1.60256 -1.63897

204466_s_at 6622 SNCA 2.32695E-11 -1.65854 -1.8623
213004_at 23452 ANGPTL2 2.32819E-11 -1.72125 -2.70333

221952 x_at 57570 TRMTS 2.69557E-11 -3.43048 -2.72551
204023 _at 5984 RFC4 2.80207E-11 -5.63202 -5.27089

200783_s_at 3925 STMN1 3.01279E-11 -4.74125 -8.02529
205339 _at 6491 STIL 3.19178E-11 -6.30736 -8.95461

214710_s_at 891 CCNB1 3.40218E-11 -19.9564 -17.2345

221521 _s_at 51659 GINS2 3.45457E-11 -13.883 -15.3825

211762 _s_at 3838 KPNA2 3.53606E-11 -4.47875 -3.34514
217815_at 11198 SUPT16H 3.61442E-11 -2.87549 -2.6884

211177 _s_at 10587 TXNRD2 3.69064E-11 -3.09355 -2.86503
218726_at 55355 HJURP 3.73511E-11 -14.1598 -22.299

210027_s_at 328 APEX1 3.74844E-11 -2.66023 -1.85803
201555_at 4172 MCM3 3.78131E-11 -8.39465 -5.06121
204150_at 23166 STAB1 3.79184E-11 -1.76434 -3.69242

208673_s_at 6428 SRSF3 3.84415E-11 -6.48457 -2.75762

204388 _s_at 4128 MAOA 3.85063E-11 -3.82518 -4.62782
213007_at 55215 FANCI 4.07115E-11 -18.8398 -15.1765
201241 _at 1653 DDX1 4.20402E-11 -1.87226 -1.56806
206464 _at 660 BMX 4.34742E-11 -12.9559 -25.7942
204444 at 3832 KIF11 4.36159E-11 -40.5944 -52.3863
200934 _at 7913 DEK 4.37461E-11 -5.88672 -3.25492
218355_at 24137 KIF4A 4.58408E-11 -36.5253 -47.0045

209714 _s_at 1033 CDKN3 4.63082E-11 -16.6131 -18.5073
219306_at 56992 KIF15 4.74223E-11 -47.9082 -55.1547

210838 _s_at 94 ACVRL1 4.96647E-11 -2.44595 -3.78533

208766_s_at 10236 HNRNPR 5.04023E-11 -2.59454 -1.72931




203276_at 4001 LMNB1 5.43777E-11 -30.9565 -49.1584
203358 _s_at 2146 EZH2 5.60429E-11 -12.0683 -10.2049
203554 x_at 9232 PTTG1 5.62255E-11 -6.66778 -13.9865

35666_at 6405 SEMA3F 5.69841E-11 -1.93978 -2.49754

200709_at 2280 FKBP1A 5.74692E-11 -1.56838 -1.67491
218009_s_at 9055 PRC1 5.84853E-11 -26.3939 -26.0156
209330_s_at 3184 HNRNPD 6.13617E-11 -4.31455 -2.34621

212282 _at 27346 TMEM97 6.25489E-11 -9.08955 -6.0478

201487_at 1075 CTSC 6.29436E-11 -3.46215 -7.17039
213113_s_at 29015 SLC43A3 6.44105E-11 -5.24945 -4.99927

212636_at 9444 QKI 6.53301E-11 -1.60735 -1.50334
200807_s_at 3329 HSPD1 6.65461E-11 -2.35239 -1.74502
209054 _s_at 7468 WHSC1 6.70301E-11 -4.91759 -5.33244

202746_at 9452 ITM2A 6.76552E-11 -33.5804 -29.7579
211784 _s_at 6426 SRSF1 6.98958E-11 -5.16418 -2.20855
213911 _s_at 3015 H2AFZ 7.0972E-11 -2.2947 -2.60431

201292 _at 7153 TOP2A 7.40934E-11 -58.9064 -205.195
208977_x_at 10383 TUBB4B 7.44358E-11 -1.90378 -2.02506

212320_at 203068 TUBB 7.51102E-11 -1.94825 -2.20448
201014 _s_at 10606 PAICS 7.61518E-11 -6.47961 -5.336

202705_at 9133 CCNB2 7.61931E-11 -25.2914 -51.4044
203819_s_at 10643 IGF2BP3 7.66268E-11 -2.00389 -1.57661

205034 _at 9134 CCNE2 7.73379E-11 -25.1441 -23.6935

219007_at 348995 NUP43 7.86609E-11 -3.15734 -2.02107
202690_s_at 6632 SNRPD1 7.91977E-11 -4.73204 -2.78493

219258 at 54962 TIPIN 7.9672E-11 -7.30305 -2.38108

202954 _at 11065 UBE2C 8.07836E-11 -23.734 -39.1725
201586_s_at 6421 SFPQ 8.10562E-11 -9.13494 -2.82516

204061 _at 5613 PRKX 8.26704E-11 -2.1042 -2.3362
207469_s_at 8544 PIR 8.32124E-11 -5.89965 -10.9454

209373 _at 7851 MALL 8.92504E-11 -6.84451 -4.5759
202189 _x_at 5725 PTBP1 8.98642E-11 -2.16681 -1.70541

201324 _at 2012 EMP1 9.11937E-11 -6.47287 -7.24104

204033 _at 9319 TRIP13 9.93357E-11 -19.2467 -20.6901
202580_x_at 2305 FOXM1 9.97456E-11 -15.7298 -21.0862




208956_x_at 1854 DUT 1.04538E-10 -3.87173 -4.19785
209408 _at 11004 KIF2C 1.05886E-10 -20.0702 -29.6359
202144 _s_at 158 ADSL 1.09515E-10 -2.88675 -3.01866
209449 at 57819 LSM?2 1.11891E-10 -2.88423 -3.05226
203755_at 701 BUB1B 1.13327E-10 -54.5195 -79.3428
220840_s_at 55732 Clorf112 1.17598E-10 -11.2601 -8.59342
202078 _at 8533 COPS3 1.19607E-10 -2.2355 -1.53854
203362_s_at 4085 MAD2L1 1.21946E-10 -20.1226 -18.1331
201202_at 5111 PCNA 1.24724E-10 -4.58798 -3.64652
40837_at 7089 TLE2 1.26011E-10 -1.72535 -1.99498
206526_at 26150 RIBC2 1.39115E-10 -3.80918 -3.817
204677 _at 1003 CDH5 1.4156E-10 -3.3822 -7.06045
204244 s_at 10926 DBF4 1.52988E-10 -6.15659 -10.2063
206102_at 9837 GINS1 1.53681E-10 -38.6372 -34.0111
209709_s_at 3161 HMMR 1.58208E-10 -19.8528 -33.7292
204929_s_at 10791 VAMP5 1.68472E-10 -1.96885 -1.7777
202483_s_at 5902 RANBP1 1.69252E-10 -3.96744 -4.09026
208792 _s_at 1191 CLU 1.74173E-10 -3.09403 -4.17566
219978 _s_at 51203 NUSAP1 1.76309E-10 -24.5518 -35.2434
208394 x_at 11082 ESM1 1.76865E-10 -1.66357 -1.60083
218014 _at 79902 NUP85 1.80497E-10 -5.04735 -3.45717
218025_s_at 10455 ECI2 1.80576E-10 -3.00049 -2.42814
209159_s_at 65009 NDRG4 1.82054E-10 -3.94364 -8.52693
207541 _s_at 5394 EXOSC10 1.82939E-10 -4.19064 -2.97507
218096_at 55326 AGPAT5 1.83012E-10 -5.04706 -4.08508
205292 _s_at 3181 HNRNPA2B1 | 1.84067E-10 -2.61995 -2.34828
204642 _at 1901 S1PR1 1.89643E-10 -4.61652 -10.4416
203650_at 10544 PROCR 1.9412E-10 -2.89947 -2.63094
211623_s_at 2091 FBL 2.02995E-10 -4.33459 -6.26944
208821 _at 6628 SNRPB 2.04889E-10 -3.18369 -2.73932
203867_s_at 54475 NLE1 2.06295E-10 -2.91641 -2.17981
220865_s_at 23590 PDSS1 2.07135E-10 -9.22063 -3.97352
214086_s_at 10038 PARP2 2.24787E-10 -3.31644 -2.15258
209723 _at 5272 SERPINB9 2.28122E-10 -5.40502 -3.825
206336_at 6372 CXCL6 2.30847E-10 -12.5023 -14.7021




203856_at 7443 VRK1 2.36625E-10 -6.07308 -5.61245
203022_at 10535 RNASEH2A 2.40034E-10 -8.44126 -9.9159
200593 _s_at 3192 HNRNPU 2.40797E-10 -3.81475 -2.02891
202126_at 8899 PRPFAB 2.44878E-10 -5.39796 -1.92217
33307_at 27341 RRP7A 2.45369E-10 -2.58133 -2.3017
221258 _s_at 81930 KIF18A 2.48242E-10 -9.30556 -9.14114
1053_at 5982 RFC2 2.48896E-10 -8.26983 -4.3661
213385_at 1124 CHN?2 2.52042E-10 -2.70334 -1.93505
205733 _at 641 BLM 2.55887E-10 -7.58126 -7.53418
203832_at 6636 SNRPF 2.57483E-10 -3.67858 -2.66939
210951 x_at 5873 RAB27A 2.65277E-10 -3.62769 -2.58756
222037_at 4173 MCM4 2.72659E-10 -14.5288 -9.98014
219347 _at 55270 NUDT15 2.86759E-10 -2.7121 -2.71482
200832_s_at 6319 SCD 2.88841E-10 -1.97537 -8.76811
221677_s_at 29980 DONSON 2.91153E-10 -3.22288 -3.30976
210466_s_at 26135 SERBP1 2.96029E-10 -2.44193 -1.78858
205436_s_at 3014 H2AFX 3.0358E-10 -3.62414 -3.63482
203889 _at 6447 SCG5 3.13719E-10 -7.29496 -2.16483
219148 at 55872 PBK 3.14772E-10 -68.9458 -210.729
214431 _at 8833 GMPS 3.17201E-10 -2.6345 -2.18229
218625_at 51299 NRN1 3.28783E-10 -11.8272 -19.1943
219990_at 79733 E2F8 3.3427E-10 -47.1709 -94.47
204689 _at 3087 HHEX 3.36606E-10 -1.61895 -3.36033
203138 _at 8520 HAT1 3.38083E-10 -2.13276 -1.63719
44563 _at 55135 WRAP53 3.41392E-10 -2.93968 -2.78494
201391 _at 10131 TRAP1 3.5379E-10 -1.81462 -2.2527
210792_x_at 10572 SIVA1 3.61674E-10 -2.27889 -2.71175
222077 _s_at 29127 RACGAP1 3.71061E-10 -9.12965 -12.4297
218585_s_at 51514 DTL 3.71255E-10 -42.6425 -54.1196
221802_s_at 57698 KIAA1598 3.74713E-10 -2.13846 -2.34092
208644 _at 142 PARP1 3.74723E-10 -3.46348 -4.09432
207601 _at 27284 SULT1B1 3.83181E-10 -4.2585 -2.99358
219588 _s_at 54892 NCAPG2 3.83563E-10 -12.508 -16.0947
219004_s_at 54069 MIS18A 3.83582E-10 -4.90732 -5.32185
221923 _s_at 4869 NPM1 3.95492E-10 -5.00935 -3.01032




204641 _at 4751 NEK2 4.02948E-10 -29.9808 -56.8317
200893 _at 6434 TRA2B 4.04415E-10 -3.36611 -2.33103
213762_x_at 27316 RBMX 4.08385E-10 -3.26224 -3.04349
208808_s_at 3148 HMGB2 4.0842E-10 -5.82055 -21.8747
205260_s_at 97 ACYP1 4.13274E-10 -1.61811 -2.27647
200957_s_at 6749 SSRP1 4.18875E-10 -3.29971 -3.17819
203418 at 890 CCNA2 4.24704E-10 -23.9708 -20.7595
213427 _at 10799 RPP40 4.27573E-10 -2.88321 -1.9412
202413_s_at 7398 USP1 4.37732E-10 -4.68285 -4.96393
201459 at 10856 RUVBL2 4.41366E-10 -2.48764 -1.9643
202134 _s_at 25937 WWTR1 4.57788E-10 -1.66318 -2.68376
218678 at 10763 NES 4.59635E-10 -3.99831 -6.33042
219555_s_at 55839 CENPN 4.59767E-10 -4.95097 -6.18069
218883_s_at 79682 MLF11P 4.61567E-10 -10.7572 -13.0509
220295_x_at 55635 DEPDC1 4.68501E-10 -20.2874 -22.9303
208642 _s_at 7520 XRCC5 4.69165E-10 -2.14126 -1.75539
220060_s_at 55010 PARPBP 4.71547E-10 -15.7852 -12.4036
204337_at 5999 RGS4 4.73819E-10 -2.4251 -2.26799
208910_s_at 708 C1QBP 4.74988E-10 -3.36925 -2.5324
219117 _s_at 51303 FKBP11 4.78182E-10 -1.68699 -2.03008
209278 _s_at 7980 TFPI12 4.78856E-10 -16.6036 -42.7018
218711 _s_at 8436 SDPR 4.85915E-10 -5.36723 -6.34997
218738 _s_at 51444 RNF138 4.88779E-10 -1.87771 -2.3816
200834 _s_at 6227 RPS21 4.94829E-10 -1.69092 -1.85501
205081 _at 1396 CRIP1 5.01742E-10 -2.33632 -3.00644
201090_x_at 10376 TUBA1B 5.03884E-10 -1.55912 -1.51774
209377_s_at 9324 HMGN3 5.12378E-10 -1.63078 -1.57319
204115_at 2791 GNG11 5.16374E-10 -3.67609 -6.18195
201528 at 6117 RPA1 5.26243E-10 -2.70636 -2.32368
203764_at 9787 DLGAP5 5.3085E-10 -67.2648 -229.645
202112_at 7450 VWEF 5.34175E-10 -7.33502 -53.0903
201306_s_at 10541 ANP32B 5.43398E-10 -2.49076 -2.47314
204470_at 2919 CXCL1 5.55234E-10 -5.21362 -14.6718
202188 at 9688 NUP93 5.66802E-10 -2.61908 -2.52604
202633_at 11073 TOPBP1 5.68938E-10 -4.29364 -2.8498




208668 x_at 3151 HMGN2 5.71876E-10 -3.13123 -2.46851
210044 _s_at 4066 LYL1 5.78248E-10 -3.40994 -2.49382
211725_s_at 637 BID 5.79355E-10 -1.80188 -1.60102
200024 _at 6193 RPS5 5.8656E-10 -1.86104 -2.00159
201664 _at 10051 SMC4 5.86989E-10 -10.1269 -9.29997
205296_at 5933 RBL1 5.91102E-10 -16.9413 -7.66472
203145_at 10615 SPAG5 6.02585E-10 -15.4959 -19.7598
222039 _at 146909 KIF18B 6.02739E-10 -29.3524 -41.202
204236_at 2313 FLI1 6.1653E-10 -2.79328 -2.59358
204826_at 899 CCNF 6.34217E-10 -4.87712 -4.72077
209163_at 1534 CYB561 6.34319E-10 -2.57735 -2.51418
200750_s_at 5901 RAN 6.43441E-10 -2.77901 -1.8766
220688 _s_at 51154 MRTO4 6.50353E-10 -5.25123 -2.58268
203934 _at 3791 KDR 6.63572E-10 -3.07447 -7.50631
218976_at 56521 DNAJC12 6.65307E-10 -1.71578 -1.56523
219797_at 11320 MGAT4A 6.6666E-10 -1.92249 -3.30653
204162 _at 10403 NDC80 6.67599E-10 -64.5663 -110.998
213507_s_at 3837 KPNB1 6.72284E-10 -2.44005 -1.61294
211376_s_at 54780 NSMCE4A 6.72473E-10 -4.17796 -3.27115
200630_x_at 6418 SET 6.72552E-10 -1.85601 -1.76589
213302_at 5198 PFAS 6.74217E-10 -9.90244 -6.67577
202268 _s_at 8883 NAE1 6.75346E-10 -3.21949 -1.74931
212022 _s_at 4288 MKI67 6.78091E-10 -13.1589 -16.9621
216548 x_at 128872 HMGB3P1 6.80786E-10 -3.90134 -4.49517
214036_at 1946 EFNAS 6.81233E-10 -1.62341 -1.59684
201477 _s_at 6240 RRM1 7.00588E-10 -4.59291 -4.58149
213088_s_at 23234 DNAJC9 7.01209E-10 -9.29941 -4.9395
212967 _x_at 4673 NAP1L1 7.06285E-10 -1.62058 -1.65577
205061_s_at 5393 EXOSC9 7.13006E-10 -2.45275 -1.82712
213594 x_at 10772 SRSF10 7.17087E-10 -2.89453 -1.69375
202441 at 10613 ERLIN1 7.27115E-10 -1.84094 -2.10478
219049 _at 55790 CSGALNACT1 | 7.49643E-10 -3.91894 -4.22565
202894 _at 2050 EPHB4 7.57357E-10 -2.91759 -3.49226
219676_at 80345 ZSCAN16 7.5982E-10 -6.07938 -2.21521
205302_at 3484 IGFBP1 7.626E-10 -3.54178 -4.53241




206074 _s_at 3159 HMGA1 7.73174E-10 -3.91065 -4.60842
201710_at 4605 MYBL2 7.77085E-10 -4.80324 -6.03815
204170_s_at 1164 CKS2 7.92597E-10 -4.3182 -5.05793
218027_at 29088 MRPL15 7.93205E-10 -3.5953 -1.91026
204081 _at 4900 NRGN 7.97803E-10 -4.661 -6.40386
204510_at 8317 CDC7 8.09317E-10 -23.7673 -19.3762
205542 _at 26872 STEAP1 8.24185E-10 -13.1273 -9.01278
202931 x_at 274 BIN1 8.42287E-10 -2.13888 -2.32544
202591 _s_at 6742 SSBP1 8.5533E-10 -3.34847 -1.50844
221760_at 4121 MAN1A1 8.67957E-10 -2.34613 -3.25231
221058 _s_at 51192 CKLF 8.82554E-10 -3.2147 -2.8967
217747 _s_at 6203 RPS9 8.95726E-10 -2.03882 -2.55593
201770_at 6626 SNRPA 9.03329E-10 -3.08846 -3.79718
200726_at 5501 PPP1CC 9.10445E-10 -2.62569 -1.95282
212298 at 8829 NRP1 9.27871E-10 -2.71908 -14.253
206702 _at 7010 TEK 9.36309E-10 -2.80357 -1.99439
202293 _at 10274 STAG1 9.42898E-10 -3.8543 -1.91705
204159 at 1031 CDKN2C 9.56538E-10 -7.91396 -13.5573
202107_s_at 4171 MCM?2 9.82919E-10 -11.6836 -8.0525
220651 _s_at 55388 MCM10 9.84988E-10 -32.2848 -27.4456
218866_s_at 51728 POLR3K 9.94707E-10 -3.48089 -2.14528
203564 _at 2189 FANCG 1.00523E-09 -6.05999 -6.01845
205046_at 1062 CENPE 1.01259E-09 -17.775 -24.5598
202598 at 6284 S100A13 1.02119E-09 -2.12908 -1.53538
212378 at 2618 GART 1.02983E-09 -2.8864 -2.00858
203744 _at 3149 HMGB3 1.03965E-09 -4.24331 -4.73961
209974 _s_at 9184 BUB3 1.07199E-09 -3.00167 -1.65388
37384 _at 9647 PPM1F 1.0755E-09 -2.34594 -2.43321
205053_at 5557 PRIM1 1.08312E-09 -13.1825 -8.46815
204612_at 5569 PKIA 1.08461E-09 -4.03426 -4.09378
218460_at 54919 HEATR2 1.08632E-09 -2.91788 -1.73675
201803 _at 5431 POLR2B 1.08794E-09 -1.94287 -1.90378
221900_at 1296 COL8A2 1.09462E-09 -2.07221 -4.00245
202338 at 7083 TK1 1.10383E-09 -10.7269 -15.349
221520_s_at 55143 CDCAS8 1.10634E-09 -8.0769 -8.38721




202560_s_at 26097 CHTOP 1.11204E-09 -2.09301 -1.56285
215136_s_at 11340 EXOSC8 1.12177E-09 -5.27369 -3.55934
217553 _at 256227 STEAP1B 1.13846E-09 -6.36772 -6.07868
213189 _at 84864 MINA 1.14245E-09 -3.88699 -1.59984
210026_s_at 29775 CARD10 1.14993E-09 -2.066 -1.55572
203320_at 10019 SH2B3 1.16886E-09 -1.80431 -2.69621
209642 _at 699 BUB1 1.18033E-09 -22.3571 -47.735
204822 _at 7272 TTK 1.19097E-09 -36.8987 -62.3678
203690_at 10426 TUBGCP3 1.20262E-09 -3.13421 -2.76325
206173_x_at 2553 GABPB1 1.20602E-09 -1.68163 -1.72084
209732_at 9976 CLEC2B 1.23638E-09 -5.87538 -8.49223
205133_s_at 3336 HSPE1 1.23864E-09 -2.65518 -1.56124
218802_at 55013 CCDC109B 1.24374E-09 -2.53461 -2.41916
201406_at 6173 RPL36A 1.24682E-09 -1.84863 -2.54283
202503_s_at 9768 KIAA0101 1.25086E-09 -28.043 -98.4687
220466_at 80071 CCDC15 1.27857E-09 -8.59716 -7.86064
219037_at 51018 RRP15 1.30904E-09 -3.44897 -1.84819
218729 at 56925 LXN 1.31246E-09 -2.38216 -5.42288
201892 _s_at 3615 IMPDH2 1.32338E-09 -3.09553 -2.99877
219014 _at 51316 PLAC8 1.35963E-09 -6.10164 -7.72426
202830_s_at 2542 SLC37A4 1.3751E-09 -2.716 -2.51786
209048 _s_at 23613 ZMYNDS8 1.39146E-09 -2.86164 -1.9021
217846_at 5859 QARS 1.40212E-09 -1.54075 -1.95812
215165_x_at 7372 UMPS 1.40587E-09 -3.38337 -1.88936
211686_s_at 84549 MAK16 1.41289E-09 -2.04766 -1.70463
204504 _s_at 8479 HIRIP3 1.4197E-09 -3.12429 -2.55236
200037_s_at 11335 CBX3 1.43803E-09 -1.94161 -1.90154
214042 _s_at 6146 RPL22 1.44268E-09 -2.03749 -2.30175
201697_s_at 1786 DNMT1 1.47858E-09 -3.95711 -4.64867
201930_at 4175 MCM6 1.48297E-09 -4.49233 -6.77332
221931 _s_at 81929 SEH1L 1.51658E-09 -5.32305 -1.73067
219105_x_at 23594 ORC6 1.52649E-09 -8.34207 -8.35605
201479 _at 1736 DKC1 1.53348E-09 -2.91754 -2.62145
212348 s_at 23028 KDM1A 1.55186E-09 -1.78889 -1.85246
211026_s_at 11343 MGLL 1.56833E-09 -2.97638 -1.9648




211343 _s_at 1305 COL13A1 1.60752E-09 -5.40629 -5.8689
203571 _s_at 10974 C100rf116 1.61108E-09 -1.91998 -1.8054
212624 _s_at 1123 CHN1 1.62548E-09 -1.76231 -1.56984
209074 _s_at 11170 FAM107A 1.62613E-09 -7.76219 -8.23063
215380_s_at 79017 GGCT 1.68289E-09 -3.17644 -2.48074
217997_at 22822 PHLDA1 1.72398E-09 -5.57951 -5.99172
203585_at 7739 ZNF185 1.73745E-09 -2.92223 -2.70558
205527 _s_at 50628 GEMIN4 1.7393E-09 -2.70799 -2.17301
211767_at 84296 GINS4 1.74622E-09 -6.93091 -6.36042
212192 _at 115207 KCTD12 1.75956E-09 -1.60768 -5.36491
201377_at 9898 UBAP2L 1.78352E-09 -2.07425 -1.62748
215091 _s_at 2971 GTF3A 1.78821E-09 -1.77862 -2.07955
64408_s_at 91860 CALML4 1.80582E-09 -2.05862 -4.40169
204695_at 993 CDC25A 1.81297E-09 -5.58332 -5.60111
209680_s_at 3833 KIFC1 1.81403E-09 -5.49972 -7.03086
207526_s_at 9173 IL1RL1 1.81775E-09 -12.5792 -8.15638
208931 _s_at 3609 ILF3 1.84208E-09 -5.80587 -4.41686
205909 _at 5427 POLE2 1.85816E-09 -26.9029 -25.2562
206103_at 5881 RAC3 1.86172E-09 -3.28143 -3.56876
208787 _at 11222 MRPL3 1.88191E-09 -2.17437 -1.6951
200627_at 10728 PTGES3 1.90974E-09 -2.51468 -1.66409
206204_at 2888 GRB14 1.91918E-09 -3.79571 -4.39354
203046_s_at 8914 TIMELESS 1.97129E-09 -6.87601 -6.01693
203967_at 990 CDC6 1.98161E-09 -28.1464 -18.4391
218662_s_at 64151 NCAPG 2.04131E-09 -34.7495 -70.1212
209505_at 7025 NR2F1 2.09543E-09 -3.41902 -3.38673
204662 _at 9738 CCP110 2.12065E-09 -4.75132 -2.99655
219918 _s_at 259266 ASPM 2.12939E-09 -35.6268 -58.8179
200036_s_at 4736 RPL10A 2.13506E-09 -2.00112 -2.53861
200040_at 10657 KHDRBS1 2.15502E-09 -2.6913 -1.77018
211576_s_at 6573 SLC19A1 2.20073E-09 -3.81821 -3.29683
65588_at 388796 LOC388796 | 2.24002E-09 -2.57313 -2.79521
213379 _at 27235 C0Q2 2.24008E-09 -6.58068 -2.89545
212909 _at 116372 LYPD1 2.24885E-09 -3.50111 -1.80306
210092_at 4116 MAGOH 2.25981E-09 -2.17687 -1.70976




204468_s_at 7075 TIE1 2.26647E-09 -2.74743 -5.84325
201231 _s_at 2023 ENO1 2.31562E-09 -2.85205 -2.17556
200644 _at 65108 MARCKSL1 2.36278E-09 -2.22963 -3.18923
221002_s_at 81619 TSPAN14 2.36569E-09 -1.75832 -1.52365
202275_at 2539 G6PD 2.42653E-09 -2.0706 -2.9679
204608 _at 435 ASL 2.43573E-09 -3.27608 -2.84523
209233 _at 10436 EMG1 2.45189E-09 -3.13522 -1.8004
214156_at 25924 MYRIP 2.48796E-09 -28.3234 -32.4819
205418 at 2242 FES 2.55467E-09 -3.40849 -3.6895
204215_at 79161 C70rf23 2.56683E-09 -2.05032 -1.6828
219544 at 79866 BORA 2.59297E-09 -4.81184 -7.3545
201189_s_at 3710 ITPR3 2.59749E-09 -2.36305 -4.5894
214727_at 675 BRCA2 2.61046E-09 -6.58084 -7.24558
219512 _at 79980 DSN1 2.64333E-09 -6.49226 -7.21743
215905_s_at 9410 SNRNP40 2.64827E-09 -2.91746 -2.16389
218305_at 79711 IPO4 2.66083E-09 -2.10832 -2.13998
218308 _at 10460 TACC3 2.66162E-09 -10.6576 -11.0677
38340_at 9026 HIP1R 2.66675E-09 -2.50877 -2.43484
205150_s_at 9865 TRIL 2.70116E-09 -2.09144 -1.80577
217779_s_at 55629 PNRC2 2.71701E-09 -4.00283 -2.28235
201853_s_at 994 CDC25B 2.73747E-09 -4.65474 -5.08781
209337_at 11168 PSIP1 2.73852E-09 -3.6989 -3.97415
213506_at 2150 F2RL1 2.77114E-09 -1.65033 -1.99409
37966_at 29780 PARVB 2.77324E-09 -2.1629 -1.94672
220934 _s_at 79064 TMEM223 2.79701E-09 -1.96246 -1.73407
204775_at 8208 CHAF1B 2.80469E-09 -2.43224 -2.41692
203655_at 7515 XRCC1 2.90643E-09 -1.86038 -2.15842
211990_at 3113 HLA-DPA1 2.98698E-09 -4.33067 -3.93284
202330_s_at 7374 UNG 3.07943E-09 -3.94933 -3.25682
209104_s_at 55651 NHP2 3.14658E-09 -2.31509 -2.16864
208846_s_at 7419 VDAC3 3.18218E-09 -2.74591 -1.79028
202948 at 3554 IL1R1 3.27025E-09 -2.86974 -3.50289
201608_s_at 11137 PWP1 3.30127E-09 -2.15572 -1.62642
201872 _s_at 6059 ABCE1 3.33336E-09 -1.53894 -1.79533
208190_s_at 51599 LSR 3.33507E-09 -4.083 -3.50723




204835_at 5422 POLA1 3.34937E-09 -7.34352 -5.60987
208978 _at 1397 CRIP2 3.36953E-09 -2.65432 -2.65
201922 _at 10412 NSA2 3.38117E-09 -1.61167 -1.53791
219502 _at 55247 NEIL3 3.40406E-09 -17.6265 -17.1247
203401 _at 5634 PRPS2 3.42793E-09 -2.94309 -3.23719
218825_at 51162 EGFL7 3.45659E-09 -3.89346 -3.98481
213682_at 10762 NUP50 3.46848E-09 -3.57733 -2.19154
201385_at 1665 DHX15 3.5361E-09 -1.92577 -1.66977
208937_s_at 3397 ID1 3.57515E-09 -3.40747 -2.18937
213599 at 11339 OIP5 3.59762E-09 -28.1319 -32.6857
210052_s_at 22974 TPX2 3.65757E-09 -22.341 -27.8286
220011 _at 79000 AUNIP 3.74798E-09 -6.14026 -6.83786
209683 _at 81553 FAMA9A 3.77758E-09 -1.85888 -2.39934
204127_at 5983 RFC3 3.80659E-09 -19.8733 -11.6181
218188 _s_at 26517 TIMM13 3.82499E-09 -2.97661 -1.80336
221539 _at 1978 EIF4AEBP1 3.8812E-09 -2.57026 -5.18283
218252 _at 26586 CKAP2 3.94301E-09 -6.9853 -5.91472
205024 _s_at 5888 RAD51 3.94675E-09 -19.2253 -15.853
212563_at 23246 BOP1 4.03455E-09 -3.16542 -2.23607
204142 _at 55556 ENOSF1 4.06948E-09 -3.5514 -3.63315
218984 at 54517 PUS7 4.08299E-09 -3.06304 -1.9098
208699_x_at 7086 TKT 4.10378E-09 -2.08258 -3.13415
201042_at 7052 TGM2 4.13522E-09 -1.91174 -2.51083
204146_at 10635 RAD51AP1 4.14248E-09 -30.8979 -36.3689
201144 _s_at 1965 EIF251 4.15896E-09 -2.32313 -1.65252
208511 _at 26255 PTTG3P 4.15938E-09 -6.67979 -9.62611
217905_at 79892 MCMBP 4.18E-09 -3.12234 -2.19479
208079_s_at 6790 AURKA 4.19721E-09 -16.3078 -14.4531
218755_at 10112 KIF20A 4.27147E-09 -37.4849 -110.338
205129 at 10360 NPM3 4.28788E-09 -4.07223 -4.09805
219569_s_at 80723 SLC35G2 4.28864E-09 -4.07282 -3.2233
218210_at 79672 FN3KRP 4.31558E-09 -2.05628 -1.7287
221436_s_at 83461 CDCA3 4.33405E-09 -7.11382 -8.04106
203316_s_at 6635 SNRPE 4.34287E-09 -2.34194 -1.79857
219243 _at 55303 GIMAP4 4.48163E-09 -19.9558 -60.0014




34260_at 9894 TELO2 4.69589E-09 -2.48666 -1.9313
216305_s_at 6936 GCFC2 4.72339E-09 -3.41331 -1.62787
207624 _s_at 6103 RPGR 4.77605E-09 -4.21826 -3.52721

213552 _at 26035 GLCE 4.82485E-09 -3.07638 -2.81631
204026_s_at 11130 ZWINT 4.83637E-09 -46.2353 -15.7005
210815_s_at 10203 CALCRL 4.84558E-09 -3.67981 -5.75353

220030_at 55359 STYK1 4.89038E-09 -15.0387 -9.43357
210732 _s_at 3964 LGALSS8 4.91036E-09 -2.6492 -1.74632
204336_s_at 10287 RGS19 5.06306E-09 -1.8892 -1.88813
219934 _s_at 6783 SULT1E1 5.12078E-09 -10.0243 -6.79074
219162_s_at 65003 MRPL11 5.15187E-09 -2.17444 -2.47497

201600_at 11331 PHB2 5.20301E-09 -2.44894 -2.26044

41037_at 7004 TEAD4 5.20391E-09 -3.95191 -3.54816

219055_at 55133 SRBD1 5.22308E-09 -2.87859 -1.59537

212621 _at 23306 TMEM194A | 5.26296E-09 -5.31691 -3.00537
209832_s_at 81620 CDT1 5.45607E-09 -4.3832 -4.27872

201503 _at 10146 G3BP1 5.46408E-09 -3.00405 -2.07619

201197_at 262 AMD1 5.54618E-09 -3.6961 -4.36299

212949 at 23397 NCAPH 5.58279E-09 -9.02373 -13.3535
218543 _s_at 64761 PARP12 5.58825E-09 -2.33488 -3.28698
211851 x_at 672 BRCA1 5.66187E-09 -2.69304 -2.51056

218564 _at 55159 RFWD3 5.75944E-09 -3.97841 -3.10757

203652_at 4296 MAP3K11 5.88592E-09 -1.68072 -1.7934
212537 _x_at 6139 RPL17 5.93478E-09 -1.51485 -1.55606

218622 _at 79023 NUP37 5.97331E-09 -3.95963 -2.47679

214240_at 51083 GAL 6.02432E-09 -3.44552 -4.64576

91617_at 54487 DGCR8 6.07703E-09 -3.39965 -1.66755
214661 _s_at 8602 NOP14 6.2216E-09 -2.56635 -1.59937

201516_at 6723 SRM 6.25688E-09 -2.37044 -2.47504

213436_at 1268 CNR1 6.29735E-09 -5.04493 -5.15104

200657_at 292 SLC25A5 6.32284E-09 -2.18973 -2.10138
203931 _s_at 6182 MRPL12 6.43044E-09 -3.12133 -2.72199

201818 _at 79888 LPCAT1 6.46805E-09 -2.09347 -1.72836

218692_at 55638 SYBU 6.49976E-09 -4.90727 -4.1324
204031_s_at 5094 PCBP2 6.50891E-09 -1.63465 -1.89444




218349 _s_at 55055 ZWILCH 6.62294E-09 -12.4265 -7.10783
201420_s_at 79084 WDR77 6.68764E-09 -3.21545 -1.60955
209520_s_at 4686 NCBP1 6.83116E-09 -3.36414 -1.60992
214690_at 9014 TAF1B 6.90956E-09 -5.855 -3.62024
214218 s_at 7503 XIST 7.05451E-09 -2.11295 -2.59739
220758 _s_at 54538 ROBO4 7.22033E-09 -1.77823 -2.21534
221636_s_at 54996 41700 7.27318E-09 -1.7231 -1.81645
203337_x_at 9270 ITGB1BP1 7.33285E-09 -4.71678 -1.6701
203854 _at 3426 CFI 7.37508E-09 -4.31005 -5.43812
201323 _at 10969 EBNA1BP2 7.50855E-09 -3.75822 -1.9137
220238 _s_at 55975 KLHL7 7.55635E-09 -1.55009 -2.61019
211971 _s_at 10128 LRPPRC 7.67283E-09 -1.77482 -1.68696
203119 at 79080 CCDC86 7.69188E-09 -2.68709 -1.82859
212846_at 23076 RRP1B 7.69861E-09 -2.06361 -1.65784
209172 _s_at 1063 CENPF 7.71584E-09 -14.2496 -20.3344
213520_at 9401 RECQL4 7.94629E-09 -2.5716 -2.783
216870_x_at 8847 DLEU2 7.98986E-09 -11.2073 -10.6297
206876_at 6492 SIM1 8.04399E-09 -5.65367 -3.83028
218735_s_at 27300 ZNF544 8.06158E-09 -3.76105 -1.78959
209862 _s_at 9702 CEP57 8.08874E-09 -1.71235 -2.30338
204441 _s_at 23649 POLA2 8.0965E-09 -4.12918 -2.78074
211932_at 220988 HNRNPA3 8.14749E-09 -5.11834 -4.14084
218592 _s_at 27440 CECR5 8.19967E-09 -2.82375 -2.20668
201275_at 2224 FDPS 8.24742E-09 -3.98429 -2.93264
218149 _s_at 55893 ZNF395 8.30101E-09 -3.38535 -4.19393
213564 x_at 3945 LDHB 8.3065E-09 -1.54887 -1.77442
202085_at 9414 TIP2 8.33065E-09 -1.51554 -1.66963
204709_s_at 9493 KIF23 8.34051E-09 -9.7332 -9.98668
211756_at 5744 PTHLH 8.36247E-09 -2.2154 -1.70373
209731_at 4913 NTHL1 8.40597E-09 -3.37835 -2.67488
203228 at 5050 PAFAH1B3 8.58071E-09 -3.97414 -2.55931
200016_x_at 3178 HNRNPA1 8.59845E-09 -2.06118 -1.91178
217504 _at 23460 ABCA6 8.66158E-09 -5.4496 -7.44738
218383 _at 54930 HAUS4 8.69296E-09 -2.97636 -3.82035
201797_s_at 7407 VARS 8.76021E-09 -1.99887 -2.18532




202858 _at 7307 U2AF1 8.76598E-09 -2.35403 -2.03897
218676_s_at 58488 PCTP 8.8344E-09 -2.935 -2.04935
214761 _at 23090 ZNF423 9.05401E-09 -3.195 -2.14573
209389 _x_at 1622 DBI 9.26942E-09 -1.58795 -1.83259
218115_at 55723 ASF1B 9.41782E-09 -5.42268 -6.86047
204975_at 2013 EMP2 9.46291E-09 -6.3839 -7.91199
205519 at 79968 WDR76 9.51802E-09 -5.68602 -5.21272
219762 _s_at 25873 RPL36 9.73879E-09 -1.70765 -2.02017
215001_s_at 2752 GLUL 9.77236E-09 -2.66006 -2.56549
218594 at 55127 HEATR1 1.00033E-08 -3.10007 -2.5285
201896_s_at 84722 PSRC1 1.01162E-08 -17.3928 -17.642
207375_s_at 3601 IL15RA 1.01603E-08 -2.30165 -3.83948
211115_x_at 8487 GEMIN2 1.01959E-08 -2.51141 -2.23886
209507_at 6119 RPA3 1.03609E-08 -2.77959 -3.17882
217832_at 10492 SYNCRIP 1.03635E-08 -2.48195 -1.98996
219262 _at 79723 SUV39H2 1.06406E-08 -6.89696 -6.21294
218443 _s_at 26528 DAZAP1 1.06525E-08 -2.21222 -2.18188
209259_s_at 9126 SMC3 1.06876E-08 -2.98159 -2.18681
217992 _s_at 79180 EFHD2 1.07616E-08 -3.58797 -4.05512
219511 _s_at 9627 SNCAIP 1.08526E-08 -1.60731 -1.62766
200705_s_at 1933 EEF1B2 1.09394E-08 -1.78385 -1.82855
204252 _at 1017 CDK2 1.09712E-08 -4.68674 -3.66779
202420_s_at 1660 DHX9 1.09862E-08 -2.44659 -1.72823
218258 at 51082 POLR1D 1.09894E-08 -2.39164 -1.72408
213892 _s_at 353 APRT 1.11059E-08 -2.3379 -2.32849
218665_at 8322 FZD4 1.12004E-08 -1.87491 -1.72031
218399_s_at 55038 CDCA4 1.12978E-08 -5.02607 -4.0683
200608_s_at 5885 RAD21 1.13756E-08 -1.75272 -1.8528
207153_s_at 11146 GLMN 1.14058E-08 -3.94244 -2.25169
213894 _at 221981 THSD7A 1.14236E-08 -2.89985 -4.28833
203431 _s_at 9743 ARHGAP32 1.15533E-08 -1.61608 -1.58576
203270_at 1841 DTYMK 1.15825E-08 -4.4668 -3.77622
212826_s_at 293 SLC25A6 1.16286E-08 -1.68744 -1.9301
201489 _at 10105 PPIF 1.17157E-08 -2.9078 -4.18072
210115_at 116832 RPL39L 1.1776E-08 -4.55443 -5.73824




218857 _s_at 80150 ASRGL1 1.20342E-08 -3.09894 -2.67954
202645_s_at 4221 MEN1 1.21932E-08 -1.71202 -1.91742
201809_s_at 2022 ENG 1.22904E-08 -2.91637 -1.5228
206236_at 2828 GPR4 1.25207E-08 -4.9627 -6.45536
212825_at 22976 PAXIP1 1.25407E-08 -4.63137 -3.07004
207740_s_at 23636 NUP62 1.26143E-08 -2.67816 -2.63
200057_s_at 4841 NONO 1.26748E-08 -2.04145 -1.59053
209464 _at 9212 AURKB 1.30301E-08 -20.6172 -32.9639
218950_at 64411 ARAP3 1.31132E-08 -3.15762 -3.6879
219494 at 25788 RAD54B 1.31249E-08 -8.25857 -4.79738
204407_at 8458 TTF2 1.31504E-08 -4.10234 -2.58592
200041 _s_at 7919 DDX39B 1.3303E-08 -2.38003 -2.47253
205085_at 4998 ORC1 1.344E-08 -4.02535 -3.66975
204688 _at 8910 SGCE 1.34959E-08 -2.33507 -1.68326
206298 at 58504 ARHGAP22 1.35542E-08 -2.63143 -3.7842
218084 x_at 53827 FXYD5 1.35786E-08 -2.24647 -1.97064
218001 _at 51116 MRPS2 1.36653E-08 -2.30465 -1.90888
209100_at 7866 IFRD2 1.37142E-08 -3.65239 -2.78367
219539 at 79833 GEMING6 1.37368E-08 -3.35967 -1.61255
203126_at 3613 IMPA2 1.37536E-08 -2.55944 -2.70306
208620_at 5093 PCBP1 1.37674E-08 -1.72831 -1.91986
217946_s_at 10055 SAE1 1.38402E-08 -2.10734 -1.5724
219296_at 54503 ZDHHC13 1.41632E-08 -3.79165 -2.30824
218069 _at 79077 DCTPP1 1.4174E-08 -3.7245 -1.79754
202735_at 10682 EBP 1.43341E-08 -3.32308 -2.34034
209589_s_at 2048 EPHB2 1.43863E-08 -1.54552 -1.65636
221825_at 90806 ANGEL2 1.44328E-08 -3.27694 -2.02756
209899_s_at 22827 PUF60 1.45225E-08 -2.13707 -1.87847
202470_s_at 11052 CPSF6 1.45821E-08 -4.20871 -3.26726
214804_at 2491 CENPI 1.46482E-08 -13.092 -13.6773
218768 at 57122 NUP107 1.52296E-08 -4.53603 -3.53688
202666_s_at 86 ACTL6A 1.52485E-08 -2.2371 -1.70486
201115_at 5425 POLD2 1.56119E-08 -2.46111 -2.26832
205257_s_at 273 AMPH 1.57786E-08 -2.90742 -2.97936
201714 at 7283 TUBG1 1.58233E-08 -2.24784 -2.55634




212539 at 9557 CHDI1L 1.61041E-08 -1.62468 -1.97584
218156_s_at 55720 TSR1 1.61167E-08 -3.04013 -2.47422
200680_x_at 3146 HMGB1 1.64976E-08 -1.88674 -1.59574

209421 _at 4436 MSH2 1.65654E-08 -5.40474 -3.47758

212973_at 22934 RPIA 1.6701E-08 -2.32894 -2.54512

218546_at 79762 Clorf115 1.67483E-08 -6.43283 -4.40703

219126_at 55274 PHF10 1.68428E-08 -2.05906 -2.54636
208424 s_at 57019 CIAPIN1 1.68576E-08 -2.65727 -1.59455
201277 _s_at 3182 HNRNPAB 1.68932E-08 -1.84605 -2.05691
219031 _s_at 51388 NIP7 1.70274E-08 -2.84038 -1.76841

204649 at 10024 TROAP 1.7305E-08 -4.31705 -5.43899

219703 _at 55329 MNS1 1.74534E-08 -8.47247 -7.70056

208696_at 22948 CCT5 1.74833E-08 -2.48965 -1.54554
208739 _x_at 6613 SUMO2 1.78673E-08 -1.54949 -1.78136

204492 _at 9824 ARHGAP11A | 1.80607E-08 -11.8738 -13.0534
204905_s_at 9521 EEF1E1 1.84453E-08 -3.93937 -1.70175
210574 _s_at 10726 NUDC 1.88233E-08 -2.09722 -1.61385
213421 x_at 5646 PRSS3 1.89099E-08 -4.2969 -2.1644

219581 at 80746 TSEN2 1.91597E-08 -5.64328 -3.48922

201795_at 3930 LBR 1.91676E-08 -2.78205 -5.01878
206550_s_at 9631 NUP155 1.92075E-08 -3.27019 -2.46659

212767_at 92170 MTG1 1.93278E-08 -5.12378 -2.47086

205412 _at 38 ACAT1 1.93828E-08 -2.10534 -1.9269
219787 _s_at 1894 ECT2 1.97788E-08 -4.55072 -4.83989
208941 _s_at 22929 SEPHS1 1.98003E-08 -2.39854 -1.87542
211747 _s_at 23658 LSM5 1.98146E-08 -3.07615 -2.84254
216503_s_at 8028 MLLT10 1.99445E-08 -2.56245 -1.97324

205449 at 29901 SAC3D1 2.03305E-08 -2.69676 -1.87944
203033_x_at 2271 FH 2.03905E-08 -2.26432 -1.59922
206316_s_at 9735 KNTC1 2.04789E-08 -4.11087 -4.24749
208795_s_at 4176 MCM7 2.1033E-08 -7.29315 -14.9308
204126_s_at 8318 CDC45 2.10459E-08 -12.8981 -14.971

201589 _at 8243 SMC1A 2.10703E-08 -3.76918 -3.22347
204529_s_at 9760 TOX 2.13973E-08 -1.6981 -3.2003

202794 _at 3628 INPP1 2.16122E-08 -2.37757 -1.96392




209679_s_at 57228 SMAGP 2.17755E-08 -3.33754 -2.31745
201969 _at 4678 NASP 2.17832E-08 -3.38561 -3.43451
205507_at 22899 ARHGEF15 2.26945E-08 -3.16821 -3.94976
213346_at 93081 TEX30 2.28539E-08 -2.04656 -2.96539
205394 _at 1111 CHEK1 2.29975E-08 -4.48484 -3.97553
50314_i_at 54976 C200rf27 2.32721E-08 -2.32286 -1.96714
212224 at 216 ALDH1A1 2.33715E-08 -2.36339 -7.01062

217370_x_at 2521 FUS 2.35075E-08 -2.6384 -2.0132
202240_at 5347 PLK1 2.38633E-08 -3.69582 -4.60031

218770_s_at 55116 TMEM39B 2.38798E-08 -2.77647 -2.22143

200081_s_at 6194 RPS6 2.39164E-08 -1.62673 -1.53557
206205_at 10198 MPHOSPHS | 2.39519E-08 -3.73329 -3.54572

212191 x_at 6137 RPL13 2.3974E-08 -1.58316 -2.09919
221922 _at 29899 GPSM2 2.40089E-08 -2.96714 -4.84554
205811 at 11232 POLG2 2.43716E-08 -1.6784 -1.98151

204900_x_at 8819 SAP30 2.47704E-08 -3.46275 -3.15103
202911 _at 2956 MSH6 2.48556E-08 -2.07375 -1.89113

218073_s_at 55706 TMEMA48 2.49657E-08 -4.03972 -3.42547
212836_at 10714 POLD3 2.49792E-08 -3.62936 -3.18202
209208 _at 9526 MPDU1 2.50236E-08 -2.56779 -1.61041

208617_s_at 8073 PTPAA2 2.50864E-08 -2.50227 -1.53637
220272_at 54796 BNC2 2.51341E-08 -3.03682 -3.06838

207181 _s_at 840 CASP7 2.52835E-08 -3.03619 -1.84271

220027 _s_at 54922 RASIP1 2.5434E-08 -5.39428 -11.2378

206995_x_at 8578 SCARF1 2.54986E-08 -2.03107 -2.84377
212386_at 6925 TCF4 2.55164E-08 -1.86018 -1.88226

204948 _s_at 10468 FST 2.5602E-08 -1.80734 -2.49054

201614 _s_at 8607 RUVBL1 2.59431E-08 -3.96829 -2.77827

203411 _s_at 4000 LMNA 2.60775E-08 -2.81768 -1.88414
219119 at 51691 NAA38 2.6146E-08 -2.36607 -1.67981

203113_s_at 1936 EEF1D 2.63617E-08 -1.79224 -1.50556

204617 _s_at 65057 ACD 2.7527E-08 -2.85917 -2.32573

204633_s_at 9252 RPS6KAS 2.78113E-08 -4.13012 -4.90489
212174 at 204 AK2 2.84137E-08 -1.95843 -2.03614

216945 _x_at 23178 PASK 2.88069E-08 -4.51367 -4.94268




203103_s_at 27339 PRPF19 2.89746E-08 -2.22532 -2.18832
221970_s_at 25926 NOL11 2.9325E-08 -2.83223 -2.16323
219436_s_at 51705 EMCN 2.96196E-08 -3.07869 -3.90295
200862 _at 1718 DHCR24 2.99706E-08 -3.92166 -2.13899
221096_s_at 55374 TMCO6 3.00112E-08 -1.90245 -2.64337
214096_s_at 6472 SHMT2 3.07869E-08 -2.16794 -3.58381
211988 at 6605 SMARCE1 3.10089E-08 -1.77938 -1.57344
219530_at 79728 PALB2 3.12329E-08 -2.14526 -1.56783
212656_at 10102 TSFM 3.15669E-08 -2.13415 -1.63738
218653_at 10166 SLC25A15 3.18304E-08 -2.55687 -2.11596
213906_at 4603 MYBL1 3.19569E-08 -3.86467 -1.87207
37577 _at 84986 ARHGAP19 3.22281E-08 -8.53503 -5.42409
201726_at 1994 ELAVL1 3.25222E-08 -2.14731 -1.70163
204817_at 9700 ESPL1 3.2969E-08 -3.648 -3.70226
209121 x_at 7026 NR2F2 3.33132E-08 -1.55709 -2.78265
218888 _s_at 81831 NETO2 3.34289E-08 -4.27685 -5.34618
218966_at 55930 MYO5C 3.34525E-08 -4.91725 -4.58705
203436_at 10556 RPP30 3.34805E-08 -2.41664 -1.58369
203025_at 8260 NAA10 3.38096E-08 -2.10918 -1.98326
203210_s_at 5985 RFC5 3.40232E-08 -5.65399 -4.65462
208149 x_at 1663 DDX11 3.40799E-08 -2.97337 -3.62879
209754 _s_at 7112 TMPO 3.45853E-08 -3.14488 -3.59412
208921 _s_at 6717 SRI 3.52274E-08 -2.01519 -1.86858
213951 _s_at 29893 PSMC3IP 3.62837E-08 -6.47525 -5.23432
209609_s_at 65005 MRPL9 3.65071E-08 -2.26905 -1.68333
212858 at 124222 PAQR4 3.65852E-08 -1.6609 -1.51248
201405_s_at 10980 COPS6 3.6802E-08 -1.8018 -1.60967
203428 _s_at 25842 ASF1A 3.69841E-08 -2.96454 -1.64469
202688 _at 8743 TNFSF10 3.75876E-08 -2.88612 -17.7601
221840_at 5791 PTPRE 3.76426E-08 -3.21628 -2.21869
205036_at 11157 LSM6 3.76427E-08 -2.46854 -2.50554
208764 _s_at 517 ATP5G2 3.76708E-08 -2.00857 -2.15675
200913_at 5496 PPM1G 3.77946E-08 -1.94667 -1.57758
202200_s_at 6732 SRPK1 3.80841E-08 -1.88108 -1.51257
218782 _s_at 29028 ATAD2 3.83418E-08 -6.2909 -7.33583




213528 at 92342 METTL18 3.95936E-08 -3.74171 -1.75154
211935_at 23204 ARL6IP1 4.02042E-08 -1.64482 -1.80024
213730_x_at 6929 TCF3 4.0483E-08 -1.7964 -1.67708
206696_at 4935 GPR143 4.06217E-08 -2.70244 -2.00508
221270_s_at 81890 QTRT1 4.08103E-08 -2.48503 -2.21536
204990_s_at 3691 ITGB4 4.14206E-08 -1.87778 -3.00037
213535_s_at 7329 UBE2| 4.25085E-08 -2.1041 -1.62801
205345_at 580 BARD1 4.25099E-08 -5.02921 -4.84158
218766_s_at 10352 WARS2 4.31609E-08 -2.59079 -2.05151
204663_at 10873 ME3 4.33552E-08 -2.07592 -2.14913
210145_at 5321 PLA2G4A 4.35886E-08 -1.53327 -2.27503
203775_at 10165 SLC25A13 4.36277E-08 -3.3519 -1.60049
218911 _at 8089 YEATS4 4.37018E-08 -5.17622 -2.85365
219000_s_at 79075 DSCC1 4.37217E-08 -7.13388 -6.5486
218046_s_at 51021 MRPS16 4.39511E-08 -1.81344 -2.12384
200052_s_at 3608 ILF2 4.44223E-08 -2.47071 -1.9609
205376_at 8821 INPP4B 4.45455E-08 -2.96701 -2.30999
212230_at 8613 PPAP2B 4.49538E-08 -1.56445 -3.05221
203347 _s_at 22823 MTF2 4.49671E-08 -3.31884 -1.51437
208775_at 7514 XPO1 4.51953E-08 -1.89607 -1.75311
206861 _s_at 8545 CGGBP1 4.65838E-08 -1.63873 -1.56353
209608_s_at 39 ACAT2 4.67052E-08 -5.49858 -4.16527
203680_at 5577 PRKAR2B 4.67453E-08 -2.80524 -4.03383
203225_s_at 55312 RFK 4.67546E-08 -1.97612 -1.54122
203196_at 10257 ABCC4 4.69004E-08 -2.92212 -2.19149
202779_s_at 27338 UBE2S 4.7339E-08 -2.68516 -1.94287
219363_s_at 51001 MTERFD1 4.73826E-08 -2.98105 -2.06192
208117 _s_at 81887 LASIL 4.79282E-08 -2.4206 -1.65875
217028 _at 7852 CXCR4 4.83442E-08 -1.78692 -3.70537
220085_at 3070 HELLS 4.91089E-08 -12.6044 -11.5423
218947 _s_at 55149 MTPAP 5.05541E-08 -2.15003 -1.60499
204897 _at 5734 PTGER4 5.05617E-08 -5.1632 -4.96688
218894 _s_at 55110 MAGOHB 5.11184E-08 -3.95057 -2.27837
200937_s_at 6125 RPL5 5.14073E-08 -1.5473 -1.55138
217403_s_at 7770 ZNF227 5.15834E-08 -2.87411 -1.53126




218902_at 4851 NOTCH1 5.17267E-08 -2.1358 -2.8046
219416_at 51435 SCARA3 5.17855E-08 -2.46332 -4.37574
208107_s_at 81691 LOC81691 5.2153E-08 -1.90803 -2.6224
213054 _at 23354 HAUSS5 5.2542E-08 -3.60436 -3.22839
210138 _at 8601 RGS20 5.25469E-08 -1.9975 -1.56881
203925_at 2730 GCLM 5.38032E-08 -2.65799 -2.34642
218619_s_at 6839 SUV39H1 5.39636E-08 -3.05301 -3.15422
51158_at 400451 FAM174B 5.4098E-08 -2.01142 -1.71033
218593 _at 55131 RBM28 5.44108E-08 -2.55397 -2.12969
218698 at 51074 APIP 5.46843E-08 -2.57246 -1.59158
201051 _at 8125 ANP32A 5.49244E-08 -3.03108 -2.13208
200715_x_at 23521 RPL13A 5.49457E-08 -2.04223 -2.02525
205264 _at 10849 CD3EAP 5.53811E-08 -3.53922 -2.66615
212330_at 7027 TFDP1 5.71187E-08 -4.45744 -3.32169
219960_s_at 51377 UCHL5 5.73152E-08 -3.61912 -2.24691
212809 _at 84901 NFATC2IP 5.87762E-08 -2.18595 -2.12816
208319_s_at 5935 RBM3 5.87774E-08 -3.0545 -1.97803
221685_s_at 54908 CCDC99 6.15753E-08 -8.11885 -5.50129
212789 at 23310 NCAPD3 6.2091E-08 -3.95824 -3.04583
214426_x_at 10036 CHAF1A 6.22907E-08 -5.06238 -3.88679
219303_at 79596 RNF219 6.30335E-08 -3.70961 -2.14801
221085_at 9966 TNFSF15 6.30604E-08 -3.1125 -6.80158
201764 _at 79022 TMEM106C | 6.30818E-08 -4.11853 -2.30826
218979 _at 80010 RMI1 6.33034E-08 -3.75061 -3.05949
215708 _s_at 5558 PRIM2 6.43928E-08 -3.82497 -3.56841
205825_at 5122 PCSK1 6.55901E-08 -6.55538 -6.4753
202726_at 3978 LIG1 6.56033E-08 -3.74539 -4.16255
209478 _at 201254 STRA13 6.60866E-08 -2.81407 -1.62262
218530_at 29109 FHOD1 6.90115E-08 -2.26696 -2.29104
218512_at 55759 WDR12 6.97207E-08 -1.62923 -1.76858
217792_at 27131 SNX5 7.05182E-08 -2.30933 -2.58724
218154 at 79792 GSDMD 7.13846E-08 -2.43322 -2.8602
207426_s_at 7292 TNFSF4 7.16982E-08 -5.01904 -14.5106
217546_at 4499 MT1IM 7.32368E-08 -4.6346 -5.28217
220949_s_at 78996 C70rf49 7.3611E-08 -3.37537 -1.57782




203235_at 7064 THOP1 7.36986E-08 -3.14722 -2.73604
218108 _at 55148 UBR7 7.38188E-08 -3.59765 -1.78415
207761 _s_at 25840 METTL7A 7.4578E-08 -24.5975 -29.7045
209550_at 4692 NDN 7.46803E-08 -13.3552 -3.9335
217752 _s_at 55748 CNDP2 7.48252E-08 -2.22403 -1.98886
209302_at 5437 POLR2H 7.53294E-08 -1.95373 -1.91145
217986_s_at 11177 BAZ1A 7.55091E-08 -1.66023 -1.57969
218702 _at 54938 SARS2 7.57751E-08 -1.93784 -1.8711
204164 _at 6494 SIPA1 7.62792E-08 -1.78943 -2.29408
218281 _at 51642 MRPL48 7.71708E-08 -2.7543 -1.64619
209567_at 23212 RRS1 7.75928E-08 -2.95649 -1.54723
219372 _at 28981 IFT81 7.76925E-08 -2.8918 -1.62916
209905_at 3205 HOXA9 7.81237E-08 -2.38153 -1.51266
202501 _at 10982 MAPRE2 7.95609E-08 -2.55125 -1.56007
218741 at 79019 CENPM 7.99255E-08 -8.51354 -9.50161
202209 _at 27258 LSM3 8.20071E-08 -2.42253 -1.70975
213155_at 23302 WSCD1 8.25019E-08 -2.84812 -2.48163
217822_at 51729 WBP11 8.33449E-08 -1.71815 -1.71073
203625_x_at 6502 SKP2 8.39053E-08 -1.841 -4.68968
201998 _at 6480 ST6GAL1 8.41225E-08 -1.91742 -2.62905
202888 _s_at 290 ANPEP 8.44744E-08 -1.6388 -3.1315
217771 _at 51280 GOLM1 8.45399E-08 -1.83334 -2.6
215566_x_at 11313 LYPLA2 8.47131E-08 -2.05906 -1.51546
215416_s_at 30968 STOML2 8.47243E-08 -3.05581 -2.65012
214011 _s_at 51491 NOP16 8.49637E-08 -3.18391 -2.09338
218339 at 29093 MRPL22 8.53535E-08 -2.31145 -1.5783
207688 _s_at 3626 INHBC 8.65516E-08 -1.87413 -1.65105
203481 _at 55719 FAM178A 8.67038E-08 -1.93991 -1.78674
218781 _at 79677 SMC6 8.79856E-08 -1.55157 -1.84885
35201_at 3191 HNRNPL 8.85801E-08 -1.70951 -1.92841
218728 _s_at 29097 CNIH4 8.86888E-08 -1.69613 -1.50363
209482 _at 10248 POP7 8.9729E-08 -2.53863 -1.66007
212603_at 10240 MRPS31 9.19782E-08 -2.91009 -1.59384
218826_at 54733 SLC35F2 9.233E-08 -2.0571 -1.81284
213547 at 23066 CAND2 9.36893E-08 -2.14404 -2.5312




204025_s_at 5134 PDCD2 9.39289E-08 -2.97766 -1.99957
201258 at 6217 RPS16 9.49225E-08 -1.87234 -1.65848
211700_s_at 7216 TRO 9.52263E-08 -1.77287 -1.54125
209307_at 23075 SWAP70 9.53275E-08 -1.60004 -1.76896
214005_at 2677 GGCX 9.55794E-08 -1.72456 -1.76598
217884 _at 55226 NAT10 9.60519E-08 -2.00211 -1.85345
205086_s_at 29781 NCAPH2 9.6391E-08 -2.98058 -2.45266
205379 _at 874 CBR3 9.68999E-08 -3.11756 -3.61568
208676_s_at 5036 PA2G4 9.72999E-08 -2.01239 -2.02765
222269 at 139322 APOOL 9.8089E-08 -2.58973 -2.1006
200943_at 3150 HMGN1 1.0081E-07 -1.91664 -1.77424
206194 _at 3221 HOXC4 1.01547E-07 -1.71171 -1.79927
205895_s_at 9221 NOLC1 1.01595E-07 -1.82619 -2.30389
201327_s_at 908 CCT6A 1.02869E-07 -2.18132 -1.65065
212955_s_at 5438 POLR2I 1.02941E-07 -2.60237 -3.15349
218250_s_at 29883 CNOT7 1.03841E-07 -1.56485 -1.73443
219993 _at 64321 SOX17 1.04289E-07 -2.69199 -3.5341
217786_at 10419 PRMTS5 1.04606E-07 -1.73675 -1.51038
219320_at 80179 MYO19 1.0494E-07 -2.15539 -2.33495
38269_at 25865 PRKD2 1.06076E-07 -1.7813 -1.61424
206385_s_at 288 ANK3 1.06363E-07 -5.96593 -5.14339
219214 s_at 30833 NT5C 1.06935E-07 -2.76002 -2.18706
203740_at 10200 MPHOSPH6 | 1.07687E-07 -2.27292 -1.67449
215691 x_at 51668 HSPB11 1.08828E-07 -3.95152 -1.81998
205576_at 3053 SERPIND1 1.0883E-07 -4.22082 -2.43367
221529 _s_at 83483 PLVAP 1.08887E-07 -2.42746 -3.01869
214467_at 8477 GPR65 1.09675E-07 -8.55425 -3.98826
59644 _at 55589 BMP2K 1.09909E-07 -2.98982 -1.78375
205739_x_at 51427 ZNF107 1.11324E-07 -4.83334 -3.37765
204559_s_at 51690 LSM7 1.11825E-07 -1.83303 -1.9137
200936_at 6132 RPL8 1.11923E-07 -1.63713 -1.53713
206908_s_at 5010 CLDN11 1.12106E-07 -1.97133 -2.48245
216251 _s_at 23170 TTLL12 1.13655E-07 -1.65965 -1.733
204558 at 8438 RAD54L 1.13892E-07 -4.38396 -4.62441
209627_s_at 26031 OSBPL3 1.14377E-07 -2.43012 -2.72318




205300_s_at 11066 SNRNP35 1.15319E-07 -1.73343 -1.63689
202990_at 5836 PYGL 1.15641E-07 -3.06979 -3.11995
204064 _at 9984 THOC1 1.16813E-07 -3.04307 -2.61066
37462_i_at 8175 SF3A2 1.19942E-07 -2.02033 -2.43709

204372 _s_at 8570 KHSRP 1.22169E-07 -1.89324 -2.04752
214672_at 23093 TTLL5 1.23522E-07 -2.93293 -2.4109

206860_s_at 54468 MIOS 1.24318E-07 -2.06314 -1.625
205631 _at 9786 KIAAO586 1.26123E-07 -2.03437 -1.75225
203302_at 1633 DCK 1.28157E-07 -2.66925 -1.95908

205588 _s_at 11116 FGFR10P 1.29972E-07 -2.65797 -1.72805

200875_s_at 10528 NOP56 1.30398E-07 -3.68207 -1.77912
213523 _at 898 CCNE1 1.30619E-07 -1.92433 -1.84563

214141 x_at 6432 SRSF7 1.30738E-07 -2.94613 -2.5575

209321 _s_at 109 ADCY3 1.31005E-07 -2.38639 -2.441
202932 _at 7525 YES1 1.31425E-07 -1.58505 -2.1066

206108_s_at 6431 SRSF6 1.32713E-07 -3.23863 -2.13009

218256_s_at 53371 NUP54 1.32719E-07 -2.31283 -2.16942
205667_at 7486 WRN 1.33713E-07 -2.45706 -1.56754
205668 at 4065 LY75 1.34353E-07 -2.23883 -4.61394

202462 _s_at 9879 DDX46 1.34838E-07 -4.02796 -2.4706
201440_at 9416 DDX23 1.35987E-07 -2.2667 -1.54532

218633_x_at 55347 ABHD10 1.37515E-07 -1.58039 -1.83433
212094 _at 23089 PEG10 1.38583E-07 -2.26599 -2.9993
212037_at 5411 PNN 1.41307E-07 -2.62608 -1.52752
202179_at 642 BLMH 1.4156E-07 -1.76126 -2.26019

206066_s_at 5889 RAD51C 1.4301E-07 -3.19365 -1.96399
219505_at 51816 CECR1 1.43997E-07 -2.71253 -4.59051
201850_at 822 CAPG 1.4408E-07 -1.69911 -2.8108

221579_s_at 11165 NUDT3 1.44376E-07 -1.95645 -1.93418

204728 _s_at 11169 WDHD1 1.44874E-07 -5.8905 -4.64068

206752 _s_at 1677 DFFB 1.45877E-07 -2.78875 -1.65777

209820_s_at 10607 TBL3 1.462E-07 -1.92588 -1.87839
213179 at 9125 RQCD1 1.46367E-07 -1.60273 -2.36733

200753_x_at 6427 SRSF2 1.48579E-07 -2.97847 -2.31699
218328 at 51117 C0oQ4 1.51022E-07 -2.08035 -1.93463




218104 _at 54881 TEX10 1.5224E-07 -2.36719 -1.55706
204556_s_at 22873 DZIP1 1.53579E-07 -1.81249 -1.81026
219861 _at 55192 DNAIC17 1.53797E-07 -3.19471 -1.85445
218158 _s_at 26060 APPL1 1.55085E-07 -2.20653 -1.95475
204328 _at 11322 TMC6 1.55652E-07 -2.04014 -2.30458
65472 _at 388969 C20rf68 1.56349E-07 -1.79291 -2.47271
213166_x_at 653784 MZT2A 1.56899E-07 -1.76218 -1.70455
214866_at 5329 PLAUR 1.56944E-07 -2.64916 -2.85825
203708 _at 5142 PDE4B 1.5902E-07 -1.98509 -5.26966
210473_s_at 166647 GPR125 1.59075E-07 -2.67757 -2.74596
206106_at 6300 MAPK12 1.59845E-07 -2.04166 -1.85008
217842 _at 51631 LUC7L2 1.6059E-07 -1.68557 -1.63638
219763_at 57706 DENND1A 1.68278E-07 -3.48754 -3.22645
209953_s_at 11140 CDC37 1.69582E-07 -1.79809 -1.51083
42361_g_at 54535 CCHCR1 1.71299E-07 -3.23414 -3.32735
202408_s_at 26121 PRPF31 1.71998E-07 -2.36064 -1.65989
218777_at 80346 REEP4 1.72006E-07 -1.87451 -2.04824
206170_at 154 ADRB2 1.72572E-07 -1.86883 -1.64144
205581 _s_at 4846 NOS3 1.73489E-07 -3.25002 -5.31916
204374 _s_at 2584 GALK1 1.75161E-07 -2.82808 -3.30856
203577_at 2968 GTF2H4 1.75612E-07 -2.39406 -1.8937
200002_at 11224 RPL35 1.77386E-07 -1.55674 -1.518
210501 x_at 27335 EIF3K 1.80643E-07 -1.73981 -1.5235
207528 _s_at 23657 SLC7A11 1.81306E-07 -2.95393 -4.35618
218102_at 51071 DERA 1.82952E-07 -3.2034 -2.60579
212680_x_at 26472 PPP1R14B 1.83814E-07 -2.37143 -1.56198
213236_at 23328 SASH1 1.85157E-07 -1.63128 -1.88819
219510_at 10721 POLQ 1.85202E-07 -4.85484 -5.21854
218329 at 11108 PRDM4 1.85319E-07 -1.87054 -1.51957
209527_at 23404 EXOSC2 1.86467E-07 -5.27062 -2.46838
219650_at 54821 ERCC6L 1.90178E-07 -4.54676 -4.90373
222201 _s_at 9994 CASP8AP2 1.91069E-07 -2.02761 -1.69994
221593_s_at 6160 RPL31 1.91398E-07 -1.60356 -3.8365
212943 _at 9847 KIAAD528 1.94251E-07 -3.06817 -2.83374
201272_at 231 AKR1B1 1.95746E-07 -2.62608 -1.60708




218646_at 54969 Cdorf27 1.95826E-07 -4.95435 -2.01148
205235_s_at 9585 KIF20B 1.96668E-07 -11.685 -12.6826
215247 at 440895 LOC440895 1.97489E-07 -2.25251 -2.54446
202337 _at 11243 PMF1 1.98121E-07 -2.02661 -1.69259
219211 _at 11274 USP18 2.01217E-07 -3.74829 -2.29413
218365_s_at 55157 DARS2 2.04279E-07 -4.01141 -3.18057
204950_at 22900 CARDS8 2.04916E-07 -4.84034 -3.59455
213587 _s_at 155066 ATP6VOE2 2.05079E-07 -1.58744 -1.62121
209386_at 4071 TMASF1 2.06786E-07 -3.20749 -3.51576
206445_s_at 3276 PRMT1 2.07551E-07 -1.9508 -1.85473
220255_at 2178 FANCE 2.07623E-07 -2.35808 -2.06777
212599 _at 26053 AUTS2 2.07626E-07 -1.76072 -1.76167
204513_s_at 9844 ELMO1 2.08903E-07 -2.08405 -2.57168
204368 _at 6578 SLCO2A1 2.10334E-07 -1.8673 -2.94498
218467_at 56984 PSMG2 2.10794E-07 -1.88821 -1.5444
220980_s_at 83440 ADPGK 2.14455E-07 -1.64836 -1.84497
221940_at 27079 RPUSD2 2.15882E-07 -1.94885 -1.64143
210993_s_at 4086 SMAD1 2.20951E-07 -1.51096 -2.26202
201376_s_at 3185 HNRNPF 2.21277E-07 -2.35766 -2.03047
202900_s_at 4927 NUP88 2.2326E-07 -4.01164 -2.26494
205429_s_at 51678 MPP6 2.23705E-07 -4.73781 -1.88612
219110_at 54433 GAR1 2.27379E-07 -2.90763 -2.22469
218589 at 10161 LPAR6 2.29025E-07 -2.65289 -2.55168
205677 _s_at 10301 DLEU1 2.31175E-07 -3.38601 -2.13355
202715_at 790 CAD 2.314E-07 -2.28282 -2.48777
220206_at 79830 ZMYM1 2.32095E-07 -3.67618 -2.37112
201225_s_at 10250 SRRM1 2.33762E-07 -1.55467 -1.72593
201397_at 26227 PHGDH 2.51016E-07 -1.80889 -2.67241
218614 at 55196 KIAA1551 2.56735E-07 -1.99952 -2.91936
218112 _at 65993 MRPS34 2.57482E-07 -2.16611 -1.61765
212891 _s_at 90480 GADDA45GIP1 | 2.58634E-07 -2.4993 -1.6002
221703_at 83990 BRIP1 2.66194E-07 -4.80525 -4.13365
219177_at 55299 BRIX1 2.70862E-07 -2.26402 -1.8212
200950_at 10552 ARPC1A 2.71638E-07 -1.81601 -1.68406
209434 _s_at 5471 PPAT 2.72107E-07 -1.58147 -1.69105




203423 _at 5947 RBP1 2.77122E-07 -2.15341 -4.10315
203524 _s_at 4357 MPST 2.78483E-07 -2.01775 -2.09205
45714 _at 54985 HCFC1R1 2.79862E-07 -1.95652 -2.31317
200028_s_at 56910 STARD7 2.86674E-07 -2.13334 -1.76126
202446_s_at 5359 PLSCR1 2.88528E-07 -2.46042 -2.37642
213483_at 23398 PPWD1 2.88729E-07 -3.21542 -1.95395
202183_s_at 3835 KIF22 2.92255E-07 -5.67643 -4.65311
220607_x_at 51497 THIL 2.94047E-07 -2.3607 -1.73739
220486_x_at 84187 TMEM164 2.95756E-07 -2.28764 -1.56087
214877_at 54901 CDKAL1 2.97169E-07 -2.47436 -1.85336
209132 _s_at 54939 COMMDA4 2.99494E-07 -2.81019 -1.71962
217885_at 55705 IPO9 3.01271E-07 -2.95567 -2.23014
208025_s_at 8091 HMGA2 3.05237E-07 -5.22403 -3.50398
219590 _x_at 51611 DPH5 3.15101E-07 -2.06189 -1.70152
203202_at 11103 KRR1 3.20798E-07 -3.55902 -1.74653
220079_s_at 84196 USP48 3.21007E-07 -2.33809 -1.83992
209605_at 7263 TST 3.22775E-07 -1.5916 -1.68332
201830_s_at 10276 NET1 3.25699E-07 -1.93285 -1.86671
219715_s_at 55775 TDP1 3.2701E-07 -1.67867 -3.18706
218993 _at 55178 RNMTL1 3.29231E-07 -3.19655 -1.74701
219178 at 79691 QTRTD1 3.29913E-07 -2.28472 -1.52976
221204 _s_at 55118 CRTAC1 3.36915E-07 -2.60954 -6.71141
221927 _s_at 83451 ABHD11 3.40461E-07 -2.60381 -1.5622
205439 _at 2953 GSTT2 3.41114E-07 -1.86362 -1.57471
222231 _s_at 55379 LRRC59 3.4516E-07 -1.53195 -1.54979
203344 _s_at 5932 RBBP8 3.46043E-07 -1.58306 -1.51876
201639_s_at 29894 CPSF1 3.53086E-07 -1.69749 -2.35883
218713 _at 79664 NARG2 3.60501E-07 -2.99537 -2.04541
203375_s_at 7174 TPP2 3.71737E-07 -3.24006 -1.56474
218575_at 64682 ANAPC1 3.75011E-07 -1.99976 -1.86966
204313_s_at 1385 CREB1 3.79347E-07 -2.47043 -1.57204
212247 _at 23165 NUP205 3.79811E-07 -2.37127 -2.34188
222217 _s_at 11000 SLC27A3 3.81513E-07 -3.10389 -3.5522
217980_s_at 54948 MRPL16 3.81693E-07 -2.07073 -1.85773
202528 at 2582 GALE 3.83676E-07 -2.36139 -1.75139




206766_at 8515 ITGA10 3.84067E-07 -2.27136 -2.65293
204766_s_at 4521 NUDT1 3.90552E-07 -2.24334 -2.47796
218919 at 79752 ZFAND1 3.91103E-07 -2.0779 -1.50707
211518 _s_at 652 BMP4 3.91937E-07 -5.56728 -1.68766
203964 _at 9111 NMI 3.91956E-07 -3.01115 -1.54685
217754 at 54606 DDX56 3.93382E-07 -1.97894 -1.5625
202190_at 1477 CSTF1 3.99408E-07 -2.94541 -1.61788
219230_at 55273 TMEM100 3.99677E-07 -3.13089 -2.88966
218529 at 51293 CD320 4.0528E-07 -1.69809 -1.90403
205582 _s_at 2687 GGT5 4.05374E-07 -1.83692 -2.42481
219275_at 9141 PDCD5 4.07014E-07 -2.77464 -1.89351
221758 at 93436 ARMC6 4.08817E-07 -1.80127 -1.51368
201087_at 5829 PXN 4.09229E-07 -2.02903 -1.77202
220637_at 79843 FAM124B 4.16135E-07 -4.09432 -4.98801
219283 _at 29071 C1GALT1C1 4.1705E-07 -1.92882 -1.55676
205395_s_at 4361 MRE11A 4.23121E-07 -3.70882 -1.78514
217802_s_at 64710 NUCKS1 4.24226E-07 -1.90539 -1.84553
219470 _x_at 54619 CCNJ 4.25771E-07 -2.20506 -1.87366
203062_s_at 9656 MDC1 4.25932E-07 -2.85555 -2.20328
218244 at 55035 NOL8 4.34488E-07 -2.13879 -1.78288
219311 _at 79959 CEP76 4.39316E-07 -2.60872 -1.92239
204805_s_at 8971 H1FX 4.39849E-07 -1.50501 -2.35418
218397_at 55120 FANCL 4.44147E-07 -4.90135 -1.64134
205572 _at 285 ANGPT2 4.52515E-07 -5.67083 -6.86853
211783_s_at 9112 MTA1 4.52739E-07 -1.63202 -2.09611
201219 at 1488 CTBP2 4.55984E-07 -2.37311 -1.95149
209336_at 5822 PWP2 4.56102E-07 -2.3809 -2.25405
211666_x_at 6122 RPL3 4.5654E-07 -1.55111 -2.06156
213647_at 1763 DNA2 4.63725E-07 -5.97398 -6.04222
218948 at 55278 QRSL1 4.668E-07 -3.1215 -2.00923
201137_s_at 3115 HLA-DPB1 4.67662E-07 -1.55168 -1.96939
208713 _at 11100 HNRNPUL1 4.69057E-07 -2.00063 -1.80508
214319 at 10129 FRY 4.71678E-07 -2.1775 -4.45079
210868 _s_at 79071 ELOVL6 4.75259E-07 -4.08947 -1.60317
205569 _at 27074 LAMP3 4.84722E-07 -6.65689 -11.2631




200769_s_at 4144 MAT2A 4.85983E-07 -2.64144 -1.71839
200990_at 10155 TRIM28 4.88469E-07 -1.72296 -2.27138
201083_s_at 9774 BCLAF1 4.8869E-07 -3.14647 -1.5224
212422 _at 22984 PDCD11 4.9585E-07 -2.03247 -1.59459
221078 _s_at 55704 CCDC88A 5.08596E-07 -1.7359 -1.73752
210371 _s_at 5928 RBBP4 5.15861E-07 -3.29744 -2.74858
220770_s_at 63920 C5orf54 5.16129E-07 -6.67934 -1.54528
209790_s_at 839 CASP6 5.24317E-07 -3.89706 -1.6248
218697_at 51517 NCKIPSD 5.25737E-07 -1.90117 -1.52602
218586_at 55257 C200rf20 5.31689E-07 -1.74647 -1.94369
205603_s_at 1730 DIAPH2 5.34807E-07 -3.42497 -2.51855
219378 at 79612 NAA16 5.4938E-07 -1.88396 -1.91384
218424 s_at 55240 STEAP3 5.54645E-07 -1.95016 -2.30644
203222 _s_at 7088 TLE1 5.54894E-07 -2.37332 -1.86114
216962_at 84268 RPAIN 5.58312E-07 -2.52852 -1.86014
201303 _at 9775 EIF4A3 5.61272E-07 -1.79245 -1.68225
221666_s_at 29108 PYCARD 5.61696E-07 -3.46287 -3.63231
221586_s_at 1875 E2F5 5.64616E-07 -2.27293 -2.45899
201774 _s_at 9918 NCAPD2 5.69819E-07 -3.76574 -3.94244
203422 _at 5424 POLD1 5.72861E-07 -2.92904 -4.19526
204448 _s_at 5082 PDCL 5.73684E-07 -2.14406 -1.50581
204268 _at 6273 S100A2 5.74057E-07 -3.12392 -1.71477
217010_s_at 995 CDC25C 5.78756E-07 -3.26251 -3.80797
204859_s_at 317 APAF1 5.7963E-07 -2.3822 -2.48767
202246_s_at 1019 CDK4 5.81222E-07 -2.6395 -2.60417
222216_s_at 63875 MRPL17 6.2539E-07 -1.70288 -1.5959
218005_at 7570 ZNF22 6.33512E-07 -1.99084 -3.07253
210054 _at 79441 HAUS3 6.50106E-07 -1.71639 -3.11071
213923 _at 5912 RAP2B 6.50229E-07 -1.80748 -2.20489
219076_s_at 5827 PXMP2 6.50361E-07 -2.5178 -2.353
218533 _s_at 54963 UCKL1 6.63726E-07 -1.71638 -1.52738
212898 at 9675 TTI1 6.64344E-07 -3.24404 -1.8522
216026_s_at 5426 POLE 6.66749E-07 -2.90039 -2.70262
208119_s_at 81931 ZNF93 6.71213E-07 -3.78077 -4.8021
212126_at 23468 CBX5 6.74971E-07 -3.1485 -2.19931




212866_at 203069 R3HCC1 6.78261E-07 -1.57877 -1.52984
218384 _at 23589 CARHSP1 7.09132E-07 -2.47835 -1.98401
213677_s_at 5378 PMS1 7.13419E-07 -2.29874 -2.81822
201810_s_at 9467 SH3BP5 7.16887E-07 -1.96002 -1.72848
219690_at 79713 IGFLR1 7.18199E-07 -1.58577 -1.80308
219294 at 55166 CENPQ 7.19243E-07 -5.31265 -3.15434
219959 at 55034 MOCOS 7.24157E-07 -1.71454 -1.50212
200687_s_at 23450 SF3B3 7.24175E-07 -2.20145 -2.09454
218481 _at 56915 EXOSC5 7.31418E-07 -1.74144 -1.65811
218827 _s_at 55125 CEP192 7.31612E-07 -3.3435 -2.32882
213031 _s_at 84942 WDR73 7.35512E-07 -2.98459 -1.60281
218220_at 60314 C120rf10 7.42361E-07 -2.31114 -1.9451
203721 _s_at 51096 UTP18 7.5227E-07 -2.29906 -2.37926
215082_at 60481 ELOVLS 7.53218E-07 -1.5555 -1.58219
202097_at 9972 NUP153 7.6111E-07 -1.55799 -1.50854
41577 _at 26051 PPP1R16B 7.72588E-07 -2.01953 -3.93665
205324 _s_at 24140 FTSJ1 7.79327E-07 -1.53266 -1.67815
209980_s_at 6470 SHMT1 7.96221E-07 -3.49716 -2.75187
211042_x_at 4162 MCAM 8.0602E-07 -1.54467 -3.66526
203712 _at 9933 KIAA0020 8.16603E-07 -2.10151 -1.77275
203818_s_at 10946 SF3A3 8.17629E-07 -2.02936 -2.19808
209598 at 10687 PNMA2 8.20353E-07 -8.5174 -2.08127
203148 _s_at 9830 TRIM14 8.20425E-07 -3.19858 -2.142
218488 at 8891 EIF2B3 8.24758E-07 -1.86263 -1.72098
212918 at 5965 RECQL 8.2873E-07 -1.80419 -1.66359
202859 x_at 3576 IL8 8.30796E-07 -1.62334 -3.65745
213392 _at 124152 IQCK 8.34359E-07 -2.26971 -2.26231
205226_at 5157 PDGFRL 8.37523E-07 -2.30258 -1.68078
206695_x_at 7594 ZNF43 8.39585E-07 -2.18453 -2.19439
218389_s_at 51107 APH1A 8.57043E-07 -1.6733 -1.51324
216470 _x_at 5644 PRSS1 8.60738E-07 -2.69779 -1.55764
211962_s_at 677 ZFP36L1 8.62219E-07 -1.62075 -1.97983
202736_s_at 25804 LSM4 8.6504E-07 -2.34966 -1.58578
201449 at 7072 TIA1 8.69954E-07 -2.30773 -2.00774
221606_s_at 79366 HMGNS5 9.17561E-07 -2.42573 -2.05593




221620_s_at 79135 APOO 9.27938E-07 -2.08442 -1.55811
209512_at 84263 HSDL2 9.30425E-07 -2.66762 -2.25718
203729 _at 2014 EMP3 9.38116E-07 -1.84715 -1.88144
218163_at 28985 MCTS1 9.41074E-07 -2.80567 -1.87077

208089_s_at 81550 TDRD3 9.4175E-07 -2.55256 -1.7857
218507_at 29923 HILPDA 9.55324E-07 -2.32939 -2.78778

219568 x_at 54345 SOX18 1.00714E-06 -3.35347 -4.43623
212145_at 23107 MRPS27 1.01063E-06 -2.82463 -1.92971

200772_x_at 5757 PTMA 1.01301E-06 -1.69767 -2.19223
204482 _at 7122 CLDN5 1.02289E-06 -2.15354 -3.14415
217655_at 100127972 |LOC100127972| 1.02437E-06 -3.04176 -2.99791

200076_s_at 79036 KXD1 1.03453E-06 -1.54879 -1.60799

201894 _s_at 6745 SSR1 1.04432E-06 -1.8054 -1.60488
206440_at 8825 LIN7A 1.04478E-06 -2.00906 -1.8632
201563_at 6652 SORD 1.04959E-06 -3.5 -2.44804
206277_at 5029 P2RY2 1.06247E-06 -2.73334 -2.26355
221918 at 5128 CDK17 1.06425E-06 -1.52202 -1.51088

211250_s_at 6452 SH3BP2 1.07215E-06 -1.90845 -1.7966

213097_s_at 27000 DNAJC2 1.07318E-06 -2.31325 -1.74528
213309_at 23228 PLCL2 1.08407E-06 -3.5376 -2.14586

211150_s_at 1737 DLAT 1.08555E-06 -2.51601 -1.72602
202799 _at 8192 CLPP 1.08979E-06 -1.67638 -1.50787
202030_at 10295 BCKDK 1.09393E-06 -1.54427 -1.85083

210612_s_at 8871 SYNJ2 1.10314E-06 -1.64156 -2.03376
204173_at 140465 MYL6B 1.10742E-06 -1.80296 -1.58681

200896_x_at 3068 HDGF 1.11874E-06 -1.83541 -1.83336

205529_s_at 862 RUNX1T1 1.12011E-06 -6.36872 -6.09551
219203 _at 51016 EMC9 1.1366E-06 -1.54464 -1.57023

218679_s_at 51160 VPS28 1.14887E-06 -1.72706 -1.67038
215100_at 84830 ADTRP 1.15462E-06 -1.93756 -1.96127

218602_s_at 54801 HAUS6 1.18029E-06 -3.15326 -2.60319

210463_x_at 55621 TRMT1 1.19432E-06 -1.97996 -1.71277
203508 _at 7133 TNFRSF1B 1.24713E-06 -2.51613 -5.34695
222305_at 3099 HK2 1.25734E-06 -3.12402 -1.98557
202326_at 10919 EHMT?2 1.26381E-06 -1.89906 -1.69751




220911 _s_at 57523 NYNRIN 1.28298E-06 -1.86564 -1.50919
209476_at 81542 TMX1 1.28482E-06 -1.79771 -1.75047
202556_s_at 10445 MCRS1 1.30802E-06 -2.12929 -1.72762
204935_at 5771 PTPN2 1.31864E-06 -2.09178 -1.54007
214061 _at 93594 WDR67 1.32948E-06 -3.59862 -2.54272
204275_at 6650 SOLH 1.32957E-06 -2.34803 -2.39504
205534 at 5099 PCDH7 1.33294E-06 -2.44443 -1.69648
221250_s_at 83463 MXD3 1.35111E-06 -1.62523 -2.10752
218860_at 79050 NOC4L 1.35169E-06 -1.69324 -1.57376
207290_at 5362 PLXNA2 1.36089E-06 -4.53865 -3.00508
212058 at 23350 U2SURP 1.36777E-06 -2.22852 -1.80771
205301_s_at 4968 0GG1 1.40541E-06 -3.5922 -2.93381
201584 _s_at 10212 DDX39A 1.41448E-06 -4.4942 -4.49625
218898 at 79850 FAM57A 1.41492E-06 -2.00064 -2.44229
216685_s_at 4507 MTAP 1.43732E-06 -3.63348 -2.10451
212523 _s_at 23514 KIAA0146 1.44842E-06 -2.7719 -2.07409
219525_at 55244 SLC47A1 1.46104E-06 -2.58801 -2.69887
219979_s_at 51501 Cllorf73 1.46798E-06 -1.91933 -1.92655
205356_at 8975 USP13 1.47409E-06 -2.50812 -1.63013
212118 at 5987 TRIM27 1.49263E-06 -2.00315 -1.6661
218897_at 80775 TMEM177 1.5116E-06 -4.43088 -1.84051
204080_at 114034 TOE1 1.53071E-06 -3.07963 -2.30817
204853 _at 4999 ORC2 1.55545E-06 -2.60469 -1.88391
219056_at 79621 RNASEH2B 1.5647E-06 -3.29713 -2.50201
203528 at 10507 SEMAA4D 1.56943E-06 -2.91257 -2.44812
216241 _s_at 6917 TCEA1 1.57376E-06 -1.51941 -1.57322
213063_at 79882 ZC3H14 1.63792E-06 -4.94539 -1.50269
218886_at 55003 PAK1IP1 1.67657E-06 -2.45882 -1.89673
213655_at 7531 YWHAE 1.67885E-06 -2.052 -1.65501
220744 _s_at 55764 IFT122 1.68469E-06 -2.13744 -2.15135
219970_at 54810 GIPC2 1.69831E-06 -5.09709 -4.95083
218388 _at 25796 PGLS 1.72918E-06 -1.57433 -1.56244
205321 _at 1968 EIF2S3 1.73129E-06 -2.92021 -2.43736
201315_x_at 10581 IFITM2 1.73706E-06 -1.73049 -1.87958
202758 _s_at 8625 RFXANK 1.78452E-06 -2.39006 -1.71477




202661 _at 3709 ITPR2 1.80076E-06 -1.53953 -2.29957
209965_s_at 5892 RAD51D 1.80139E-06 -3.26841 -2.12787
206942 _s_at 5367 PMCH 1.80308E-06 -3.60408 -4.10205

201118 at 5226 PGD 0.000001816 -1.80527 -2.69936

209811 _at 835 CASP2 1.81734E-06 -3.31935 -2.18523

204123 _at 3980 LIG3 1.84892E-06 -1.56077 -1.64437
208918 _s_at 65220 NADK 1.86341E-06 -1.60281 -1.66433

215343 _at 440193 CCDC88C 1.91031E-06 -3.2709 -3.10109
207939_x_at 10921 RNPS1 1.92293E-06 -1.59567 -1.52677

215047_at 25893 TRIM58 1.94001E-06 -3.84316 -2.52765

203091 _at 8880 FUBP1 1.94301E-06 -3.1485 -1.70675

213817_at 11213 IRAK3 1.95663E-06 -3.25446 -5.27355

212033_at 58517 RBM25 1.9687E-06 -1.77321 -2.271
217466_x_at 6187 RPS2 1.98439E-06 -1.824 -1.88049

213258 at 7035 TFPI 2.0241E-06 -2.06363 -1.68434

206510_at 10736 SIX2 2.02753E-06 -1.73842 -1.7165

213329 at 23380 SRGAP2 2.02878E-06 -2.06192 -2.05961

204795_at 80742 PRR3 2.0557E-06 -1.72601 -1.5308
222011 _s_at 6950 TCP1 2.09324E-06 -3.40709 -1.93188

208944 at 7048 TGFBR2 2.10811E-06 -1.83684 -1.57133
209739_s_at 8228 PNPLA4 2.11815E-06 -2.28636 -1.77714

212691 _at 23511 NUP188 2.14015E-06 -1.73913 -1.60453
203806_s_at 2175 FANCA 2.1652E-06 -2.85485 -3.10838
220746_s_at 51720 UIMC1 2.20331E-06 -1.53355 -1.75372

219419 at 79863 RBFA 2.24313E-06 -1.50811 -1.5642

204955_at 8406 SRPX 2.24986E-06 -1.95178 -3.74967
205051_s_at 3815 KIT 2.25048E-06 -5.05857 -3.96472

201054 _at 10949 HNRNPAO 2.30932E-06 -1.60319 -1.75759
213715_s_at 256949 KANK3 2.35438E-06 -1.78096 -1.91854

212494 at 23371 TENC1 2.37882E-06 -2.03023 -2.18349

212801_at 11113 CIT 2.39088E-06 -3.31494 -3.23475

219644 at 51134 CCDC41 2.3991E-06 -2.32373 -2.78444

201746_at 7157 TP53 2.39954E-06 -1.83883 -1.62731
219392 x_at 55771 PRR11 2.40756E-06 -1.74045 -2.81731
202184 _s_at 55746 NUP133 2.52885E-06 -2.69269 -1.67356




219412 _at 23682 RAB38 2.54967E-06 -2.85192 -2.76227
204087_s_at 8884 SLC5A6 2.58757E-06 -2.3221 -2.1267
204027_s_at 4234 METTL1 2.59626E-06 -1.75115 -1.81208

212569 _at 23347 SMCHD1 2.61921E-06 -1.54695 -1.79316
209746_s_at 10229 coQ7 2.63866E-06 -2.26329 -1.69982

221549 at 83743 GRWD1 2.77602E-06 -2.04594 -1.53009
221135_s_at 28990 ASTE1 2.83462E-06 -2.88117 -1.63143

211717 _at 91369 ANKRD40 2.8653E-06 -1.54135 -1.53417

218513 _at 55319 TMA16 2.9842E-06 -3.71676 -1.91123

220067_at 51332 SPTBN5 2.99405E-06 -1.95951 -1.90264
213959_s_at 23322 RPGRIP1L 3.17585E-06 -4.62289 -1.86842

205598 _at 10293 TRAIP 3.20777E-06 -3.12596 -2.87009
218392 _x_at 94081 SFXN1 3.21788E-06 -1.89232 -1.69919

204706_at 56623 INPP5E 3.31114E-06 -2.19503 -1.62146

59631_at 114112 TXNRD3 3.32248E-06 -1.58417 -1.57642
218325_s_at 11083 DIDO1 3.33723E-06 -1.88402 -1.93178
210378 _s_at 8636 SSNA1 3.34331E-06 -1.75131 -1.50775
220044 _x_at 51747 LUC7L3 3.38499E-06 -2.99768 -1.54542
220668 _s_at 1789 DNMT3B 3.4504E-06 -2.65613 -2.67849

202396_at 10915 TCERG1 3.46166E-06 -1.5337 -1.73665
204249 _s_at 4005 LMO2 3.48828E-06 -4.08553 -5.19067
204575_s_at 4327 MMP19 3.52146E-06 -1.60018 -1.76828

213844 at 3202 HOXA5S 3.53982E-06 -1.8311 -1.84512

221815_at 11057 ABHD?2 3.60535E-06 -2.1085 -1.66762

218227_at 10101 NUBP2 3.64675E-06 -1.526 -1.57565

219036_at 80321 CEP70 3.66087E-06 -3.70997 -3.16265
203359_s_at 26292 MYCBP 3.70044E-06 -1.82505 -1.54751
222233 _s_at 64421 DCLRE1C 3.78923E-06 -2.86319 -2.05643

209196_at 9277 WDR46 3.7999E-06 -1.91104 -1.52346

218270_at 79590 MRPL24 3.80263E-06 -1.81626 -1.61825

202659 _at 5699 PSMB10 3.83637E-06 -2.07636 -1.64741
218756_s_at 79154 DHRS11 3.87005E-06 -2.44908 -2.15553

218670_at 80324 PUS1 3.93769E-06 -1.90489 -2.13651

213461 _at 11051 NUDT21 3.9967E-06 -3.18551 -2.99597
222047 _s_at 51593 SRRT 4.00379E-06 -3.63422 -2.42164




205070_at 54556 ING3 4.02624E-06 -2.05096 -1.61269
220397_at 56890 MDM1 4.1029E-06 -3.80647 -1.56568
38241 _at 10384 BTN3A3 4.12164E-06 -1.62658 -1.71335
219751 _at 79918 SETD6 4.17802E-06 -3.14361 -1.82713
208828 _at 54107 POLE3 4.2026E-06 -2.04265 -1.7631
204946_s_at 7156 TOP3A 4.24638E-06 -1.62497 -1.5664
216380_x_at 728453 RPS28P6 4.25996E-06 -1.73179 -1.72256
217177 _s_at 5787 PTPRB 4.32648E-06 -3.72531 -2.62781
36830_at 4285 MIPEP 4.32973E-06 -1.90314 -1.78595
214830_at 145389 SLC38A6 4.35005E-06 -4.19551 -2.05856
219098 at 10514 MYBBP1A 4.39874E-06 -1.75365 -1.66088
209445 _x_at 55744 COA1l 4.43196E-06 -1.97814 -1.62703
220214 at 7762 ZNF215 4.48694E-06 -2.12651 -1.61562
204563_at 6402 SELL 4.51963E-06 -1.76943 -1.72738
222240_s_at 51477 ISYNA1 4.65793E-06 -1.71705 -2.0352
202239 _at 143 PARP4 4.76705E-06 -2.2116 -1.55335
203947_at 1479 CSTF3 4.78564E-06 -2.41496 -1.59669
205836_s_at 64848 YTHDC2 4.94054E-06 -3.03657 -1.61814
200903_s_at 191 AHCY 4.9453E-06 -1.78451 -1.62373
215031 _x_at 55658 RNF126 4.97539E-06 -1.71206 -1.64365
208800_at 6731 SRP72 5.07671E-06 -1.77968 -1.60151
212872 _s_at 9477 MED20 5.08202E-06 -1.9629 -1.66742
219560_at 79680 C220rf29 5.11185E-06 -2.60442 -2.05798
205698_s_at 5608 MAP2K6 5.15053E-06 -2.46752 -3.47023
218774 at 28960 DCPS 5.15693E-06 -2.18115 -1.84029
219596_at 56906 THAP10 5.20598E-06 -4.30034 -2.80342
213035_at 23243 ANKRD28 5.25888E-06 -3.391 -3.31037
206241 at 3841 KPNAS 5.27654E-06 -2.63717 -1.50994
60815_at 84820 POLR2J4 5.29142E-06 -2.04618 -2.00471
210162_s_at 4772 NFATC1 5.53517E-06 -2.30077 -2.076
220171 x_at 55425 KIAA1704 5.58356E-06 -3.29241 -1.59023
217912 _at 64118 DUSIL 5.65526E-06 -1.61349 -1.93291
201613_s_at 8906 AP1G2 0.000005691 -1.6099 -1.68152
205107_s_at 1945 EFNA4 5.69844E-06 -2.36104 -1.64691
200762_at 1808 DPYSL2 5.76243E-06 -2.98348 -2.00371




218253 _s_at 1939 EIF2D 5.79522E-06 -1.53934 -1.71455
218500_at 51337 THEM6 5.86412E-06 -2.39677 -1.68499
218161 _s_at 54982 CLN6 5.92796E-06 -2.36879 -2.22552
205402_x_at 5645 PRSS2 5.94119E-06 -2.94392 -2.0462
219129_s_at 79685 SAP30L 5.98178E-06 -1.97098 -1.59265
203078 _at 8453 CuL2 5.99359E-06 -4.16942 -1.7539
202384 _s_at 6949 TCOF1 6.06509E-06 -1.94187 -2.02112
219698 _s_at 64863 METTL4 6.57381E-06 -5.00852 -2.78819
210051_at 10411 RAPGEF3 6.60075E-06 -2.44117 -2.5357
213248 at 730101 LOC730101 | 6.71939E-06 -2.09436 -2.49642
204495_s_at 56905 C150rf39 6.72923E-06 -1.53268 -1.69054
209804 _at 9937 DCLRE1A 6.7454E-06 -3.57182 -1.5484
204271 _s_at 1910 EDNRB 6.85457E-06 -1.90831 -1.9513
218283 _at 51188 SS18L2 7.05355E-06 -1.59768 -1.93049
203682_s_at 3712 IVD 7.09397E-06 -1.83116 -1.56181
208748 _s_at 10211 FLOT1 7.12947E-06 -2.07975 -1.58395
209431 _s_at 23598 PATZ1 7.19642E-06 -1.90191 -2.65732
216565_x_at 391020 LOC391020 | 7.21495E-06 -1.68008 -1.50819
204658 at 29896 TRA2A 7.29267E-06 -2.17424 -1.58588
216505_x_at 93144 RPS10P5 7.31865E-06 -1.54775 -1.73717
210386_s_at 4580 MTX1 7.34331E-06 -1.88502 -1.5306
213738 _s_at 498 ATP5A1 7.43012E-06 -1.62037 -1.53988
222044 _at 63935 PCIF1 7.45903E-06 -1.68492 -2.51846
202967_at 2941 GSTA4 7.58231E-06 -2.62911 -1.93304
219143 _s_at 54913 RPP25 7.73011E-06 -1.69843 -1.87493
218783_at 25896 INTS7 7.90712E-06 -3.67038 -2.11061
204432 _at 6666 SOX12 7.98995E-06 -1.85277 -2.55632
213235_at 400506 C160rf88 7.99288E-06 -1.77994 -1.52391
222033_s_at 2321 FLT1 8.00842E-06 -2.26202 -1.90288
202761 _s_at 23224 SYNE2 8.03345E-06 -4.97559 -10.2368
208549 x_at 326626 PTMAP7 8.16279E-06 -1.57606 -2.03967
206003 _at 9662 CEP135 8.20541E-06 -2.8581 -1.69919
220095_at 54875 CNTLN 8.37364E-06 -2.88422 -2.18671
200777 _s_at 9689 BZW1 8.53301E-06 -1.50623 -1.59491
203660_s_at 5116 PCNT 8.81098E-06 -2.36654 -2.67804




210007_s_at 2820 GPD2 9.01754E-06 -3.80903 -2.08159
48531_at 79155 TNIP2 9.0188E-06 -1.53505 -1.69086
219472 _at 79172 CENPO 9.04856E-06 -1.68518 -1.87392
220111 _s_at 57101 ANO2 9.07582E-06 -2.079 -2.42464
200069 _at 9733 SART3 9.10018E-06 -1.66785 -1.60896
203007_x_at 10434 LYPLA1 9.13745E-06 -1.81221 -1.53394
205642 _at 11064 CNTRL 9.32624E-06 -3.50327 -3.54038
221219 _s_at 54758 KLHDC4 9.80324E-06 -1.69402 -1.52941
205673_s_at 140462 ASB9 9.99769E-06 -3.03802 -3.03786
213074_at 55023 PHIP 1.02945E-05 -1.66531 -1.68905
202468 _s_at 8727 CTNNAL1 1.03402E-05 -1.51182 -1.7397
213353 _at 23461 ABCA5 1.07223E-05 -1.57895 -1.71656
221216_s_at 22955 SCMH1 1.07405E-05 -1.89982 -1.82617
205656_at 27253 PCDH17 1.07471E-05 -2.12273 -1.55215
219911 s_at 28231 SLCO4A1l 1.08349E-05 -1.75066 -2.95235
214221 at 7840 ALMS1 1.09933E-05 -2.57125 -1.74112
218538 _s_at 57380 MRS2 1.10547E-05 -2.67291 -1.60819
202264 _s_at 10452 TOMMA40 1.10958E-05 -1.98193 -1.76934
219330_at 81839 VANGL1 1.11501E-05 -3.42789 -1.85633
218758 _s_at 8568 RRP1 0.000011195 -2.09591 -1.60488
201321 _s_at 6601 SMARCC2 1.12856E-05 -2.48206 -1.84679
221187 _s_at 80199 FUZ 1.13352E-05 -1.52746 -1.53685
219531 at 55722 CEP72 1.14428E-05 -1.82189 -2.06646
218936_s_at 29080 CCDC59 1.17896E-05 -1.6173 -1.69076
211037_s_at 79143 MBOAT7 0.000011851 -1.75262 -1.55715
203150_at 10244 RABEPK 1.25327E-05 -1.77572 -1.51951
219490_s_at 64858 DCLRE1B 1.31079E-05 -2.03304 -2.43813
209725_at 27340 UTP20 0.000013132 -3.58427 -2.20898
209265_s_at 56339 METTL3 1.32519E-05 -1.79394 -1.72096
208433_s_at 7804 LRP8 1.34001E-05 -1.78114 -2.56891
204175_at 51042 ZNF593 1.35418E-05 -1.54667 -1.67642
206114 at 2043 EPHA4 1.39315E-05 -1.69396 -1.86075
206370_at 5294 PIK3CG 1.40846E-05 -2.29104 -1.8947
203702_s_at 9654 TTLLA 1.42135E-05 -1.74055 -1.81772
210215_at 7036 TFR2 1.42502E-05 -1.63644 -1.53194




205187_at 4090 SMAD5 1.46344E-05 -2.33237 -2.0076
203255_at 80204 FBXO11 1.48317E-05 -1.79622 -1.7053
214963_at 23279 NUP160 1.48676E-05 -3.60862 -2.9115
203938_s_at 9013 TAF1C 1.51112E-05 -2.24801 -2.20979
203555_at 26469 PTPN18 1.51695E-05 -2.11372 -1.509
219583_s_at 55812 SPATA7 1.53922E-05 -1.94344 -2.18266
206332_s_at 3428 IFI16 1.55931E-05 -2.11273 -2.08472
208794 _s_at 6597 SMARCA4 1.56773E-05 -1.5298 -1.68197
212287_at 23512 SUZ12 1.61147E-05 -1.5628 -1.59379
209083 _at 11151 CORO1A 1.62274E-05 -2.84386 -2.15691
214433 _s_at 8991 SELENBP1 1.62755E-05 -2.17492 -3.21438
201819 _at 949 SCARB1 1.66017E-05 -1.52813 -2.08708
218400_at 4940 OAS3 1.66496E-05 -2.40987 -2.42813
215022_x_at 7582 ZNF33B 1.72782E-05 -3.64006 -2.56498
219495_s_at 7733 ZNF180 1.73022E-05 -3.02734 -1.5397
203785_s_at 55794 DDX28 1.73311E-05 -2.02096 -1.52972
210102_at 4013 VWASA 0.000017879 -4.6206 -2.98091
206500_s_at 55320 MIS18BP1 1.79403E-05 -4.74891 -5.34241
221019_s_at 81035 COLEC12 1.81032E-05 -3.44823 -6.06912
204228 at 10465 PPIH 1.83829E-05 -1.69852 -1.90378
59705_at 51540 SCLY 1.83982E-05 -2.23323 -1.5986
221087_s_at 80833 APOL3 1.90066E-05 -1.77917 -2.708
206481 _s_at 9079 LDB2 1.90331E-05 -2.19493 -2.81759
218259 _at 57496 MKL2 1.91446E-05 -4.4523 -1.6069
207088_s_at 8402 SLC25A11 1.93515E-05 -1.61059 -1.64945
219403_s_at 10855 HPSE 1.94455E-05 -2.91874 -2.40011
204392 _at 8536 CAMK1 1.94813E-05 -2.51513 -1.57101
210672 _s_at 8131 NPRL3 1.95824E-05 -2.27682 -1.6187
203700_s_at 1734 DIO2 1.97678E-05 -5.0003 -1.62857
219420_s_at 65260 SELRC1 1.97921E-05 -1.67263 -1.78074
221800_s_at 80233 C170rf70 1.99256E-05 -1.8143 -1.64625
204703 _at 8100 IFT88 2.00832E-05 -4.243 -1.80458
218264 _at 56647 BCCIP 2.04255E-05 -2.72485 -1.79674
210534 _s_at 27077 BOD1 2.06692E-05 -2.3377 -2.08645
206743 _s_at 432 ASGR1 2.08548E-05 -2.10973 -2.13547




221712 _s_at 54663 WDR74 2.09178E-05 -2.11498 -1.55872
219556_at 80178 C160rf59 2.11362E-05 -1.77082 -1.91319
206049_at 6403 SELP 2.12802E-05 -1.81644 -2.1857

204652 _s_at 4899 NRF1 2.26242E-05 -1.6161 -1.64

210278 _s_at 11154 APAS1 2.26704E-05 -3.08872 -1.64494
209537_at 2135 EXTL2 2.26714E-05 -1.86067 -1.58416
40472 _at 254531 LPCATA 2.27086E-05 -1.5784 -1.97653
216348 at 442216 RPS17P5 2.29501E-05 -1.643 -1.85228

211721 _s_at 90233 ZNF551 2.29942E-05 -2.78337 -1.6423

204267_x_at 9088 PKMYT1 2.31324E-05 -1.77791 -1.89515
218265_at 79048 SECISBP2 2.32749E-05 -2.76351 -1.65813

203962_s_at 10529 NEBL 0.000023469 -1.66038 -1.73839
217050_at 10824 EPAG 2.37431E-05 -3.19706 -2.10126

221326_s_at 51174 TUBD1 2.53276E-05 -3.50941 -1.975

211475_s_at 573 BAG1 2.54176E-05 -2.71977 -1.53186
220180_at 80323 CCDC68 2.54728E-05 -1.73652 -1.84991

218506_x_at 84656 GLYR1 2.56012E-05 -1.5031 -1.57634
213452 _at 7738 ZNF184 2.60083E-05 -1.86315 -1.83102

210619_s_at 3373 HYAL1 2.60145E-05 -1.6927 -2.14297
212721 _at 140890 SREK1 2.62528E-05 -1.95299 -1.73765
204698 _at 3669 1SG20 2.65709E-05 -1.5309 -1.85196
217559 at 140801 RPL10L 2.65716E-05 -1.51248 -1.75219
209450_at 55644 OSGEP 2.80792E-05 -2.66368 -1.61144

220935_s_at 55755 CDK5RAP2 2.85121E-05 -1.5371 -1.66086
213626_at 84869 CBR4 2.86873E-05 -2.132 -1.82955
204947_at 1869 E2F1 2.91009E-05 -1.53285 -1.80701
217379 at 6134 RPL10 2.93276E-05 -1.69396 -2.00058
214591 _at 56062 KLHL4 3.06031E-05 -3.00214 -2.08184

220230_s_at 51700 CYB5R2 3.09276E-05 -2.18775 -2.52116
207917_at 25961 NUDT13 3.21147E-05 -1.91352 -1.86669
206828 at 7294 TXK 3.23777E-05 -2.06164 -2.21676
206295_at 3606 IL18 0.00003404 -3.98095 -3.98861
203192_at 10058 ABCB6 3.42697E-05 -1.67637 -1.6797

218463_s_at 80198 MUS81 3.49512E-05 -1.77995 -1.72804

208318 _s_at 9942 XYLB 3.61316E-05 -1.9826 -1.70821




203946_s_at 384 ARG2 3.62287E-05 -1.79361 -2.16249
34031_i_at 889 KRIT1 3.74501E-05 -2.54445 -1.81898
219649 at 29929 ALG6 3.79465E-05 -2.78948 -1.90726

218457 _s_at 1788 DNMT3A 3.91351E-05 -2.01157 -2.24424

203017_s_at 117178 SSX2IP 3.96265E-05 -1.88161 -1.7175

221649 _s_at 56342 PPAN 4.00778E-05 -1.58823 -1.65821

204353_s_at 25913 POT1 4.05722E-05 -1.78381 -1.5367

206005_s_at 22832 KIAA1009 4.16073E-05 -3.00451 -2.23847

202259_s_at 10443 N4BP2L2 4.19547E-05 -1.62884 -1.57139

214744 s_at 9349 RPL23 4.25904E-05 -2.19163 -1.83881
215011 at 8420 SNHG3 0.000046345 -3.50695 -3.588
210255_at 5890 RAD51B 4.64383E-05 -3.23101 -1.70037

219441 s_at 79705 LRRK1 4.86832E-05 -2.0114 -1.91986
210799 _at 3351 HTR1B 4.89851E-05 -1.57705 -2.10575

217777 _s_at 51495 PTPLAD1 5.61834E-05 -2.69131 -1.609
202847 _at 5106 PCK2 5.92695E-05 -1.76709 -3.38067

221664 _s_at 50848 F11R 5.94542E-05 -1.6258 -1.95643
214427 at 4839 NOP2 6.17265E-05 -1.8311 -1.52446
216957_at 23326 USpP22 6.29926E-05 -1.71846 -1.53367

214723_x_at 375248 ANKRD36 6.30341E-05 -2.04559 -1.94361
219769 _at 3619 INCENP 6.37886E-05 -2.08802 -2.14942

202227 _s_at 10902 BRD8 6.39868E-05 -1.96879 -1.64472
212980_at 9736 USP34 7.12529E-05 -3.35017 -2.96988

220885_s_at 55835 CENPJ 7.21367E-05 -2.54837 -3.07832
221371 _at 8995 TNFSF18 7.58143E-05 -2.11945 -2.33276

220103_s_at 51023 MRPS18C 7.62348E-05 -1.87499 -1.52998

210062_s_at 51385 ZNF589 7.67047E-05 -1.94618 -1.55396
220459 _at 114044 MCM3AP-AS1 [ 0.000076888 -1.73221 -1.91409

218904 _s_at 55071 C9orf40 7.76192E-05 -2.39819 -2.5859
203139 at 1612 DAPK1 7.82808E-05 -1.68795 -2.0137
220223_at 79915 ATADS 0.000078539 -1.93516 -2.3167
219008 _at 60526 C2o0rf43 7.87819E-05 -1.99143 -1.80271

217007_s_at 8751 ADAM15 7.88183E-05 -1.75523 -1.9555

33767_at 4744 NEFH 8.13048E-05 -1.50628 -2.22062
204283 _at 10667 FARS2 8.58056E-05 -2.49858 -1.80399




208893 _s_at 1848 DUSP6 8.62266E-05 -3.13209 -4.91532
202860_at 9909 DENND4B 9.17293E-05 -1.67849 -1.66541
204786_s_at 3455 IFNAR2 9.30659E-05 -1.67101 -1.54372
203029_s_at 5799 PTPRN2 9.40854E-05 -1.86933 -2.0629
207219 _at 65243 ZNF643 9.52465E-05 -2.86462 -1.95833
213858 at 58500 ZNF250 9.82838E-05 -1.76381 -1.61099
209946_at 7424 VEGFC 0.00010271 -1.61021 -1.85144
203379 _at 6195 RPS6KA1 0.000105471 -2.01408 -1.81112
209095_at 1738 DLD 0.000106183 -1.5505 -1.56246
209897_s_at 9353 SLIT2 0.00010624 -1.59362 -2.81299
210415_s_at 4957 ODF2 0.000106352 -1.57539 -2.06507
221374 _at 8823 FGF16 0.000106416 -2.00299 -2.30885
218275_at 1468 SLC25A10 0.000107412 -1.92339 -2.05177
40687_at 2701 GJA4 0.000108372 -1.61836 -1.55055
214717 _at 150967 PKI55 0.000108777 -1.97274 -1.51945
205078 _at 5281 PIGF 0.000112739 -1.58549 -1.54434
204819 _at 2245 FGD1 0.000114016 -1.50501 -1.50988
202270_at 2633 GBP1 0.000114189 -1.60172 -1.59347
219231 at 96764 TGS1 0.000115595 -1.82141 -1.6532
206308 _at 1787 TRDMT1 0.000117076 -3.2766 -2.02176
215299 x_at 6817 SULT1A1 0.000118457 -1.58935 -2.69261
213471 at 261734 NPHP4 0.000125046 -1.96024 -1.57108
218125_s_at 55246 CCDC25 0.000125348 -1.50065 -1.6899
206928 _at 7678 ZNF124 0.000126596 -4.34498 -2.88428
205511 _at 55056 FLJ10038 0.000134407 -1.75808 -1.61992
219082_at 51005 AMDHD2 0.000137347 -1.73351 -1.58784
210549_s_at 6368 CCL23 0.000137912 -1.59735 -1.56709
209162_s_at 9128 PRPF4 0.000138276 -1.79841 -1.58329
206533 _at 1138 CHRNAS 0.00014546 -2.89434 -2.88554
213470_s_at 3187 HNRNPH1 0.000147837 -2.2482 -1.51903
203239_s_at 4849 CNOT3 0.000148853 -1.52415 -1.50834
204425_at 393 ARHGAP4 0.000149468 -1.75932 -2.06609
218236_s_at 23683 PRKD3 0.000158655 -1.54721 -1.58651
204857_at 8379 MAD1L1 0.000162033 -2.3936 -2.15189
217019 at 128580 RPS4XP3 0.000164785 -1.77881 -1.97219




201545_s_at 8106 PABPN1 0.000168257 -1.66516 -1.66132
214457 _at 3199 HOXA2 0.000169033 -2.30859 -2.12911
201747 _s_at 6294 SAFB 0.000170428 -1.52146 -1.68469
206829 _x_at 80264 ZNF430 0.000171503 -2.10424 -1.75175
221683_s_at 80184 CEP290 0.00018392 -3.60595 -2.23696
202393_s_at 7071 KLF10 0.000185642 -1.75933 -1.51832
219833_s_at 114327 EFHC1 0.000186131 -2.01577 -2.02361
218884 _s_at 60558 GUF1 0.000186305 -2.58609 -1.66372
60794 _f at 730051 ZNF814 0.00018812 -1.82913 -1.57787
58916_at 65987 KCTD14 0.000191583 -2.52432 -1.8373
220842_at 54806 AHI1 0.000201613 -1.83703 -1.77323
207236_at 25850 ZNF345 0.000201889 -2.69141 -1.97549
212580_at 51752 ERAP1 0.000208397 -1.92532 -1.81608
205816_at 3696 ITGB8 0.000220415 -2.12994 -2.2931
221158 at 94104 GCFC1 0.000221052 -1.76678 -2.23534
210622_x_at 8558 CDK10 0.000226625 -1.7689 -2.09946
221614 _s_at 9501 RPH3AL 0.000232054 -1.80834 -1.8564
209950_s_at 50853 VILL 0.000232633 -1.75277 -1.54905
205848 at 2620 GAS2 0.000237297 -1.70361 -1.72415
206661 _at 80174 DBF4B 0.000238867 -2.08896 -2.2096
205186_at 7802 DNALI1 0.000241458 -1.92084 -2.13475
212583 _at 9716 AQR 0.000272686 -1.83141 -1.60331
212675_s_at 23177 CEP68 0.000274097 -2.32018 -1.60611
215170_s_at 22995 CEP152 0.000274848 -1.95272 -2.2071
36545_s_at 9814 SFI1 0.000278223 -1.76213 -1.8139
209735_at 9429 ABCG2 0.000280105 -1.76535 -2.01804
201344 at 7322 UBE2D2 0.000283364 -3.7196 -1.74748
214742 _at 22994 AZ|1 0.000285872 -1.98115 -1.99589
214843 _s_at 23032 USP33 0.000299662 -1.61256 -1.68555
206572_x_at 7639 ZNF85 0.000302341 -1.75097 -1.85652
206486_at 3902 LAG3 0.000308367 -1.51363 -1.51328
221621 _at 654434 LINCO0338 | 0.000311751 -2.54147 -1.76422
211742 _s_at 2124 EVI2B 0.000317246 -2.10094 -2.01515
219158 _s_at 80155 NAA15 0.000321441 -2.53032 -2.30983
201221 _s_at 6625 SNRNP70 0.00032905 -1.63074 -1.79882




215842 _s_at 23250 ATP11A 0.000356893 -1.55489 -1.70379
203444 _s_at 9219 MTA2 0.000366222 -1.77341 -1.6405
205194 _at 5723 PSPH 0.000384494 -2.45424 -2.22112
210288 _at 10219 KLRG1 0.000384518 -1.53079 -1.6532
201730_s_at 7175 TPR 0.000385819 -1.57899 -1.55643
201867_s_at 6907 TBL1X 0.000389829 -1.80274 -2.26617
206613_s_at 9015 TAF1A 0.000400413 -1.82929 -1.72031
202178 _at 5590 PRKCZ 0.000403317 -2.54418 -2.68544
207705_s_at 22981 NINL 0.000412071 -1.67724 -2.43273
212529 at 124801 LSM12 0.000428058 -1.69449 -1.76342
221188 _s_at 27141 CIDEB 0.00043485 -1.5396 -1.59567
210543_s_at 5591 PRKDC 0.000469135 -1.50556 -1.79296
210119 at 3772 KCNJ15 0.000494635 -2.54404 -2.53452
203155_at 9869 SETDB1 0.000527404 -1.51796 -1.63302
214276_at 11278 KLF12 0.000564788 -1.89424 -1.626
217547 x_at 171392 ZNF675 0.000565447 -1.61398 -1.73332
205500_at 727 C5 0.000565717 -1.99499 -2.24028
202182_at 2648 KAT2A 0.000629565 -1.82716 -1.77259
215282 _at 25847 ANAPC13 0.00063198 -1.64918 -1.57845
205624 _at 1359 CPA3 0.000655184 -1.6469 -1.57342
206038_s_at 7182 NR2C2 0.000661107 -1.70756 -1.53057
214102_at 116984 ARAP2 0.000696222 -2.33242 -2.58808
213596_at 837 CASP4 0.000723964 -1.96952 -2.29526
207727 _s_at 4595 MUTYH 0.000735037 -1.72584 -1.61168
219423 _x_at 8718 TNFRSF25 0.000759517 -1.65027 -1.66338
219448 at 54968 TMEM70 0.00077688 -2.05144 -1.80852
209392 _at 5168 ENPP2 0.000787546 -1.7017 -1.56985
210694 _s_at 4281 MID1 0.000803058 -1.60921 -1.55474
204251 _s_at 22897 CEP164 0.000889207 -1.54285 -1.67861
204040_at 9781 RNF144A 0.000902845 -2.1601 -2.46902
210915_x_at 28639 TRBC1 0.000973033 -1.8248 -1.61546
204560_at 2289 FKBP5 0.00100126 -1.55923 -1.61331
219325_s_at 55520 ELAC1 0.00109489 -1.89425 -1.52385
219627_at 79970 ZNF767 0.00110253 -1.86315 -1.63534
220940_at 57730 ANKRD36B 0.00118684 -2.53423 -1.98013




215239 x_at 10793 ZNF273 0.0013039 -2.39873 -2.13664
207564 _x_at 8473 OoGT 0.00139231 -1.73125 -1.55324
217513 _at 284021 MILR1 0.0014339 -1.71958 -1.87729
214352 s _at 3845 KRAS 0.00156663 -1.79887 -1.58621
214374 s _at 8496 PPFIBP1 0.00184675 -2.30597 -1.62985
207049_at 6334 SCN8A 0.00196479 -1.52196 -1.5754
215066_at 5792 PTPRF 0.00196786 -1.59184 -1.92046
214157 _at 2778 GNAS 0.00202177 -1.55753 -1.6654
219189 at 26233 FBXL6 0.00207602 -1.56108 -1.77557
202790_at 1366 CLDN7 0.00208736 -1.5246 -1.98934
210537 _s_at 6871 TADA2A 0.00215924 -1.64183 -1.54784
209285 _s_at 23272 FAM208A 0.00221551 -1.50109 -1.61859
202963 _at 5993 RFX5 0.00232499 -1.56902 -1.51874
213415 _at 1193 CLIC2 0.00245176 -1.62767 -1.61676
219371 s_at 10365 KLF2 0.00264147 -4.09301 -2.94765
219814 _at 55796 MBNL3 0.00279709 -1.52568 -1.69179
220954 s _at 29990 PILRB 0.00382109 -1.54287 -1.90464
215358 x_at 100129482 ZNF37BP 0.00388161 -2.43471 -1.90912
220299_at 54558 SPATA6 0.00415035 -1.62288 -1.54945
214109_at 987 LRBA 0.0046833 -1.81789 -1.62634
215919 s _at 64963 MRPS11 0.00523394 -1.67523 -1.53089
205472 s _at 1602 DACH1 0.00694951 -1.76031 -1.80419
206389 _s_at 5139 PDE3A 0.00707299 -1.94616 -1.65864
219009_at 60686 C140rf93 0.0079738 -1.59037 -1.64927
215889 at 6498 SKIL 0.0144546 -1.6581 -1.72803
207183 _at 2842 GPR19 0.0343313 -1.57134 -1.66081
217123 x_at 5369 PMCHL1 0.0443719 -1.52797 -1.5884
219717=at 54876 DCAF16 0.0495361 -1.58176 -1.55946
C. Common Genes of iSMC and UASMC Vs. EPC Upregulated
Fold Change (iSMC 2 | Fold Change (iSMC4 | Fold Change (UASMC

Column ID Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC) vs. EPC)

200974 _at 59 ACTA2 4.66744E-18 188.289 134.704 136.405

210095_s_at 3486 IGFBP3 1.12519E-16 69.7148 75.6213 75.6419




222108 _at 347902 AMIGO2 8.31773E-15 3.29529 8.49697 14.4077
203786_s_at 7164 TPD52L1 1.89867E-14 11.7155 14.9236 99.22
212154 _at 6383 SDC2 3.24009E-14 57.5371 37.8537 9.69234
202555_s_at 4638 MYLK 3.50143E-14 243.542 34.413 55.3324
203951 _at 1264 CNN1 4.33888E-14 135.394 84.3937 43.6324
213702_x_at 427 ASAH1 6.16948E-14 4.75558 4.40475 10.8458
202274 _at 72 ACTG2 9.51698E-14 417.31 95.9455 124.232
201506_at 7045 TGFBI 1.46315E-13 4.19644 5.19393 5.61918
205547_s_at 6876 TAGLN 1.87269E-13 4.57367 4.10635 3.263
208759 _at 23385 NCSTN 2.07803E-13 2.22333 1.89922 1.99032
201058_s_at 10398 MYL9 2.22179E-13 16.937 7.47069 7.61057
209765_at 8728 ADAM19 4.15215E-13 43.9633 16.8552 17.6445
212848 s_at 84909 C9orf3 5.02024E-13 7.58878 3.71796 2.74996
202307_s_at 6890 TAP1 5.87064E-13 10.141 3.88927 1.66083
1598_g at 2621 GAS6 6.66182E-13 9.19472 10.1702 5.75028
221011_s_at 81606 LBH 7.9889E-13 10.0987 10.2003 8.63716
202720_at 26136 TES 8.53829E-13 6.11288 3.72003 1.86586
202311 s_at 1277 COL1A1 9.31097E-13 13.1898 12.7268 419.884
203304 _at 25805 BAMBI 9.77268E-13 13.9899 7.53902 29.6402
209806_at 85236 HIST1H2BK 1.23008E-12 9.15135 11.2711 13.4763
203592_s_at 10272 FSTL3 1.27552E-12 8.5327 6.33398 9.70685
206375_s_at 8988 HSPB3 1.34628E-12 82.0342 2.36115 6.55898
209656_s_at 83604 TMEM47 1.9175E-12 4.21867 2.52965 2.66905
204780_s_at 355 FAS 2.11364E-12 18.2495 13.1408 11.6007
211160_x_at 87 ACTN1 2.2337E-12 3.31378 2.34875 1.6227
202403_s_at 1278 COL1A2 2.37295E-12 2.31952 1.5076 40.2666
210605_s_at 4240 MFGES8 2.77872E-12 2.23745 1.95846 36.575
218651_s_at 55323 LARP6 2.95992E-12 12.9173 14.0051 13.4469
203789_s_at 10512 SEMA3C 3.02864E-12 9.49406 8.13209 19.0454
215076_s_at 1281 COL3A1 3.69702E-12 5.28512 3.71548 8.68706
212554 _at 10486 CAP2 3.81164E-12 9.25276 12.5381 12.0423
212190 _at 5270 SERPINE2 3.93923E-12 8.77427 11.9368 30.3539
205132 _at 70 ACTC1 3.98855E-12 176.845 23.5149 6.40311
221766_s_at 55603 FAMA46A 4.02419E-12 2.03707 2.25605 28.6125
204940_at 5350 PLN 4.03237E-12 249.939 32.9826 14.5586




200620_at 9528 TMEMS59 4.25619E-12 3.05109 3.0998 3.92571
201341 _at 8507 ENC1 4.62094E-12 1.60377 2.91399 1.79189
215446_s_at 4015 LOX 4.80223E-12 5.36375 6.92343 12.4337
213531 _s_at 22930 RAB3GAP1 4.81243E-12 2.20059 2.50542 1.88661
202708_s_at 8349 HIST2H2BE 5.1113E-12 17.4618 21.3879 17.402
203167_at 7077 TIMP2 5.28919E-12 3.30155 2.76052 2.25337
203570_at 4016 LOXL1 5.71846E-12 13.3292 5.66113 17.8226
211959 at 3488 IGFBP5 5.82387E-12 110.189 128.824 133.088
209644 _x_at 1029 CDKN2A 5.91771E-12 1.55004 5.83584 12.3539
200897_s_at 23022 PALLD 6.32327E-12 5.96467 4.27296 4.19222
209911 _x_at 3017 HIST1H2BD 6.49037E-12 9.14026 11.4909 13.81
218717 _s_at 55214 LEPREL1 7.15143E-12 12.36 6.04006 1.65121
218854 _at 29940 DSE 7.52395E-12 2.05662 2.38614 4.34487
218087_s_at 10580 SORBS1 7.55675E-12 118.109 17.5743 23.5913
209758_s_at 8076 MFAPS 7.91824E-12 18.4194 10.9682 97.045
200827 _at 5351 PLOD1 8.37312E-12 4.05455 2.60649 2.46746
208782 _at 11167 FSTL1 8.53974E-12 2.14287 2.03302 1.7888
201631_s_at 8870 IER3 8.64844E-12 3.98985 4.7408 5.50471
202088_at 25800 SLC39A6 8.78298E-12 2.90301 3.77023 5.87289
213518 _at 5584 PRKCI 9.09631E-12 1.97603 1.8552 3.14891
206801 _at 4879 NPPB 9.65219E-12 645.334 513.172 12.5274
209576_at 2770 GNAI1 1.0068E-11 1.53626 2.0392 7.25368
213782_s_at 51778 MYOZ2 1.06014E-11 80.3641 74.2718 1.55609
210511_s_at 3624 INHBA 1.07598E-11 29.0157 23.113 21.0032
203963 _at 771 CA12 1.11323E-11 3.25473 1.54321 14.4926
217984 _at 8635 RNASET2 1.12893E-11 2.31377 2.82416 10.3696
217732_s_at 9445 ITM2B 1.14902E-11 2.64078 2.1322 2.27964
212614 _at 84159 ARID5B 1.17723E-11 14.0393 13.6764 11.0607
209283 _at 1410 CRYAB 1.23016E-11 35.2347 40.6724 34.6291
202364 _at 4601 MXI11 1.44653E-11 5.47409 4.36942 11.295
218380_at 22861 NLRP1 1.45231E-11 8.17843 21.4525 7.61601
209955_s_at 2191 FAP 1.46018E-11 74.1838 109.471 282.311
205807_s_at 7286 TUFT1 1.64506E-11 10.4179 12.5069 2.93411
208579 x_at 54145 H2BFS 1.65489E-11 7.55068 10.708 13.0921
207357_s_at 55568 GALNT10 1.6735E-11 6.21815 4.47727 3.06614




205885_s_at 3676 ITGA4 1.91488E-11 22.7539 35.9177 15.4213
202722_s_at 2673 GFPT1 1.97893E-11 2.38679 2.27247 3.74367
221667_s_at 26353 HSPB8 2.02666E-11 11.6411 11.5393 3.85127
201430_s_at 1809 DPYSL3 2.06858E-11 2.64724 2.31651 4.52623
203706_s_at 8324 FZD7 2.12137E-11 55.6408 44,7398 212.117
204620_s_at 1462 VCAN 2.32944E-11 10.2933 4.43332 165.087
201911 _s_at 10160 FARP1 2.53796E-11 4.49351 2.7877 1.53343
204083_s_at 7169 TPM?2 2.64281E-11 4.46162 3.19193 3.27953
218002_s_at 9547 CXCL14 2.66378E-11 262.168 3.13956 12.6204
37512_at 8630 HSD17B6 3.29503E-11 63.5386 14.5937 259.597
204194 _at 571 BACH1 3.48633E-11 2.42655 6.03181 2.14682
209420_s_at 6609 SMPD1 3.5104E-11 3.73999 3.10061 2.62242
201548_s_at 10765 KDM5B 3.52686E-11 3.05761 2.77791 2.74095
215071_s_at 8334 HIST1IH2AC 3.54873E-11 9.92426 31.2833 53.573
37892_at 1301 COL11A1 3.55124E-11 7.53172 2.49518 225.418
207030_s_at 1466 CSRP2 3.7615E-11 14.8081 13.2959 14.4116
212328 at 22998 LIMCH1 3.76358E-11 1.68543 2.08275 88.8841
202825_at 291 SLC25A4 3.81441E-11 7.43698 4.0082 4.42921
202733_at 8974 PAHA2 4.08339E-11 3.84313 4.00977 6.72205
201540 _at 2273 FHL1 4.09143E-11 4.61124 3.06942 3.93393
201162_at 3490 IGFBP7 4.10953E-11 1.73016 1.84893 1.52959
204656_at 6461 SHB 4.20202E-11 1.90324 1.64099 1.53774
209578_s_at 23275 POFUT2 4.78731E-11 2.94508 2.39782 2.91522
201141 _at 10457 GPNMB 4.90301E-11 18.4379 57.6492 73.0171
221004_s_at 81618 ITM2C 4.91373E-11 15.711 9.65908 12.781
204932 _at 4982 TNFRSF11B | 4.92517E-11 1.50444 32.8912 173.65
219654 _at 9200 PTPLA 5.02734E-11 11.9179 7.58165 3.91071
221471 _at 10955 SERINC3 5.07704E-11 2.36276 2.98517 2.79163
209185_s_at 8660 IRS2 5.10705E-11 14.7355 3.53662 13.672
210540_s_at 8702 BAGALT4 5.37789E-11 9.67039 4.57996 20.8891
209780_at 57157 PHTF2 5.38726E-11 1.94795 4.12684 1.80365
203438 _at 8614 STC2 5.68414E-11 2.47663 2.42993 6.9241
219637_at 80210 ARMC9 5.86633E-11 3.91557 3.14501 5.54175
220979 _s_at 81849 ST6GALNACS | 6.01726E-11 140.685 62.3633 279.976
213371 _at 11155 LDB3 6.24922E-11 44.0134 9.29759 2.03374




209356_x_at 30008 EFEMP2 6.62074E-11 3.90563 2.093 4.18789
204284 _at 5507 PPP1R3C 6.66284E-11 8.45291 9.83513 40.0186
212120_at 23433 RHOQ 6.87738E-11 4.70127 2.90574 3.48099

210788_s_at 51635 DHRS7 7.02176E-11 1.72688 2.85794 2.33671
201412 _at 26020 LRP10 7.1263E-11 4.10056 3.03292 3.11282
218531 _at 80194 TMEM134 7.14234E-11 2.14464 1.71287 1.60687

217967_s_at 116496 FAM129A 7.86292E-11 83.1415 22.7472 80.7143
203778 _at 4126 MANBA 8.47336E-11 9.17079 10.2835 21.8113
203827_at 55062 WIPI1 8.48829E-11 4.98167 3.52986 3.2578
212364 _at 4430 MYO1B 8.61152E-11 3.33179 14.5755 20.7015
202219 _at 6535 SLC6AS8 8.65431E-11 4.51072 3.90479 3.25145
200884 _at 1152 CKB 9.01129E-11 10.7291 2.83534 3.01608
219410_at 55076 TMEMA45A 9.06111E-11 4.11453 5.75505 6.72622

207543_s_at 5033 P4HA1 9.21582E-11 2.69336 2.42572 6.59286

213725_x_at 64131 XYLT1 9.27215E-11 100.354 89.2215 321.794
214702 _at 2335 FN1 9.82876E-11 5.94869 4.27389 2.06728
206638 _at 3357 HTR2B 9.95172E-11 16.4281 1.89332 2.73076

221530_s_at 79365 BHLHE41 9.99115E-11 11.6241 5.76997 90.5826

218326_s_at 55366 LGR4 1.1299E-10 7.79844 4.87115 5.24617

209822 _s_at 7436 VLDLR 1.17636E-10 29.3777 13.8172 40.3957

205022_s_at 1112 FOXN3 1.26834E-10 3.37791 2.21986 1.61801
201941 _at 1362 CPD 1.34892E-10 4.40357 1.57661 2.32005
209383_at 1649 DDIT3 1.35407E-10 8.77856 6.74975 3.85525

202439_s_at 3423 IDS 1.35784E-10 4.05007 4.98797 4.1006
212572 _at 23012 STK38L 1.42285E-10 5.38761 3.85102 2.75248

207172_s_at 1009 CDH11 1.48511E-10 1.70587 4.85552 11.6414
202796_at 11346 SYNPO 1.49671E-10 2.05398 3.47404 2.92977

204457 _s_at 2619 GAS1 1.54197E-10 1.72979 3.43549 291.525

201690_s_at 7163 TPD52 1.57645E-10 53.5437 9.15334 3.09713

220092_s_at 84168 ANTXR1 1.63198E-10 6.87518 9.04486 34.3368
212813_at 83700 JAM3 1.65143E-10 3.40268 2.43619 1.81068

209046_s_at 11345 GABARAPL2 | 1.65833E-10 2.14306 1.91663 1.85999

200953_s_at 894 CCND2 1.68731E-10 42.8927 79.0388 97.3476

203158 _s_at 2744 GLS 1.70029E-10 10.0245 5.91131 12.6485

215785_s_at 26999 CYFIP2 1.76168E-10 11.897 3.65696 1.53674




49077_at 51400 PPME1 1.77309E-10 7.39608 5.20716 2.84039
209540_at 3479 IGF1 1.77831E-10 54.4166 1.51514 1.611
209197_at 23208 SYT11 1.8348E-10 2.3065 3.86898 2.35024
209348_s_at 4094 MAF 1.84773E-10 10.0648 7.81987 26.5267
201362_at 10625 IVNS1ABP 1.90693E-10 2.19338 3.06901 9.59873
217762_s_at 11031 RAB31 1.93076E-10 5.83965 3.32418 1.74901
203896_s_at 5332 PLCB4 1.97042E-10 13.7016 40.5874 6.8581
210087_s_at 9019 MPZL1 2.00866E-10 2.53129 3.76056 3.59592
212509 _s_at 439921 MXRA7 2.07684E-10 3.31238 2.834 3.02419
210946_at 8611 PPAP2A 2.15795E-10 2.96973 1.72598 3.42574
202254 _at 26037 SIPA1L1 2.27611E-10 2.22598 1.54291 17.2049
203420 _at 51439 FAM8A1 2.63454E-10 2.39166 2.78918 3.7193
202656_s_at 9792 SERTAD2 2.74862E-10 3.08702 2.16134 2.10753
205755_at 3699 ITIH3 2.75217E-10 23.0512 4.29907 1.64798
218469_at 26585 GREM1 2.82701E-10 55.3491 26.0239 127.391
213578 _at 657 BMPR1A 2.84088E-10 20.0303 24.9844 31.6785
219655_at 79783 C70rf10 2.89795E-10 9.17829 9.31535 8.71628
201576_s_at 2720 GLB1 2.91111E-10 1.83309 1.53677 2.89479
217898 _at 56851 EMC7 2.92058E-10 2.11448 2.50277 2.02022
201566_x_at 3398 ID2 2.98834E-10 30.4972 7.90846 62.2416
65884 _at 11253 MAN1B1 2.99044E-10 1.77939 1.57331 2.03412
213428 s_at 1291 COL6A1 3.08052E-10 4.31484 2.19917 14.2826
209018_s_at 65018 PINK1 3.10122E-10 4.32306 4.68621 4.39479
212642_s_at 3097 HIVEP2 3.11007E-10 4.50678 3.95702 5.89817
201482 _at 5768 QSOX1 3.14254E-10 2.42828 2.26641 1.63173
219561 _at 51226 COPZ2 3.49374E-10 2.76802 3.36884 7.97274
200878 _at 2034 EPAS1 3.53042E-10 1.59876 1.74892 1.98511
201603_at 4659 PPP1R12A 3.60515E-10 3.43162 1.96063 1.50536
217168_s_at 9709 HERPUD1 3.66021E-10 4.54036 2.26917 4.05118
220495_s_at 79770 TXNDC15 3.79941E-10 1.78186 1.70772 1.93369
209228 _x_at 7991 TUSC3 3.93773E-10 1.82458 1.63436 3.79519
212585_at 114882 OSBPL8 4.12633E-10 1.84555 2.47365 1.79304
220994 _s_at 29091 STXBP6 4.1669E-10 1.81236 4.43445 11.3551
202455_at 10014 HDAC5 4.26907E-10 2.59333 2.98555 1.94236
203227_s_at 6302 TSPAN31 4.35789E-10 2.56623 3.00553 2.55544




221730_at 1290 COL5A2 4.40183E-10 2.22858 1.85295 3.9082
206825_at 5021 OXTR 4.44323E-10 167.997 254.065 6.37203
206382_s_at 627 BDNF 4.71828E-10 6.10476 8.8404 2.8
202729_s_at 4052 LTBP1 4.74636E-10 5.68236 3.47038 2.17623
202284 _s_at 1026 CDKN1A 4.80631E-10 4.05862 3.59053 3.66089
210715_s_at 10653 SPINT2 5.03125E-10 6.59641 6.07657 2.11465
217936_at 394 ARHGAPS 5.21128E-10 4.40742 4.01226 5.85654
202013_s_at 2132 EXT2 5.23648E-10 3.24316 3.11821 4.65507
221756_at 113791 PIK3IP1 5.3994E-10 5.45143 6.7309 2.98118
203041_s_at 3920 LAMP2 5.55117E-10 2.06696 2.41611 2.46294
202336_s_at 5066 PAM 5.55415E-10 1.99406 2.29265 2.76461
201667_at 2697 GJA1 5.63475E-10 1.5331 1.71743 1.57404
212730_at 23336 SYNM 5.65633E-10 13.789 2.65821 10.8568
205174 _s_at 25797 QPCT 5.70565E-10 5.72476 8.40956 7.32844
202175_at 79586 CHPF 5.8456E-10 2.87957 2.38408 8.60811
201212 _at 5641 LGMN 5.88777E-10 9.04918 2.68057 3.65834
206284 _x_at 1212 CLTB 5.97045E-10 1.6376 2.48744 1.71324
201185_at 5654 HTRA1 6.24395E-10 4.59157 3.83736 3.94495
204415_at 2537 IFI6 6.31525E-10 17.4982 5.17504 1.83137
203835_at 2615 LRRC32 6.3727E-10 4.11266 4.37438 2.99857
221449 s_at 81533 ITFG1 6.41386E-10 3.65226 2.34517 3.36712
201616_s_at 800 CALD1 6.43781E-10 8.11645 6.05313 4.46439
203006_at 3632 INPP5A 6.44622E-10 3.67348 2.5535 1.55378
201125_s_at 3693 ITGBS5 6.48148E-10 2.09903 3.33507 2.99381
203072_at 4643 MYO1E 6.51445E-10 5.39363 2.25025 1.97306
204135_at 11259 FILIP1L 6.51478E-10 7.98003 6.97495 4.10901
201069_at 4313 MMP2 6.67652E-10 2.13873 1.82801 1.83307
635_s_at 5526 PPP2R5B 6.95439E-10 2.81366 2.72363 1.87819
217127_at 1491 CTH 6.99956E-10 2.30335 1.6581 8.43051
221584 _s_at 3778 KCNMA1 7.13953E-10 20.8258 7.1322 18.8823
214703_s_at 23324 MAN2B2 7.22984E-10 2.96517 1.78303 3.14643
205795_at 9369 NRXN3 7.25629E-10 8.03599 6.59199 2.29722
208747_s_at 716 C1S 7.64175E-10 2.06981 1.95579 97.0712
214073_at 2017 CTTN 7.67843E-10 3.60594 2.28364 1.59815
213652_at 5125 PCSK5 7.70049E-10 6.55944 2.80887 17.6369




206756_at 56548 CHST7 7.71898E-10 4.31542 3.10232 2.30382
208868_s_at 23710 GABARAPL1 | 7.72941E-10 2.07178 2.73313 9.34272
200923_at 3959 LGALS3BP 7.89939E-10 5.86787 3.32458 34.795
201200_at 8804 CREG1 8.10473E-10 6.77542 3.88101 6.32403
205083_at 316 AOX1 8.16654E-10 2.10732 30.2197 2.87646
213790_at 8038 ADAM12 8.1963E-10 2.36477 13.4011 155.19
204518_s_at 5480 PPIC 8.23764E-10 2.64336 2.02793 3.86203
202766_s_at 2200 FBN1 8.50099E-10 6.86498 6.61231 6.06868
208209_s_at 725 C4ABPB 8.5863E-10 1.51487 2.11496 8.19792
213199 at 26005 C2CD3 8.62157E-10 7.30793 2.03969 1.62075
205904 _at 4276 9.14966E-10 3.36958 2.94479 2.68235
208678 _at 529 ATP6V1E1 9.15326E-10 1.82811 2.2504 1.69419
212646_at 23180 RFTN1 9.28209E-10 4.46084 2.27151 1.99817
215313_x_at 3105 HLA-A 9.46348E-10 2.97484 2.35113 2.28407
218196_at 28962 OSTM1 9.65898E-10 5.03862 5.10894 3.14041
212622 _at 440026 TMEMA41B 9.71356E-10 1.89275 2.32719 2.41881
220327_at 389136 VGLL3 9.78292E-10 20.6909 11.7019 23.3264
202843 _at 4189 DNAJB9S 9.91119E-10 4.07054 4.62973 3.96282
201926_s_at 1604 CD55 9.99612E-10 4.50556 2.79871 3.38238
204981 _at 5002 SLC22A18 1.0325E-09 1.80398 1.7861 4.02473
212922 _s_at 56950 SMYD2 1.04302E-09 1.92043 1.81806 2.51491
203088 _at 10516 FBLN5 1.04692E-09 3.16602 2.23463 9.85638
201579_at 2195 FAT1 1.05185E-09 17.1314 24.6148 11.9264
204589 _at 9891 NUAK1 1.05262E-09 5.91182 6.00283 4.73717

37005_at 4681 NBL1 1.07714E-09 1.97446 2.01918 2.13472
202613_at 1503 CTPS1 1.09887E-09 2.75408 3.50489 3.3492
203504 _s_at 19 ABCA1 1.14012E-09 5.41631 5.02534 30.5716
221748_s_at 7145 TNS1 1.15609E-09 4.821 3.98718 3.43233
219631 _at 29967 LRP12 1.16591E-09 3.94171 4.54464 4.09022
214177_s_at 57326 PBXIP1 1.17843E-09 6.33837 4.2896 5.84571
205932_s_at 4487 MSX1 1.20788E-09 5.44636 3.7029 17.4122
212667_at 6678 SPARC 1.2396E-09 2.69606 2.38278 3.14261
212361_s_at 488 ATP2A2 1.24154E-09 3.20154 1.79842 1.72835
208370_s_at 1827 RCAN1 1.24546E-09 4.61764 8.52891 12.6234
219460_s_at 55654 TMEM127 1.25926E-09 2.43861 3.29495 2.16386




203642_s_at 22837 COBLL1 1.30391E-09 2.45064 2.21906 4.17999
213338 at 25907 TMEM158 1.3391E-09 37.4332 20.8938 14.4989
202976_s_at 22836 RHOBTB3 1.38314E-09 2.68136 2.4237 18.1616
214660_at 53918 PELO 1.38778E-09 82.7845 9.03703 26.7479
202263_at 51706 CYB5R1 1.40009E-09 2.15068 4.33655 4.62383
214719 at 283537 SLC46A3 1.40108E-09 4.06353 13.4757 52.7698
201174 _s_at 54386 TERF2IP 1.40306E-09 2.70312 2.53512 2.33776
219926_at 64208 POPDC3 1.44751E-09 13.7984 2.21455 3.71051
207836_s_at 11030 RBPMS 1.46303E-09 8.47424 3.01587 2.56105
204872_at 7091 TLE4 1.50414E-09 4.10626 3.75635 1.71148
201096_s_at 378 ARF4 1.54747E-09 1.635 1.57232 1.64277
205715_at 683 BST1 1.60113E-09 1.89721 3.77727 8.85481
205515_at 8492 PRSS12 1.60594E-09 2.39498 1.70523 56.6853
217783_s_at 51646 YPELS 1.64717E-09 3.29195 3.49789 2.64251
203303_at 6990 DYNLT3 1.65306E-09 3.07193 2.2353 2.44674
200673_at 9741 LAPTMA4A 1.71382E-09 1.97608 1.65606 1.6081
211980_at 1282 COL4A1 1.78754E-09 2.19626 2.06356 1.90268
201981 _at 5069 PAPPA 1.84502E-09 57.0187 19.7788 46.0611
209712 _at 23169 SLC35D1 1.88406E-09 3.98905 2.32893 2.5958
209485_s_at 114876 OSBPL1A 1.93299E-09 4.77865 4.27761 1.90138
213342 _at 10413 YAP1 1.97803E-09 2.15412 2.38468 5.60441
218004_at 55108 BSDC1 1.98888E-09 1.61604 2.17005 2.24673
212341 _at 286451 YIPF6 1.99372E-09 1.84061 2.15812 1.66189
221556_at 8555 CDC14B 2.01624E-09 6.90821 7.25831 6.1231
219922 _s_at 4054 LTBP3 2.0572E-09 2.62779 1.84394 1.83833
203335_at 5264 PHYH 2.06764E-09 3.33829 1.71937 2.09455
220389_at 60494 CCDC81 2.08611E-09 14.2081 18.0609 3.11544
37408 _at 9902 MRC2 2.091E-09 2.89009 2.41965 12.0974
203485_at 6252 RTN1 2.13221E-09 7.95831 58.8671 247.498
211423 _s_at 6309 SC5DL 2.25232E-09 3.24033 5.94825 4.05166
201552 _at 3916 LAMP1 2.29056E-09 1.94239 1.65581 1.64577
202625_at 4067 LYN 2.31324E-09 3.51564 4.89966 4.12431
209459 _s_at 18 ABAT 2.31446E-09 7.5 14.8918 37.0431
205876_at 3977 LIFR 2.31599E-09 1.94315 2.07804 7.79146
205574 _x_at 649 BMP1 2.36408E-09 2.39609 1.76035 2.89386




213480_at 8674 VAMP4 2.43299E-09 1.943 1.82362 1.81773
200766_at 1509 CTSD 2.45568E-09 2.6149 2.80173 2.89415
202630_at 10513 APPBP2 2.48674E-09 1.85553 2.89256 2.90841
203688 _at 5311 PKD2 2.54794E-09 2.60879 3.45638 2.58022
208926_at 4758 NEU1 2.59239E-09 2.46497 2.50455 1.63906
209230_s_at 26471 NUPR1 2.59911E-09 3.60744 1.80961 41.4412
203695_s_at 1687 DFNAS 2.62222E-09 3.59218 2.1669 6.10706
210004 _at 4973 OLR1 2.634E-09 1.80058 2.45969 137.593
203725_at 1647 GADDA45A 2.70699E-09 3.4291 3.34995 2.36662
209845_at 23608 MKRN1 2.72322E-09 3.29263 2.45147 1.96979
204288_s_at 8470 SORBS2 2.8177E-09 6.59209 2.35541 3.72008
204491 _at 5144 PDE4AD 2.90904E-09 6.67446 2.84642 3.81021
212993 _at 138151 NACC2 2.96184E-09 2.96835 2.43887 2.38101
202910_s_at 976 CD97 2.9672E-09 5.91349 4.61543 5.22644
202117 _at 392 ARHGAP1 2.99346E-09 3.07809 1.83445 2.54046
208812 _x_at 3107 HLA-C 3.01248E-09 3.75178 2.76555 2.24944
212807_s_at 6272 SORT1 3.08533E-09 13.3779 10.4681 8.66277
211979 at 57720 GPR107 3.08751E-09 2.75737 1.93378 1.99601
211964 _at 1284 COL4A2 3.10253E-09 2.32923 2.16548 2.05595
212184 _s_at 23118 TAB2 3.11218E-09 1.94229 1.80171 1.52792
202498 _s_at 6515 SLC2A3 3.21841E-09 2.71076 242121 7.24934
208671_at 57515 SERINC1 3.27478E-09 2.23716 2.59179 2.30536
221875_x_at 3134 HLA-F 3.2812E-09 4.53811 2.84414 2.10333
58780_s_at 55701 ARHGEF40 3.30073E-09 3.613 7.19109 3.57792
218980_at 80206 FHOD3 3.30083E-09 9.6825 11.3581 32.4252
206924 _at 3589 IL11 3.3039E-09 3.79472 5.09342 52.2104
201645_at 3371 TNC 3.30915E-09 18.5428 3.65462 49.0545
222156_x_at 9236 CCPG1 3.31573E-09 3.18344 3.35256 3.84474
201963_at 2180 ACSL1 3.34178E-09 1.78174 2.78552 1.66794
201877_s_at 5527 PPP2R5C 3.409E-09 1.50596 1.8842 1.76517
214434 at 259217 HSPA12A 3.51026E-09 1.7746 1.82457 5.66641
219179 _at 51339 DACT1 3.55017E-09 116.65 107.823 101.719
219397_at 80219 €0Q108 3.66014E-09 3.68469 2.97774 2.53649
219343 _at 55664 CDC37L1 3.7379E-09 3.95123 2.36389 2.22768
204224 _s_at 2643 GCH1 3.82073E-09 10.1303 1.78875 3.44015




219557_s_at 56675 NRIP3 3.8678E-09 3.02356 2.69967 2.38054
205433 _at 590 BCHE 3.87889E-09 2.75293 4.29444 21.8414
202228_s_at 27020 NPTN 3.90582E-09 2.55491 2.12782 2.12839
204653 _at 7020 TFAP2A 3.9578E-09 3.49531 12.1087 2.82854
211911 x_at 3106 HLA-B 4.05249E-09 5.82066 3.66423 2.59579
221447 s_at 83468 GLT8D2 4.07601E-09 2.42316 4.67909 20.1106
202638_s_at 3383 ICAM1 4.21603E-09 6.04506 1.82479 5.22253
206595_at 1474 CST6 4.26922E-09 3.03633 5.83754 2.36913
32094 _at 9469 CHST3 4.2961E-09 1.79088 2.999 1.57886
218310_at 27342 RABGEF1 4.29664E-09 4.03112 2.62548 3.85255
210749 x_at 780 DDR1 4.34921E-09 3.88771 4.46665 2.65358
202367_at 1523 CUX1 4.35296E-09 3.22387 1.97877 3.08423
207809_s_at 537 ATP6AP1 4.4206E-09 2.21023 2.27193 1.68904
206814 _at 4803 NGF 4.45636E-09 3.4467 8.52579 2.01964
204035_at 7857 SCG2 4.50515E-09 1.65235 2.6453 151.043
201828 _x_at 8933 FAM127A 4.55526E-09 1.52411 1.54493 1.95836
203264 _s_at 23229 ARHGEF9 4.62583E-09 10.4847 2.78239 1.7022
202756_s_at 2817 GPC1 4.6386E-09 2.99065 2.80795 5.55127
218312_s_at 65982 ZSCAN18 4.66636E-09 4.11076 4.86963 13.984
209583_s_at 4345 CD200 4.695E-09 5.03825 3.89923 34.3717
204963_at 8082 SSPN 4.81703E-09 57.5049 7.59035 46.0013
202815_s_at 10614 HEXIM1 4.82428E-09 2.3417 1.82132 5.04548
218024 _at 51660 MPC1 4.92864E-09 2.52733 2.03874 2.0913
202704 _at 10140 TOB1 5.06879E-09 3.99528 3.81112 5.40524
34408_at 6253 RTN2 5.18443E-09 5.13398 2.64582 2.68819
201561_s_at 22883 CLSTN1 5.18865E-09 2.55715 1.7625 2.21185
209556_at 23154 NCDN 5.19735E-09 1.62472 2.97992 2.77412
210220 _at 2535 FZD2 5.22336E-09 5.00386 5.28254 6.92692
201800_s_at 5007 OSBP 5.40386E-09 2.86399 2.09845 1.6589
44783_s_at 23462 HEY1 5.44077E-09 5.95343 2.77011 1.89992
204485_s_at 10040 TOM1L1 5.46959E-09 2.59352 5.33714 8.67904
209406_at 9532 BAG2 5.47918E-09 2.6097 1.96242 2.57064
221478 at 665 BNIP3L 5.65902E-09 1.6864 1.80744 2.6625
219529 at 9022 CLIC3 5.94804E-09 3.00712 4.23146 14.7949
203140_at 604 BCL6 6.12684E-09 8.87686 2.93327 4.69549




201535_at 5412 UBL3 6.19071E-09 4.16239 2.1528 3.26563
204570_at 1346 COX7A1 6.31539E-09 1.94178 2.07138 2.72153
201844 _s_at 23429 RYBP 6.40997E-09 2.81598 2.11414 2.37586
206025_s_at 7130 TNFAIP6 6.50358E-09 1.89442 5.7496 30.0506
212501 _at 1051 CEBPB 6.61638E-09 3.34386 1.73891 5.57503
221752_at 54434 SSH1 6.76459E-09 2.51518 4.14014 3.19035
201944 _at 3074 HEXB 6.76645E-09 1.88484 1.79635 1.50366
207177 _at 5737 PTGFR 6.79999E-09 1.87302 3.06864 17.5268
204984 _at 2239 GPC4 6.88745E-09 2.15535 2.80745 48.666
200759_x_at 4779 NFE2L1 7.26265E-09 1.70016 1.70372 1.62901
203875_at 6594 SMARCA1 7.2753E-09 1.69292 1.77482 2.84219
200847_s_at 51669 TMEMG66 7.28801E-09 1.82397 2.19754 1.78528
202644 _s_at 7128 TNFAIP3 7.30898E-09 6.07091 1.82463 6.25123
209785_s_at 8605 PLA2GAC 7.3648E-09 5.43456 7.25832 1.87442
219201 _s_at 57045 TWSG1 7.38213E-09 5.65889 2.43117 4.71064
204472 _at 2669 GEM 7.47551E-09 45.3749 14.9976 6.8725
45653_at 253980 KCTD13 7.47868E-09 2.95602 2.11842 1.68459
213689 x_at 388650 FAMG69A 7.58383E-09 7.26838 9.63118 25.634
213170_at 2882 GPX7 7.74297E-09 2.14249 1.66396 2.65948
218581 _at 63874 ABHDA4 7.76312E-09 1.69725 2.64436 3.19914
202181 _at 9766 KIAA0247 7.95095E-09 3.05425 2.64138 2.22957
212573_at 23052 ENDOD1 7.97156E-09 2.57651 1.81857 2.01492
210809_s_at 10631 POSTN 8.05971E-09 28.6031 30.3889 9.22499
212136_at 493 ATP2B4 8.08287E-09 4.09369 2.28134 2.1165
218927_s_at 55501 CHST12 8.12536E-09 2.11457 1.75826 1.7068
202607_at 3340 NDST1 8.1259E-09 1.8729 3.78575 4.405
202537_s_at 25978 CHMP2B 8.1627E-09 2.28987 2.3662 2.27122
209345_s_at 55361 PIAK2A 8.33576E-09 1.68247 2.55224 2.13646
204221 x_at 11010 GLIPR1 8.40678E-09 2.30774 2.66649 2.76196
210592_s_at 6303 SAT1 8.56678E-09 3.82062 3.61569 3.94747
209935_at 27032 ATP2C1 8.79781E-09 2.58096 3.03983 1.89122
203758 _at 1519 CTSO 8.7994E-09 2.36206 1.7298 3.25238
212780_at 6654 SOS1 8.8825E-09 2.49666 3.78602 1.88352
200606_at 1832 DSP 9.03235E-09 12.1468 61.4607 13.9274
208546_x_at 8345 HIST1H2BH 9.18034E-09 3.0853 4.14844 4.67383




219696_at 163486 DENND1B 9.31239E-09 2.11016 3.92422 3.48791
210002_at 2627 GATA6 9.64191E-09 1.62821 2.36011 3.70651
220603_s_at 55784 MCTP2 9.65104E-09 1.60752 2.32493 21.2862
55093_at 54480 CHPF2 9.83487E-09 1.65437 1.65554 1.84554
220750_s_at 64175 LEPRE1 9.93814E-09 1.72277 1.60479 2.93052
219603_s_at 7769 ZNF226 9.994E-09 2.87986 3.0259 4.27143
207069_s_at 4091 SMAD6 1.00401E-08 2.33939 1.61114 2.31598
204732_s_at 373 TRIM23 1.01142E-08 2.16893 2.56381 3.10388
218924 _s_at 1486 CTBS 1.02374E-08 2.9292 2.14541 1.63044
218942 _at 79837 PIP4K2C 1.06683E-08 1.99378 3.2102 2.57744
204715_at 24145 PANX1 1.07473E-08 1.99024 2.08536 2.16059
206833_s_at 98 ACYP2 1.0838E-08 3.29764 4.34264 3.42087
209454 _s_at 7005 TEAD3 1.10413E-08 3.00064 3.24988 5.59696
205120_s_at 6443 SGCB 1.14193E-08 1.66672 1.91608 1.80645
210829_s_at 23635 SSBP2 1.16595E-08 5.79331 3.72132 4.61777
213883_s_at 83941 TM2D1 1.16911E-08 1.79769 2.30398 1.73149
204058 _at 4199 ME1 1.23476E-08 2.10847 1.9783 4.04129
205990_s_at 7474 WNT5A 1.23667E-08 1.54081 4.97535 15.2508
213110_s_at 1287 COL4AAS 1.23789E-08 4.33023 4.226 5.32555
212057 _at 23199 KIAA0182 1.25724E-08 1.7878 2.05012 6.88114
203368 _at 78987 CRELD1 1.28048E-08 2.80181 2.26692 1.73298
202350_s_at 4147 MATN2 1.28218E-08 2.87935 4.94531 11.7351
204675_at 6715 SRD5A1 1.32319E-08 1.65422 2.59844 4.4203
219478 _at 58189 WFDC1 1.3338E-08 63.1344 7.09542 42.3554
204201_s_at 5783 PTPN13 1.33561E-08 15.9374 6.17652 17.3829
218436_at 64374 SIL1 1.34058E-08 1.99027 2.05066 2.84753
220153_at 57089 ENTPD7 1.4022E-08 3.4523 2.5781 1.86283
203024 _s_at 56951 C5orf15 1.44108E-08 1.99651 1.96004 2.73628
210275_s_at 7763 ZFANDS 1.44694E-08 1.78318 1.50689 1.93234
203364 _s_at 9776 ATG13 1.44895E-08 1.7349 1.95179 2.32154
205348_s_at 1780 DYNCI1I1 1.45754E-08 2.51603 6.33465 1.82618
220145_at 79884 MAP9 1.47123E-08 3.3021 8.81551 28.6941
204076_at 9583 ENTPD4 1.47688E-08 2.00236 2.4318 2.56265
207876_s_at 2318 FLNC 1.51168E-08 4.82835 4.50237 1.70099
203921 _at 9435 CHST2 1.55011E-08 2.52284 6.37454 1.71771




219287_at 27345 KCNMB4 1.56448E-08 2.03786 2.51601 2.30576
202764 _at 6786 STIM1 1.6166E-08 3.69342 2.83975 1.5568
208817 _at 1312 COMT 1.62803E-08 1.52768 1.99791 1.68252
218217 _at 59342 SCPEP1 1.66215E-08 2.73081 1.7434 2.29117
203232_s_at 6310 ATXN1 1.67036E-08 8.82331 3.35857 3.66957
204277_s_at 7084 TK2 1.69891E-08 2.00334 2.35387 2.59175
201023_at 6879 TAF7 1.71627E-08 1.96652 1.80015 2.28537
204464 _s_at 1909 EDNRA 1.72389E-08 40.1021 36.6221 2.20647
205158 at 6038 RNASE4 1.73991E-08 1.88892 1.81156 3.59556
205935_at 2294 FOXF1 1.86703E-08 7.56792 2.2086 21.9038
219282_s_at 51393 TRPV2 1.90546E-08 3.49859 5.57719 7.09106
221972_s_at 51150 SDF4 1.92244E-08 1.78509 1.65094 1.94944
221864 _at 93129 ORAI3 2.03666E-08 2.04703 2.94654 4.44125
204204 _at 1318 SLC31A2 2.0779E-08 2.43816 3.92354 2.80971
204790_at 4092 SMAD?7 2.10799E-08 2.77929 2.70563 4.56243
221803_s_at 29982 NRBF2 2.12084E-08 2.54207 1.79716 2.59628
214446_at 22936 ELL2 2.12117E-08 4.54224 3.23163 2.65992
207839_s_at 51754 TMEM8B 2.13767E-08 2.4605 2.07957 1.67738
203556_at 22882 ZHX2 2.17488E-08 4.04419 3.27588 2.79694
207264 _at 11015 KDELR3 2.1875E-08 1.52239 1.60826 4.2931
212503_s_at 22982 DIP2C 2.19882E-08 1.64449 3.52031 19.3942
41047_at 79095 C9orfl6 2.20892E-08 2.24946 2.00789 1.80879
202718 _at 3485 IGFBP2 2.21555E-08 8.16254 3.71407 4.03372
202204 _s_at 267 AMFR 2.26983E-08 1.75431 2.15686 1.68989
209879_at 6404 SELPLG 2.27836E-08 2.35622 4.97061 1.74385
201908 _at 1857 DVL3 2.30601E-08 2.62452 2.0148 2.57827
212358 _at 25999 CLIP3 2.38515E-08 3.05353 2.11989 5.48338
204099_at 6604 SMARCD3 2.4272E-08 2.3174 2.91914 3.24916
212419 at 219654 ZCCHC24 2.45128E-08 1.64624 1.52429 3.56679
202668 _at 1948 EFNB2 2.58204E-08 3.00438 3.04009 3.20963
217979_at 27075 TSPAN13 2.59153E-08 3.06472 4.17752 5.05898
208703_s_at 334 APLP2 2.61342E-08 3.46331 1.79115 1.51884
219054 _at 79614 2.62953E-08 5.21749 8.11009 1.59145
210118_s_at 3552 IL1A 2.63996E-08 2.04923 1.54707 13.9605
218311 _at 8491 MAP4K3 2.64764E-08 2.96403 2.94261 2.34374




217889 _s_at 79901 CYBRD1 2.66167E-08 1.70667 3.88031 2.59392
207000_s_at 5533 PPP3CC 2.72829E-08 2.91787 2.74509 1.79939
205659_at 9734 HDAC9 2.79595E-08 8.84991 8.46648 1.99552
204424 s_at 55885 LMO3 2.80844E-08 20.1545 1.55812 3.31032
210512_s_at 7422 VEGFA 2.8298E-08 6.88653 2.58995 7.85207
203068 _at 9903 KLHL21 2.88303E-08 2.53174 2.99875 1.80142
202920_at 287 ANK2 2.89178E-08 1.95776 2.38 21.0443
221041_s_at 26503 SLC17A5 2.9402E-08 2.42156 1.65629 2.23283
221778 at 80853 JHDM1D 3.01693E-08 3.58943 1.58341 2.43627
204306_s_at 977 CD151 3.02202E-08 1.88814 2.06557 2.63224
202440_s_at 6764 ST5 3.04465E-08 3.53312 3.41581 10.8803
201765_s_at 3073 HEXA 3.07519E-08 2.35606 2.14363 2.57371
203120_at 7159 TP53BP2 3.08938E-08 2.54722 1.94937 1.79261
203756_at 9828 ARHGEF17 3.09398E-08 2.01988 2.17271 2.37961
36612_at 23201 FAM168A 3.16651E-08 1.66806 2.41494 3.28925
202324 _s_at 64746 ACBD3 3.35403E-08 2.09921 1.75065 1.82082
221029_s_at 81029 WNT5B 3.38973E-08 5.69365 32.8222 13.2599
209681 _at 10560 SLC19A2 3.4341E-08 3.1081 2.11715 4.06733
201186_at 4043 LRPAP1 3.43512E-08 2.50545 2.47424 2.96078
205214 _at 9262 STK17B 3.47317E-08 4.8435 2.72736 1.73012
202897_at 140885 SIRPA 3.51873E-08 1.72043 4.03346 3.21055
35265_at 9513 FXR2 3.70606E-08 1.93328 2.33535 1.72494
205117 _at 2246 FGF1 3.7108E-08 8.288 6.06241 3.05654
212877 _at 3831 KLC1 3.77231E-08 1.71046 2.60615 2.22088
221016_s_at 83439 TCF7L1 3.91527E-08 4.1202 3.33464 3.6353
213793_s_at 9456 HOMER1 3.93139E-08 3.81612 2.99987 3.27653
202443 _x_at 4853 NOTCH2 3.94286E-08 4.03801 4.24491 4.57303
202934 _at 3099 HK2 3.97963E-08 3.06586 1.68869 3.94312
202912 _at 133 ADM 3.98979E-08 5.59169 2.23921 2.10369
219622_at 55647 RAB20 4.00642E-08 2.86988 1.97288 4.46333
203151 _at 4130 MAP1A 4.14456E-08 7.42826 5.04399 10.3659
219051 _x_at 79006 METRN 4.22964E-08 2.13759 1.92954 1.72064
218124 at 54884 RETSAT 4.34997E-08 1.93245 2.23633 2.07727
206307_s_at 2297 FOXD1 4.69786E-08 13.3918 10.5256 18.8092
205442 _at 9848 MFAP3L 4.6981E-08 2.70764 18.648 10.5975




209211 _at 688 KLF5 4.69991E-08 1.94581 2.93755 8.74442
212507_at 23505 TMEM131 4.70134E-08 1.63548 1.64363 2.46702
201878 _at 25820 ARIH1 4.7071E-08 2.31955 2.3523 1.83507
212665_at 25976 TIPARP 4.8051E-08 1.98603 3.10389 2.44856
209422 _at 51230 PHF20 4.81188E-08 3.17619 1.52985 1.77692
203766_s_at 25802 LMOD1 4.973E-08 12.795 6.54123 8.36236
201995_at 2131 EXT1 5.16194E-08 2.0223 1.65233 1.54618
202820 _at 196 AHR 5.42335E-08 3.06202 2.35996 4.34508
218574 _s_at 29995 LMCD1 5.62275E-08 6.0188 1.74488 4.55659
205168 _at 4921 DDR2 5.65759E-08 4.83359 1.50692 4.47273
212416_at 9522 SCAMP1 5.67056E-08 1.69486 1.56692 1.52436
212731 _at 157567 ANKRD46 5.72774E-08 2.10235 2.18663 1.88028
219532 _at 6785 ELOVL4 5.94458E-08 6.34763 6.59229 5.61716
202071_at 6385 SDC4 6.01129E-08 3.38818 1.67421 2.89583
202829_s_at 6845 VAMP7 6.29729E-08 1.65265 2.02523 1.57626
204214 _s_at 10981 RAB32 6.41098E-08 1.7702 2.14237 1.57501
218824 at 55228 PNMAL1 6.48968E-08 2.78074 5.27369 9.99711
203329 _at 5797 PTPRM 6.53846E-08 3.51663 4.24616 2.79728
201312_s_at 6451 SH3BGRL 6.57416E-08 2.06538 1.65822 1.52836
55065_at 57787 MARK4 6.87519E-08 2.28754 1.872 1.52689
201279_s_at 1601 DAB2 6.93077E-08 1.64571 2.37178 1.53598
205352 _at 5274 SERPINI1 6.97192E-08 10.6341 8.213 7.88081
212689_s_at 55818 KDM3A 7.02777E-08 3.07642 1.88885 1.85492
201384 _s_at 4077 NBR1 7.36064E-08 1.60667 1.75102 2.27734
212686_at 57460 PPM1H 7.5653E-08 3.56034 9.34121 1.98382
206239_s_at 6690 SPINK1 7.70597E-08 5.04064 3.35135 1.75682
214748 at 10443 N4BP2L2 7.70677E-08 6.94626 4.80277 5.65504
200661 _at 5476 CTSA 7.72798E-08 2.5259 2.06978 2.70554
203266_s_at 6416 MAP2K4 7.78352E-08 2.22489 1.86079 1.54717
201393_s_at 3482 IGF2R 8.0741E-08 3.50478 3.63403 7.43271
202947 _s_at 2995 GYPC 8.34633E-08 5.63565 3.06141 1.80096
208454 _s_at 10404 CPQ 8.59168E-08 2.8591 2.84734 2.2837
206129_s_at 411 ARSB 8.61602E-08 4.64914 3.36154 2.54452
219383 _at 79899 PRR5L 8.66621E-08 6.37744 3.65821 7.3883
217904 _s_at 23621 BACE1 8.87831E-08 3.36834 2.56084 4.79053




200632_s_at 10397 NDRG1 9.0377E-08 2.06286 1.72964 3.04092
221903_s_at 1540 CYLD 9.06828E-08 2.70855 3.00184 1.79968
203238_s_at 4854 NOTCH3 9.13536E-08 5.81231 2.95627 3.70427
209645_s_at 219 ALDH1B1 9.22265E-08 4.07407 2.05013 1.93362
215535_s_at 10554 AGPAT1 9.26116E-08 1.778 1.66399 1.85796
221988 at 79086 C190rf42 9.63279E-08 2.33643 3.53831 1.94498
202616_s_at 4204 MECP2 9.65997E-08 1.75724 1.84803 2.26378
221689_s_at 51227 PIGP 9.68734E-08 1.60549 1.94811 2.78887
212982 _at 23390 ZDHHC17 9.70123E-08 1.66486 3.74312 2.13942
213112_s_at 8878 SQSTM1 9.78259E-08 3.30062 3.04067 3.91066
203986_at 8987 STBD1 9.85593E-08 4.43267 3.05595 2.47887
203477 _at 1306 COL15A1 1.00746E-07 13.3251 5.8738 18.8361
201707_at 5824 PEX19 1.01437E-07 1.68955 2.67157 1.98924
204075_s_at 9731 CEP104 1.01608E-07 2.07688 3.21193 2.97346
215222 _x_at 23499 MACF1 1.05368E-07 5.78128 1.91824 2.32657
217787 _s_at 2590 GALNT?2 1.06483E-07 2.05568 2.35037 1.70427
202452 _at 10444 ZER1 1.074E-07 1.98868 1.64925 1.81135
212561 _at 23258 DENNDSA 1.07538E-07 1.71274 1.5481 1.55395
214992 _s_at 1777 DNASE2 1.07927E-07 2.07191 2.6256 2.42541
203002_at 51421 AMOTL2 1.10324E-07 1.92918 1.82085 1.53427
208848 at 128 ADH5 1.11256E-07 2.46411 1.70289 2.4385
207196_s_at 10318 TNIP1 1.11329E-07 3.74559 1.69358 2.07393
213040_s_at 23467 NPTXR 1.12608E-07 6.16779 4.58781 7.40251
208767_s_at 55353 LAPTMA4B 1.13695E-07 3.69566 1.59321 1.67086
218773_s_at 22921 MSRB2 1.14098E-07 2.06899 1.58499 3.14346
212335_at 2799 GNS 1.15324E-07 2.44503 1.54165 1.7868
219496_at 65124 SOWAHC 1.1576E-07 3.01919 2.98903 2.34194
207826_s_at 3399 ID3 1.16115E-07 1.52787 2.49434 6.46383
218706_s_at 65983 GRAMD3 1.16159E-07 1.71492 2.26119 5.66077
202838 at 2517 FUCA1 1.179E-07 2.61199 2.56821 1.57995
213066_at 9853 RUSC2 1.20954E-07 3.46008 2.76502 2.90328
202968_s_at 8445 DYRK2 1.22473E-07 4.04792 2.28298 2.71784
47560_at 22859 LPHN1 1.25886E-07 3.33229 3.31097 1.79952
39248_at 360 AQP3 1.26818E-07 3.39616 4.25659 2.01982
218166_s_at 51773 RSF1 1.27008E-07 2.08271 2.11538 2.65024




219414 at 64084 CLSTN2 1.29871E-07 8.88908 4.87014 5.29433
207812_s_at 26003 GORASP2 1.3005E-07 1.50676 1.67883 1.78843
220178_at 126321 MFSD12 1.32136E-07 2.2477 2.574 2.16086
52164 _at 53838 Cllorf24 1.41358E-07 2.16938 2.27747 2.63951
203367_at 11072 DUSP14 1.42504E-07 2.34886 2.39342 1.556
46142_at 64788 LMF1 1.4492E-07 2.86313 1.72086 2.91304
206538 _at 22808 MRAS 1.47845E-07 3.74167 1.62834 1.71119
209959 _at 8013 NR4A3 1.48223E-07 11.3962 1.73554 6.00719
219600_s_at 757 TMEM50B 1.51183E-07 1.60396 2.12346 1.68085
218769 s_at 57763 ANKRA2 1.51822E-07 2.15301 2.04083 2.11705
203446_s_at 4952 OCRL 1.55493E-07 2.23074 2.08907 1.80204
206818_s_at 54805 CNNM2 1.5942E-07 3.07116 3.15054 2.02781
204303_s_at 9811 CTIF 1.64605E-07 1.99773 2.18473 2.6148
203543 _s_at 687 KLF9 1.70124E-07 3.32854 1.66588 1.90757
209034 _at 10957 PNRC1 1.70528E-07 2.34482 1.60916 3.36653
200918_s_at 6734 SRPR 1.72769E-07 1.5657 1.58406 1.69664
203441 _s_at 1000 CDH2 1.74507E-07 2.20611 3.00925 4.23685
219026_s_at 9462 RASAL2 1.75514E-07 2.56173 2.95368 2.05682
210224 _at 3140 MR1 1.7694E-07 1.51989 2.20998 5.17775
202260_s_at 6812 STXBP1 1.76983E-07 1.68997 1.90577 1.54554
203080_s_at 29994 BAZ2B 1.79184E-07 1.88657 1.96821 1.52675
220387_s_at 11147 HHLA3 1.79351E-07 4.8141 4.21966 4.08413
218450_at 50865 HEBP1 1.83363E-07 1.62598 1.72648 1.77531
201170_s_at 8553 BHLHE40 1.8761E-07 4.73082 2.33747 3.31629
202622_s_at 6311 ATXN2 1.89817E-07 2.16967 1.61497 1.76198
212383 _at 535 ATP6VOA1 1.89823E-07 1.72734 2.8985 1.83554
201443_s_at 10159 ATP6AP2 1.9514E-07 1.73097 1.69149 1.91665
206117 _at 7168 TPM1 1.96136E-07 3.83927 4.33585 2.76772
213832_at 3752 KCND3 2.00369E-07 1.62727 2.45238 11.2714
204137_at 7107 GPR137B 2.02285E-07 1.851 1.94559 2.97746
218446_s_at 51030 FAM18B1 2.08656E-07 2.17426 1.98873 2.25541
217890_s_at 55742 PARVA 2.17488E-07 2.70271 1.98436 1.79226
221755_at 254102 EHBP1L1 2.20191E-07 2.09151 2.27199 1.50574
212914 at 23492 CBX7 2.20799E-07 3.28596 2.64331 2.13897
205729 _at 9180 OSMR 2.23705E-07 2.63799 2.55374 7.75047




211529 x_at 3135 HLA-G 2.36331E-07 2.78529 1.86082 1.59493
206039_at 9363 RAB33A 2.41961E-07 3.57187 2.09069 2.64321
218178_s_at 57132 CHMP1B 2.43575E-07 1.77102 1.71909 1.98154
206706_at 4908 NTF3 2.45905E-07 6.94766 4.314 5.9795
218020_s_at 60685 ZFAND3 2.4827E-07 1.98371 1.76601 1.79964
207574_s_at 4616 GADDA45B 2.50924E-07 2.63378 2.01118 1.56868
201250_s_at 6513 SLC2A1 2.57102E-07 2.9026 3.84766 3.20706
201146_at 4780 NFE2L2 2.57895E-07 1.54601 1.56786 1.6099
203325_s_at 1289 COL5A1 2.60176E-07 2.01287 1.90454 3.46715
204916_at 10267 RAMP1 2.60381E-07 2.16197 1.64491 3.20238
221519 _at 6468 FBXW4 2.82026E-07 2.1888 2.4128 1.5726
219155_at 26207 PITPNC1 2.84695E-07 1.56519 1.51118 3.20478
56256_at 51092 SIDT2 2.9264E-07 1.64623 2.33871 2.39398
212970_at 323 APBB2 2.96653E-07 1.78372 1.72213 1.51852
201681_s_at 9231 DLG5 2.99377E-07 1.64099 2.50343 1.78715
215058 _at 160518 DENND5B 3.12486E-07 1.82457 2.72756 4.18264
203710_at 3708 ITPR1 3.19816E-07 7.20903 3.35817 5.85204
212297_at 79572 ATP13A3 3.22057E-07 1.7373 2.8469 2.57507
78383_at 100129250 (LOC100129250( 3.22581E-07 1.80698 1.53801 1.69
203743_s_at 6996 TDG 3.24988E-07 2.25816 1.85106 1.57726
201485_s_at 5955 RCN2 3.28574E-07 1.94862 1.85763 1.7492
212990_at 8867 SYNJ1 3.31238E-07 1.58446 2.28642 1.56434
203373_at 8835 SOCS2 3.36646E-07 6.14991 2.55903 4.83622
213272_s_at 57146 TMEM159 3.42712E-07 3.64633 1.98678 1.86851
219426_at 192669 EIF2C3 3.49204E-07 1.51595 1.75475 1.91541
213604_at 6924 TCEB3 3.64313E-07 2.40115 1.78031 1.68071
218418_s_at 25959 KANK2 3.65192E-07 2.40157 2.1655 1.78192
221895_at 158747 MOSPD2 3.68332E-07 1.68095 1.66734 1.65374
213238 at 57205 ATP10D 3.6884E-07 2.08282 2.68191 2.43783
213727_x_at 65258 MPPE1 3.87655E-07 1.65483 1.99284 2.10541
219032_x_at 23596 OPN3 3.95129E-07 2.6904 1.6349 2.87403
219506_at 79630 Clorf54 3.95136E-07 1.53336 1.94704 2.12298
205372_at 5324 PLAG1 4.08976E-07 2.29069 2.50866 2.93768
213388 at 9659 PDEADIP 4.10148E-07 2.27357 1.88922 3.90893
204966_at 576 BAI2 4.11894E-07 3.34886 1.67648 3.46328




214765_s_at 27163 NAAA 4.45675E-07 2.0996 1.81304 1.73095
214663_at 25778 DSTYK 4.60638E-07 1.9305 1.76472 1.50356
44702 _at 85360 SYDE1 4.69483E-07 1.68565 2.29415 2.12632
205590_at 10125 RASGRP1 4.72736E-07 13.4211 15.4455 2.67385
214474 at 5565 PRKAB2 4.82347E-07 5.19024 2.8571 1.54966
202061_s_at 6400 SEL1L 4.86162E-07 1.73282 2.0416 1.90738
208786_s_at 81631 MAP1LC3B 4.87116E-07 2.45587 3.07549 2.06753
209135_at 444 ASPH 4.89452E-07 1.91709 1.51799 1.75007
218871_x_at 55454 CSGALNACT2 | 4.90303E-07 1.70141 2.28069 1.63717
210365_at 861 RUNX1 4.90706E-07 2.14242 3.91595 9.26159
201972 _at 523 ATP6VIA 4.97021E-07 1.75614 1.83465 1.69741
204465_s_at 9118 INA 5.03501E-07 3.3961 4.45512 2.14993
202727_s_at 3459 IFNGR1 5.0905E-07 1.77531 1.82897 2.00881
221563_at 11221 DUSP10 5.13217E-07 4.95575 3.10161 6.82977
204736_s_at 1464 CSPG4 5.37556E-07 5.77231 3.4634 1.95407
207233_s_at 4286 MITF 5.46204E-07 1.56726 2.30812 1.52205
202996_at 57804 POLD4 5.48708E-07 1.87101 1.92208 1.53393
218401_s_at 23528 ZNF281 5.4998E-07 2.01089 1.53519 3.08695
206084 _at 5801 PTPRR 5.55031E-07 2.2988 12.311 2.16827
203429_s_at 51430 SUCO 5.74791E-07 1.90128 1.53582 2.39506
212511 at 8301 PICALM 5.75008E-07 1.66492 2.59849 1.53822
205405_at 9037 SEMAS5A 5.99019E-07 3.46002 2.68077 1.91274
203623_at 55558 PLXNA3 6.02233E-07 2.43266 2.32375 2.8727
220182 _at 79085 SLC25A23 6.02336E-07 3.70718 1.65206 2.06786
211994 at 65125 WNK1 6.04269E-07 3.09847 2.12152 2.13223
203608 _at 7915 ALDH5A1 6.2826E-07 2.432 5.39376 2.13249
221489_s_at 81848 SPRY4 6.3712E-07 4.19359 1.56789 3.71323
220952_s_at 54477 PLEKHAS 6.411E-07 1.69525 2.34364 2.22064
201126_s_at 4245 MGAT1 6.42979E-07 2.0061 2.02327 1.65029
217047_s_at 10144 FAM13A 6.53784E-07 1.97519 1.65233 3.67464
215046_at 151050 KANSL1L 6.63704E-07 2.1091 1.99022 3.20835
205501 _at 10846 PDE10A 6.67568E-07 6.49474 7.1325 2.90133
210249 _s_at 8648 NCOA1 6.76091E-07 1.69546 1.84542 1.58264
217730_at 64114 TMBIM1 7.15445E-07 1.57938 2.11728 1.51054
211208_s_at 8573 CASK 7.30098E-07 1.66398 1.94922 2.51881




204686_at 3667 IRS1 7.31915E-07 3.12769 5.56498 10.5768
219360_s_at 54795 TRPMA4 7.40175E-07 2.77321 1.70704 1.57367
220488_s_at 54828 BCAS3 7.74865E-07 2.1576 1.76819 2.02763
211433 _x_at 80256 FAM214B 7.90818E-07 1.56646 2.25989 1.50951

213800_at 3075 CFH 8.16473E-07 2.06197 2.01991 2.49988

205498 at 2690 GHR 8.24288E-07 1.68554 4.26643 15.21
207966_s_at 2734 GLG1 8.3155E-07 1.92117 2.24086 1.8744
216903_s_at 10367 MICU1 8.31948E-07 1.57379 1.87831 1.68162

219680_at 79671 NLRX1 9.06736E-07 2.03459 2.14321 1.71096
217941 _s_at 55914 ERBB2IP 9.30672E-07 1.56279 2.13155 1.76593
201133_s_at 9867 PJA2 9.34646E-07 2.08424 1.73362 2.22262
213183_s_at 1028 CDKN1C 9.45609E-07 7.45703 1.52252 5.48456
203868_s_at 7412 VCAM1 9.54458E-07 7.44002 1.75751 3.55826

218394 at 79641 ROGDI 9.62272E-07 2.0421 1.75271 1.81655
220751_s_at 10826 C5orf4 9.70617E-07 2.94995 2.03236 2.49335
218180_s_at 64787 EPS8L2 1.00663E-06 1.71338 2.10189 3.03229

209447 _at 23345 SYNE1 1.00868E-06 3.52354 4.98813 2.45199
217367_s_at 23051 ZHX3 1.01657E-06 1.56214 2.31008 2.73357
210130_s_at 7108 TM7SF2 1.04798E-06 2.08332 1.97804 1.77777
219058 _x_at 64129 TINAGL1 1.10485E-06 2.11719 1.83076 2.48842
217875_s_at 56937 PMEPA1 1.1071E-06 2.41066 3.32992 3.28085

206118 at 6775 STATA 1.16357E-06 2.59811 5.17331 2.79267

64899 _at 64748 LPPR2 1.2007E-06 2.1969 1.88015 2.31415
200940_s_at 473 RERE 1.21272E-06 2.46481 1.83514 2.26171

219882 _at 79739 TTLL7 1.22601E-06 6.6412 4.81984 3.30614

214579 at 57185 NIPAL3 1.32512E-06 4.5513 3.66919 3.53303

221814 _at 25960 GPR124 1.34004E-06 1.79347 1.50297 2.58959

204546_at 9764 KIAAO513 1.35215E-06 2.85114 2.2529 1.94209

203005_at 4055 LTBR 1.40998E-06 1.64269 1.56268 1.60987
37549_g_at 27241 BBS9 1.41162E-06 4.27025 3.73206 1.97053
210942_s_at 10402 ST3GAL6 1.46167E-06 4.3363 2.55801 1.74939

203846_at 22954 TRIM32 1.47044E-06 1.55215 2.75894 1.85003
215843 _s_at 7093 TLL2 1.47134E-06 1.89577 4.51227 2.15157

220588 at 55653 BCAS4 1.48834E-06 2.17218 3.26993 2.56441
220955_x_at 51715 RAB23 1.54465E-06 4.09968 2.4111 2.68826




209222 _s_at 9885 OSBPL2 1.55024E-06 1.95166 1.87041 1.93113
220016_at 79026 AHNAK 1.57306E-06 2.56582 2.64463 1.67502
218191 _s_at 55788 LMBRD1 1.60865E-06 2.03868 2.71428 2.54933
206950 _at 6335 SCNOA 1.61052E-06 8.65686 10.1463 6.74057
221590_s_at 4329 ALDH6A1 1.6306E-06 2.72279 1.6048 4.01396
204471_at 2596 GAP43 1.63499E-06 1.6533 4.3104 1.96276
221276_s_at 81493 SYNC 1.71197E-06 1.76154 3.11823 3.94434
217939_s_at 54812 AFTPH 1.7184E-06 1.59437 1.6848 1.5918
220235_s_at 55791 LRIF1 1.7453E-06 1.77389 1.67415 1.95715
213282 _at 139322 APOOL 1.74625E-06 1.69429 1.98284 1.61381
204547 _at 10966 RAB40B 1.75052E-06 1.82755 1.7915 1.59937
212253 _x_at 667 DST 1.75224E-06 2.8368 1.73794 1.67578
203803_at 51449 PCYOX1 1.75359E-06 2.32186 2.12613 1.86255
205483_s_at 9636 ISG15 1.7555E-06 1.83452 3.02479 2.30977
202419 _at 2531 KDSR 1.76743E-06 1.52316 1.67228 1.64391
213221 _s_at 23235 SIK2 1.79991E-06 2.40642 1.75504 3.25921
35254 _at 10906 TRAFD1 1.80731E-06 1.52342 1.57181 1.54705
203067_at 8050 PDHX 1.83629E-06 1.56777 1.53114 1.52107
209333_at 8408 ULK1 1.90578E-06 2.38432 1.75545 1.73651
202811 _at 10617 STAMBP 1.94892E-06 1.62556 1.82099 1.51956
203657_s_at 8722 CTSF 1.97147E-06 2.46683 1.87037 2.85422
207034_s_at 2736 GLI2 1.98402E-06 1.77462 2.95693 5.33649
204182_s_at 23099 ZBTB43 1.98677E-06 2.51409 1.54977 2.01432
205514 _at 55786 ZNF415 1.99158E-06 2.03728 3.7129 6.16186
204360_s_at 4669 NAGLU 2.00302E-06 1.5261 1.5931 2.30738
218425_at 54476 RNF216 2.00711E-06 2.08117 1.56512 1.54315
210631 _at 4763 NF1 2.05967E-06 4.57925 3.27855 1.95666
219398 _at 63924 CIDEC 2.09315E-06 1.78671 2.26704 2.20275
218521 s_at 55284 UBE2W 2.09689E-06 2.43898 2.58883 1.93991
201207_at 7126 TNFAIP1 2.17092E-06 1.57165 1.55643 1.58238
221986_s_at 54800 KLHL24 2.19798E-06 6.68489 2.56763 3.17755
204174 _at 241 ALOX5AP 2.35751E-06 3.04601 1.68213 1.59646
214792_x_at 6844 VAMP2 2.38019E-06 2.33556 2.21659 2.07252
1405_i_at 6352 CCL5 2.47142E-06 2.78836 1.90355 1.87783
204773_at 3590 IL11RA 2.73635E-06 1.95834 2.21162 2.17585




211600_at 5800 PTPRO 2.76189E-06 7.28771 3.1476 1.66038
204979 _s_at 6450 SH3BGR 2.8869E-06 3.6004 2.24315 3.71302
219921 _s_at 80005 DOCK5 2.96105E-06 1.50272 1.77578 2.0544

218634 _at 23612 PHLDA3 3.05326E-06 2.38515 2.3342 1.9502

213853_at 120526 DNAJC24 3.0685E-06 2.24232 1.98702 1.86488
204588 _s_at 9056 SLC7A7 3.08334E-06 1.98919 1.75714 2.80709
203767_s_at 412 STS 3.09832E-06 2.103 1.9169 1.62718
218197_s_at 55074 OXR1 3.12341E-06 1.87948 1.94106 1.51319

212899 at 23097 CDK19 3.15003E-06 1.88352 1.83872 3.21361

209479 _at 25901 CCDC28A 3.19289E-06 2.01614 1.7137 1.97621

202017 _at 2052 EPHX1 3.50336E-06 3.10529 2.06801 2.16095

219114 _at 51161 C30rf18 3.72377E-06 1.54743 1.57971 1.67915

207147 _at 1746 DLX2 3.81328E-06 8.0946 7.21384 1.62115

202146_at 3475 IFRD1 3.89255E-06 2.68922 4.13823 2.70498

212321 _at 8879 SGPL1 3.99189E-06 2.40546 2.51606 2.22733

212222 _at 23198 PSME4 0.000004066 1.70181 1.60047 2.184
221268_s_at 81537 SGPP1 4.09383E-06 2.43232 2.79468 2.47528

219543 _at 64081 PBLD 4.12485E-06 1.93921 2.69441 3.3449

209750_at 9975 NR1D2 4.1868E-06 3.43047 2.33464 1.52754

206943 _at 7046 TGFBR1 4.1912E-06 3.07 3.89289 4.03352

219142 _at 65997 RASL11B 4.96244E-06 2.65225 1.65585 2.19096

203999 _at 6857 SYT1 5.19143E-06 2.60989 4.21117 3.93732
204803_s_at 6236 RRAD 5.20009E-06 10.2244 1.92174 3.32695

205940 _at 4621 MYH3 5.29076E-06 7.39707 1.76075 1.69181

204106_at 7016 TESK1 5.4728E-06 1.92761 1.51036 1.5826

207379_at 10085 EDIL3 5.61792E-06 2.88171 3.29425 1.94759
218618_s_at 64778 FNDC3B 5.69261E-06 1.69874 1.60979 2.76895

203965_at 10868 USP20 6.00085E-06 1.90081 1.70408 1.77363
217478_s_at 3108 HLA-DMA 6.07061E-06 3.32143 3.09547 2.9739
217893_s_at 79647 AKIRIN1 0.000006352 1.5447 1.76568 2.09063

213131 _at 10439 OLFM1 6.4157E-06 2.442 3.18395 4.46058
202195_s_at 50999 TMEDS 6.65987E-06 1.53734 1.65362 1.67303
210091_s_at 1837 DTNA 6.71741E-06 4.94542 2.84049 1.66437

204735_at 5141 PDE4A 7.2025E-06 1.62758 2.07405 1.79789

202073_at 10133 OPTN 7.49596E-06 2.17789 2.68085 2.36208




203156_at 11215 AKAP11 7.60139E-06 1.6092 1.60729 2.25324
209707_at 10026 PIGK 7.61937E-06 1.84188 1.92553 1.81156
210286_s_at 9497 SLC4AA7 7.69015E-06 2.26555 1.74397 1.65721
208066_s_at 2959 GTF2B 8.30072E-06 1.84418 1.79246 1.65516
201300_s_at 5621 PRNP 8.56326E-06 1.68419 1.58198 1.62464
201899 _s_at 7319 UBE2A 8.58495E-06 1.50531 1.70124 1.56885
213405_at 57403 RAB22A 8.97237E-06 1.71994 1.54504 1.53446
213435_at 23314 SATB2 9.0818E-06 2.47643 3.42576 4.03376
209468 _at 4041 LRP5 9.36143E-06 2.10576 1.65268 1.861
212810_s_at 6509 SLC1A4 9.73978E-06 2.94669 2.25349 1.50416
213018_at 57798 GATAD1 1.00072E-05 1.86959 1.56411 1.7541
204085_s_at 1203 CLN5 1.01318E-05 1.77187 1.9724 2.8519
40446_at 5252 PHF1 1.10738E-05 2.42816 1.72011 1.9128
204131 s_at 2309 FOXO3 1.18186E-05 1.87663 1.68653 2.04652
203656_at 9896 FIG4 1.18328E-05 1.75918 1.65881 2.18287
205198_s_at 538 ATP7A 1.21788E-05 2.18666 2.38151 2.27408
205756_s_at 2157 F8 1.23724E-05 1.78045 1.59848 2.97079
201041_s_at 1843 DUSP1 1.31704E-05 5.60671 3.67329 2.82386
219760_at 64130 LIN7B 1.37416E-05 1.78596 2.96245 2.42194
204823 _at 89795 NAV3 1.39575E-05 2.07419 1.89413 1.8246
210479_s_at 6095 RORA 1.46853E-05 3.02165 1.78423 2.73509
219647_at 64091 POPDC2 1.49418E-05 4.64364 1.55015 4.24912
220926_s_at 80267 EDEM3 1.52704E-05 1.52283 1.76343 2.26747
219826_at 79744 ZNF419 1.58253E-05 1.71718 1.7991 2.22286
203628 _at 3480 IGF1R 1.61564E-05 3.471 1.75038 3.27785
204212 _at 10005 ACOTS8 1.61577E-05 1.51726 1.73932 1.60928
212233_at 4131 MAP1B 1.71044E-05 1.66275 1.7856 2.39804
217743_s_at 55754 TMEM30A 1.73078E-05 1.72577 1.82381 1.55388
202328 _s_at 5310 PKD1 1.77117E-05 2.14693 1.75606 2.21766
203826_s_at 9600 PITPNM1 1.86906E-05 1.97426 1.91565 1.66426
204783_at 4291 MLF1 1.92493E-05 2.68196 2.82062 2.427
205420 _at 5191 PEX7 1.94321E-05 1.58164 1.71754 1.87825
203408_s_at 6304 SATB1 1.95316E-05 2.80366 3.29165 5.56969
220173_at 80127 Cl4orf45 2.04863E-05 2.69193 1.60148 2.72295
220041 _at 80235 PIGZ 2.21059E-05 1.68274 2.16544 2.20093




209551 _at 84272 YIPF4 2.38594E-05 2.09839 2.32178 2.05125
216264 _s_at 3913 LAMB2 2.41042E-05 1.72177 1.65731 2.27241
209398_at 3006 HIST1H1C 0.000024334 4.88876 5.45706 10.5749
206757 _at 8654 PDE5SA 2.46319E-05 2.14629 3.68145 2.19941
202057_at 3836 KPNA1 2.47263E-05 1.92025 1.63585 1.52565
204622_x_at 4929 NR4A2 2.54498E-05 3.83539 1.69457 4.44941
220050_at 11092 C9orf9 2.57064E-05 2.36936 2.57451 1.87802
213792_s_at 3643 INSR 2.59152E-05 2.07037 1.70141 1.84127
219765_at 79673 ZNF329 2.59758E-05 1.62382 1.74833 1.60296
205113 _at 4741 NEFM 0.000026112 5.96656 5.50656 2.59603
201286_at 6382 SDC1 2.87801E-05 3.10757 1.87177 1.72576
201473_at 3726 JUNB 2.94998E-05 7.3324 2.45837 5.54285
217803_at 64083 GOLPH3 3.40753E-05 1.70525 1.56582 1.67736
219687_at 55733 HHAT 3.49541E-05 1.60972 2.37379 1.77937
218627 _at 55332 DRAM1 3.54879E-05 1.67277 1.63584 2.3144
212701 _at 83660 TLN2 3.80936E-05 2.35449 2.03159 2.12713
212517_at 8455 ATRN 3.84702E-05 1.75694 1.92316 1.84451
213225_at 5495 PPM1B 4.11102E-05 2.12955 1.90385 2.01212
219087_at 54829 ASPN 4.54536E-05 3.12852 4.68479 2.42884
203106_s_at 27072 VPS41 4.63589E-05 1.69148 4.33296 1.84018
221234 _s_at 60468 BACH2 4.87133E-05 3.46121 4.06909 4.29075
206561_s_at 57016 AKR1B10 5.85524E-05 2.58904 2.16905 1.80121
212815_at 10973 ASCC3 6.13393E-05 1.60282 1.76805 1.68994
218113 _at 23670 TMEM2 6.13812E-05 1.69405 1.95489 1.9619
207625_s_at 9139 CBFA2T2 7.35411E-05 1.54719 1.57337 1.57389
209883 _at 23127 GLT25D2 7.47127E-05 1.88889 1.95871 1.53637
222248 _s_at 23409 SIRT4 7.98811E-05 1.55749 1.72535 2.41516
210042_s_at 1522 CTSZ 8.06906E-05 1.72539 2.00603 1.53346
218881_s_at 2355 FOSL2 8.11917E-05 1.52728 1.53745 1.78709
212071_s_at 6711 SPTBN1 8.18657E-05 1.56176 1.64939 1.5977
219831 _at 51265 CDKL3 8.22748E-05 1.88209 2.48985 2.03958
204243 _at 6018 RLF 8.81459E-05 2.17935 1.55968 1.6658
222024 _s_at 11214 AKAP13 9.31803E-05 2.86813 1.52476 1.71355
219523 _s_at 55714 0Dz3 9.76717E-05 2.10329 2.46586 3.01459
213015_at 56987 BBX 0.000098663 1.51417 2.24986 2.0644




215543 s _at 9215 LARGE 0.000101284 1.62307 1.64357 2.05298
211034 s_at 283450 HECTD4 0.000107463 2.63854 2.22674 1.90264
205627_at 978 CDA 0.000108287 1.88716 4.23919 2.00417
205359_at 9472 AKAP6 0.000108445 3.41023 2.07657 2.69457
206110_at 8357 HIST1H3H 0.000118666 1.72639 2.84733 1.80859
212705 _x_at 57104 PNPLA2 0.000121478 1.62798 1.56325 1.55642
202241 at 10221 TRIB1 0.00012169 3.59569 1.61047 2.89236
203518 _at 1130 LYST 0.000122913 2.62704 2.32042 1.95281
205451 at 4303 FOX04 0.000123304 1.53371 1.5423 1.7408
35436_at 2801 GOLGA2 0.000125355 1.93294 1.75616 1.95204
205824 _at 3316 HSPB2 0.000132865 1.74183 1.96032 2.79115
219779_at 79776 ZFHX4 0.000133612 1.77988 1.91104 3.65444
220148 at 64577 ALDH8A1 0.00013681 3.13604 1.65487 2.35366
219164 s _at 55102 ATG2B 0.000193049 1.59549 1.66748 1.62145
37028 _at 23645 PPP1R15A 0.000196622 3.07507 2.47064 2.19038
214600_at 7003 TEAD1 0.000211616 2.65362 2.40417 3.00003
201205_at 6238 RRBP1 0.000297245 1.60014 1.57254 1.67546
216149 at 147172 LRRC37BP1 0.000416359 1.64323 1.80549 1.65057
218279 _s_at 8337 HIST2H2AA3 | 0.000765843 1.82066 2.19929 2.68966
201647 _s_at 950 SCARB2 0.000989841 2.06583 2.03195 1.76333
205383 _s_at 26137 ZBTB20 0.00136036 2.73427 1.58826 1.66261
206249 at 9175 MAP3K13 0.00146802 1.53254 1.67878 1.94607
206611 _at 29798 C2orf27A 0.0015671 1.52683 1.64583 1.53881
213174 _at 23508 TTCO 0.00190721 1.73152 1.92472 1.54545
202221 s_at 2033 EP300 0.00246659 1.50298 1.64592 1.63155
212451=at 9728 SECISBP2L 0.0185373 1.65542 1.50838 1.5375
D. Common Genes of iISMC and UASMC Vs. EPC Downregulated
Fold Change (iSMC 2 | Fold Change (iSMC 4 | Fold Change (UASMC
Column ID Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC) vs. EPC)
213620_s_at 3384 ICAM2 2.2082E-14 -3.95938 -5.78988 -101.452
208981 at 5175 PECAM1 1.16123E-13 -1.99731 -4.29985 -194.602
212096_s_at 57509 MTUS1 1.78144E-13 -3.0063 -6.64756 -134.616
218350_s_at 51053 GMNN 2.75855E-13 -8.54052 -7.21607 -6.52069




209990_s_at 9568 GABBR?2 3.35355E-13 -4.92458 -3.16529 -55.1464
210821_x_at 1058 CENPA 8.56778E-13 -9.97541 -12.7479 -13.2658
206632_s_at 9582 APOBEC3B 8.77428E-13 -27.3371 -44.8353 -36.4278
45633 _at 64785 GINS3 1.19747E-12 -16.1267 -13.2277 -26.4526
213541 s_at 2078 ERG 1.24168E-12 -3.4548 -2.17461 -18.0887
202309_at 4522 MTHFD1 1.44221E-12 -2.91285 -3.12979 -3.27949
202870_s_at 991 CDC20 1.6108E-12 -31.8974 -76.6033 -101.021
219777 _at 474344 GIMAP6 1.68897E-12 -12.3864 -12.6319 -139.261
215813_s_at 5742 PTGS1 1.99309E-12 -6.89537 -10.6469 -45.4473
202589 _at 7298 TYMS 2.02446E-12 -18.884 -28.2582 -34.6399
202854 _at 3251 HPRT1 2.09111E-12 -2.57007 -2.34174 -3.55672
204767_s_at 2237 FEN1 2.09333E-12 -8.88305 -6.48237 -6.8648
201381_x_at 27101 CACYBP 2.09446E-12 -4.24004 -2.19634 -5.09351
201288 at 397 ARHGDIB 2.26046E-12 -2.51041 -2.51314 -47.3698
206855_s_at 8692 HYAL2 2.48141E-12 -4.30563 -6.34034 -8.10787
216952_s_at 84823 LMNB2 3.39474E-12 -4.76299 -4.96046 -5.35479
204825_at 9833 MELK 3.81377E-12 -11.8758 -19.1261 -22.8562
201825_s_at 51097 SCCPDH 4.63403E-12 -2.12983 -1.57178 -2.53728
201897_s_at 1163 CKS1B 5.17136E-12 -7.81137 -10.8018 -8.4438
201890 _at 6241 RRM2 5.23499E-12 -66.0987 -208.511 -214.658
200072_s_at 4670 HNRNPM 5.43458E-12 -7.35462 -2.14309 -2.36887
218875_s_at 26271 FBXO5 5.59391E-12 -16.1313 -15.8095 -15.6153
201467_s_at 1728 NQO1 5.96805E-12 -4.50305 -6.61319 -1.97217
209604 _s_at 2625 GATA3 6.04251E-12 -2.29802 -2.69782 -35.1338
218542 _at 55165 CEP55 6.56782E-12 -45.4265 -87.793 -149.196
203177_x_at 7019 TFAM 6.70363E-12 -4.95326 -3.0093 -4.61247
205612_at 22915 MMRN1 6.93384E-12 -8.60149 -55.6462 -432.185
221591 _s_at 54478 FAM64A 7.49731E-12 -6.14333 -7.84467 -8.05487
203780_at 10205 MPZL2 8.03839E-12 -2.407 -24.127 -86.3501
217640 _x_at 220134 SKA1 8.05612E-12 -10.7553 -12.8167 -13.2186
204603_at 9156 EXO1 8.49724E-12 -9.26805 -10.3602 -9.36562
219493 _at 79801 SHCBP1 8.87877E-12 -44.4606 -76.0251 -134.79
219091_s_at 79812 MMRN2 9.37373E-12 -3.44604 -19.4206 -67.0051
204318_s_at 51512 GTSE1 9.47878E-12 -52.3595 -54.3026 -73.288
219030_at 51002 TPRKB 9.77371E-12 -4.68272 -2.47022 -3.27062




210559 _s_at 983 CDK1 9.9434E-12 -31.7805 -94.6548 -90.8394
216237_s_at 4174 MCM5 1.04921E-11 -20.6102 -16.3212 -27.2405
201578 _at 5420 PODXL 1.15029E-11 -1.90555 -2.43612 -159.164
207419_s_at 5880 RAC2 1.1548E-11 -2.49116 -1.99888 -6.67507
206364 _at 9928 KIF14 1.16965E-11 -21.8525 -26.3635 -28.2247
204153_s_at 4242 MFNG 1.20455E-11 -5.14083 -4.55185 -55.7073
209891 _at 57405 SPC25 1.21263E-11 -53.9037 -89.2993 -90.065
218248 _at 63901 FAM111A 1.22408E-11 -7.28278 -4.64602 -3.61239
212543 _at 202 AIM1 1.24107E-11 -24.1301 -26.4806 -42.0194
202532_s_at 1719 DHFR 1.25758E-11 -23.8689 -19.7471 -4.74636
218300_at 79447 Cl6orf53 1.42833E-11 -3.48934 -2.83799 -2.13514
213094 _at 57211 GPR126 1.42863E-11 -2.02655 -3.7109 -58.9002
205565_s_at 2395 FXN 1.43103E-11 -4.84987 -2.21634 -3.08036
219572_at 93664 CADPS2 1.50925E-11 -2.38018 -2.64787 -13.3854
210766_s_at 1434 CSE1L 1.51066E-11 -4.22364 -3.57643 -4.2442
204240_s_at 10592 SMC2 1.51996E-11 -13.8862 -8.582 -7.35747
203632_s_at 51704 GPRC5B 1.56971E-11 -1.88704 -4.81102 -3.48341
209481 _at 54861 SNRK 1.59706E-11 -2.00491 -1.99947 -5.37606
205003_at 9732 DOCK4 1.6425E-11 -2.78146 -2.77002 -7.78903
204886_at 10733 PLK4 1.69998E-11 -27.1284 -32.5619 -35.2452
202095_s_at 332 BIRC5 1.71157E-11 -25.6186 -58.5424 -79.0924
213029 _at 4781 NFIB 1.78787E-11 -1.74201 -1.68942 -22.4437
219289 _at 55027 HEATR3 1.81959E-11 -3.82974 -1.91731 -2.22775
206201_s_at 4223 MEOX2 1.8227E-11 -51.8561 -51.2596 -56.9301
208660_at 1431 CS 1.91609E-11 -1.60256 -1.63897 -3.313
204466_s_at 6622 SNCA 2.32695E-11 -1.65854 -1.8623 -10.3723
221952 _x_at 57570 TRMTS 2.69557E-11 -3.43048 -2.72551 -2.52422
204023_at 5984 RFC4 2.80207E-11 -5.63202 -5.27089 -4.57384
200783_s_at 3925 STMN1 3.01279E-11 -4.74125 -8.02529 -12.9555
205339 at 6491 STIL 3.19178E-11 -6.30736 -8.95461 -9.37358
214710_s_at 891 CCNB1 3.40218E-11 -19.9564 -17.2345 -32.8868
221521 _s_at 51659 GINS2 3.45457E-11 -13.883 -15.3825 -18.696
211762_s_at 3838 KPNA2 3.53606E-11 -4.47875 -3.34514 -6.16674
217815_at 11198 SUPT16H 3.61442E-11 -2.87549 -2.6884 -2.50587
211177 _s_at 10587 TXNRD2 3.69064E-11 -3.09355 -2.86503 -14.6507




218726_at 55355 HJURP 3.73511E-11 -14.1598 -22.299 -20.4032
201555_at 4172 MCM3 3.78131E-11 -8.39465 -5.06121 -5.83613
204150_at 23166 STAB1 3.79184E-11 -1.76434 -3.69242 -13.2562
208673_s_at 6428 SRSF3 3.84415E-11 -6.48457 -2.75762 -2.14985
204388 _s_at 4128 MAOA 3.85063E-11 -3.82518 -4.62782 -14.2856
213007_at 55215 FANCI 4.07115E-11 -18.8398 -15.1765 -17.3238
206464 _at 660 BMX 4.34742E-11 -12.9559 -25.7942 -120.107
204444 at 3832 KIF11 4.36159E-11 -40.5944 -52.3863 -54.489
200934 _at 7913 DEK 4.37461E-11 -5.88672 -3.25492 -4.62093
218355_at 24137 KIF4AA 4.58408E-11 -36.5253 -47.0045 -59.868
209714 _s_at 1033 CDKN3 4.63082E-11 -16.6131 -18.5073 -23.4882
219306_at 56992 KIF15 4.74223E-11 -47.9082 -55.1547 -46.7817
210838_s_at 94 ACVRL1 4.96647E-11 -2.44595 -3.78533 -8.97301
208766_s_at 10236 HNRNPR 5.04023E-11 -2.59454 -1.72931 -1.94062
203276_at 4001 LMNB1 5.43777E-11 -30.9565 -49.1584 -46.6619
203358_s_at 2146 EZH2 5.60429E-11 -12.0683 -10.2049 -13.7442
203554 _x_at 9232 PTTG1 5.62255E-11 -6.66778 -13.9865 -15.5925
35666_at 6405 SEMA3F 5.69841E-11 -1.93978 -2.49754 -14.7462
200709_at 2280 FKBP1A 5.74692E-11 -1.56838 -1.67491 -3.76901
218009_s_at 9055 PRC1 5.84853E-11 -26.3939 -26.0156 -44.8487
209330_s_at 3184 HNRNPD 6.13617E-11 -4.31455 -2.34621 -3.37103
212282 _at 27346 TMEM97 6.25489E-11 -9.08955 -6.0478 -13.678
201487 _at 1075 CTSC 6.29436E-11 -3.46215 -7.17039 -2.89
213113_s_at 29015 SLC43A3 6.44105E-11 -5.24945 -4.99927 -8.05382
212636_at 9444 QKI 6.53301E-11 -1.60735 -1.50334 -9.37586
200807_s_at 3329 HSPD1 6.65461E-11 -2.35239 -1.74502 -2.39696
209054 _s_at 7468 WHSC1 6.70301E-11 -4.91759 -5.33244 -8.94465
202746_at 9452 ITM2A 6.76552E-11 -33.5804 -29.7579 -51.9516
211784 _s_at 6426 SRSF1 6.98958E-11 -5.16418 -2.20855 -2.70476
213911 s _at 3015 H2AFZ 7.0972E-11 -2.2947 -2.60431 -1.97417
201292 _at 7153 TOP2A 7.40934E-11 -58.9064 -205.195 -183.379
208977_x_at 10383 TUBB4B 7.44358E-11 -1.90378 -2.02506 -3.55098
212320_at 203068 TUBB 7.51102E-11 -1.94825 -2.20448 -2.33011
201014 _s_at 10606 PAICS 7.61518E-11 -6.47961 -5.336 -6.10318
202705_at 9133 CCNB2 7.61931E-11 -25.2914 -51.4044 -41.7665




203819 _s_at 10643 IGF2BP3 7.66268E-11 -2.00389 -1.57661 -9.93766
205034_at 9134 CCNE2 7.73379E-11 -25.1441 -23.6935 -61.5004
219007_at 348995 NUP43 7.86609E-11 -3.15734 -2.02107 -2.00799

202690_s_at 6632 SNRPD1 7.91977E-11 -4.73204 -2.78493 -3.27683
219258 at 54962 TIPIN 7.9672E-11 -7.30305 -2.38108 -3.02962
202954 _at 11065 UBE2C 8.07836E-11 -23.734 -39.1725 -43.2542

201586_s_at 6421 SFPQ 8.10562E-11 -9.13494 -2.82516 -2.02366
204061 _at 5613 PRKX 8.26704E-11 -2.1042 -2.3362 -6.6746

207469_s_at 8544 PIR 8.32124E-11 -5.89965 -10.9454 -21.1755
209373 _at 7851 MALL 8.92504E-11 -6.84451 -4.5759 -23.7722

202189_x_at 5725 PTBP1 8.98642E-11 -2.16681 -1.70541 -2.16637
201324 _at 2012 EMP1 9.11937E-11 -6.47287 -7.24104 -30.219
204033_at 9319 TRIP13 9.93357E-11 -19.2467 -20.6901 -35.7023

202580_x_at 2305 FOXM1 9.97456E-11 -15.7298 -21.0862 -24.4651

208956_x_at 1854 DUT 1.04538E-10 -3.87173 -4.19785 -2.7816
209408_at 11004 KIF2C 1.05886E-10 -20.0702 -29.6359 -32.0092

202144 _s_at 158 ADSL 1.09515E-10 -2.88675 -3.01866 -3.40076
209449 at 57819 LSM2 1.11891E-10 -2.88423 -3.05226 -4.05331
203755_at 701 BUB1B 1.13327E-10 -54.5195 -79.3428 -101.25

220840_s_at 55732 Clorfl12 1.17598E-10 -11.2601 -8.59342 -8.68529
202078 _at 8533 COPS3 1.19607E-10 -2.2355 -1.53854 -1.83087

203362_s_at 4085 MAD2L1 1.21946E-10 -20.1226 -18.1331 -17.2105
201202_at 5111 PCNA 1.24724E-10 -4.58798 -3.64652 -3.20627
40837_at 7089 TLE2 1.26011E-10 -1.72535 -1.99498 -5.28006
206526_at 26150 RIBC2 1.39115E-10 -3.80918 -3.817 -4.37482
204677_at 1003 CDH5 1.4156E-10 -3.3822 -7.06045 -180.566

204244 _s_at 10926 DBF4 1.52988E-10 -6.15659 -10.2063 -10.4936
206102_at 9837 GINS1 1.53681E-10 -38.6372 -34.0111 -33.3011

209709_s_at 3161 HMMR 1.58208E-10 -19.8528 -33.7292 -34.6827

204929 _s_at 10791 VAMPS5 1.68472E-10 -1.96885 -1.7777 -3.21875

202483_s_at 5902 RANBP1 1.69252E-10 -3.96744 -4.09026 -3.55567

219978 _s_at 51203 NUSAP1 1.76309E-10 -24.5518 -35.2434 -38.9642

208394 _x_at 11082 ESM1 1.76865E-10 -1.66357 -1.60083 -108.503
218014 _at 79902 NUP85 1.80497E-10 -5.04735 -3.45717 -4.17787

218025_s_at 10455 ECI2 1.80576E-10 -3.00049 -2.42814 -3.53536




209159 _s_at 65009 NDRG4 1.82054E-10 -3.94364 -8.52693 -5.96444
207541 s_at 5394 EXOSC10 1.82939E-10 -4.19064 -2.97507 -3.34638
218096_at 55326 AGPATS5 1.83012E-10 -5.04706 -4.08508 -5.5971
205292 _s_at 3181 HNRNPA2B1 | 1.84067E-10 -2.61995 -2.34828 -2.44492
204642 _at 1901 S1PR1 1.89643E-10 -4.61652 -10.4416 -11.8218
203650_at 10544 PROCR 1.9412E-10 -2.89947 -2.63094 -2.54031
211623_s_at 2091 FBL 2.02995E-10 -4.33459 -6.26944 -5.91745
208821 _at 6628 SNRPB 2.04889E-10 -3.18369 -2.73932 -3.37686
203867_s_at 54475 NLE1 2.06295E-10 -2.91641 -2.17981 -2.4583
220865_s_at 23590 PDSS1 2.07135E-10 -9.22063 -3.97352 -4.61169
214086_s_at 10038 PARP2 2.24787E-10 -3.31644 -2.15258 -3.01456
203856_at 7443 VRK1 2.36625E-10 -6.07308 -5.61245 -5.7954
203022_at 10535 RNASEH2A 2.40034E-10 -8.44126 -9.9159 -12.3062
200593_s_at 3192 HNRNPU 2.40797E-10 -3.81475 -2.02891 -2.0284
202126_at 8899 PRPF4B 2.44878E-10 -5.39796 -1.92217 -1.52178

33307_at 27341 RRP7A 2.45369E-10 -2.58133 -2.3017 -3.16463
221258_s_at 81930 KIF18A 2.48242E-10 -9.30556 -9.14114 -19.2658
1053_at 5982 RFC2 2.48896E-10 -8.26983 -4.3661 -6.40407
205733_at 641 BLM 2.55887E-10 -7.58126 -7.53418 -9.15578
203832 _at 6636 SNRPF 2.57483E-10 -3.67858 -2.66939 -3.33641
210951_x_at 5873 RAB27A 2.65277E-10 -3.62769 -2.58756 -2.95593
222037_at 4173 MCM4 2.72659E-10 -14.5288 -9.98014 -7.00439
219347 _at 55270 NUDT15 2.86759E-10 -2.7121 -2.71482 -2.74939
221677_s_at 29980 DONSON 2.91153E-10 -3.22288 -3.30976 -4.47058
210466_s_at 26135 SERBP1 2.96029E-10 -2.44193 -1.78858 -2.36956
205436_s_at 3014 H2AFX 3.0358E-10 -3.62414 -3.63482 -5.27401
219148 _at 55872 PBK 3.14772E-10 -68.9458 -210.729 -234.222
214431 _at 8833 GMPS 3.17201E-10 -2.6345 -2.18229 -2.34458
218625_at 51299 NRN1 3.28783E-10 -11.8272 -19.1943 -20.7352
219990_at 79733 E2F8 3.3427E-10 -47.1709 -94.47 -108.275
204689_at 3087 HHEX 3.36606E-10 -1.61895 -3.36033 -26.9963
203138 _at 8520 HAT1 3.38083E-10 -2.13276 -1.63719 -1.96173
44563 _at 55135 WRAP53 3.41392E-10 -2.93968 -2.78494 -2.8922
201391 _at 10131 TRAP1 3.5379E-10 -1.81462 -2.2527 -2.9088
210792_x_at 10572 SIVA1 3.61674E-10 -2.27889 -2.71175 -2.09388




222077_s_at 29127 RACGAP1 3.71061E-10 -9.12965 -12.4297 -12.7481
218585_s_at 51514 DTL 3.71255E-10 -42.6425 -54.1196 -58.5299
221802_s_at 57698 KIAA1598 3.74713E-10 -2.13846 -2.34092 -10.8767
208644 _at 142 PARP1 3.74723E-10 -3.46348 -4.09432 -4.80352
207601 _at 27284 SULT1B1 3.83181E-10 -4.2585 -2.99358 -34.4886
219588 _s_at 54892 NCAPG2 3.83563E-10 -12.508 -16.0947 -15.7212
219004 _s_at 54069 MIS18A 3.83582E-10 -4.90732 -5.32185 -5.19931
221923_s_at 4869 NPM1 3.95492E-10 -5.00935 -3.01032 -3.55282
204641 _at 4751 NEK2 4.02948E-10 -29.9808 -56.8317 -62.7784
200893_at 6434 TRA2B 4.04415E-10 -3.36611 -2.33103 -2.33544
213762_x_at 27316 RBMX 4.08385E-10 -3.26224 -3.04349 -3.61356
208808_s_at 3148 HMGB2 4.0842E-10 -5.82055 -21.8747 -13.5981
205260_s_at 97 ACYP1 4.13274E-10 -1.61811 -2.27647 -4.57613
200957_s_at 6749 SSRP1 4.18875E-10 -3.29971 -3.17819 -3.44415
203418_at 890 CCNA2 4.24704E-10 -23.9708 -20.7595 -37.3592
213427 _at 10799 RPP40 4.27573E-10 -2.88321 -1.9412 -3.05188
202413_s_at 7398 USP1 4.37732E-10 -4.68285 -4.96393 -5.21994
201459 at 10856 RUVBL2 4.41366E-10 -2.48764 -1.9643 -2.08427
202134 _s_at 25937 WWTR1 4.57788E-10 -1.66318 -2.68376 -7.71495
218678 _at 10763 NES 4.59635E-10 -3.99831 -6.33042 -43.7105
219555_s_at 55839 CENPN 4.59767E-10 -4.95097 -6.18069 -14.8392
218883_s_at 79682 MLF11P 4.61567E-10 -10.7572 -13.0509 -64.0048
220295_x_at 55635 DEPDC1 4.68501E-10 -20.2874 -22.9303 -27.2258
208642_s_at 7520 XRCC5 4.69165E-10 -2.14126 -1.75539 -2.21932
220060_s_at 55010 PARPBP 4.71547E-10 -15.7852 -12.4036 -9.24082
208910_s_at 708 C1QBP 4.74988E-10 -3.36925 -2.5324 -2.94467
218711 _s_at 8436 SDPR 4.85915E-10 -5.36723 -6.34997 -40.1582
218738_s_at 51444 RNF138 4.88779E-10 -1.87771 -2.3816 -4.58339
200834 _s_at 6227 RPS21 4.94829E-10 -1.69092 -1.85501 -1.5174
205081 _at 1396 CRIP1 5.01742E-10 -2.33632 -3.00644 -10.1686
201090_x_at 10376 TUBA1B 5.03884E-10 -1.55912 -1.51774 -2.21762
209377_s_at 9324 HMGN3 5.12378E-10 -1.63078 -1.57319 -2.15841
204115_at 2791 GNG11 5.16374E-10 -3.67609 -6.18195 -3.4666
201528 at 6117 RPA1 5.26243E-10 -2.70636 -2.32368 -3.25341
203764 _at 9787 DLGAPS 5.3085E-10 -67.2648 -229.645 -233.646




202112 _at 7450 VWF 5.34175E-10 -7.33502 -53.0903 -142.908
201306_s_at 10541 ANP32B 5.43398E-10 -2.49076 -2.47314 -2.77509
202188 _at 9688 NUP93 5.66802E-10 -2.61908 -2.52604 -2.98487
202633_at 11073 TOPBP1 5.68938E-10 -4.29364 -2.8498 -3.16106
208668_x_at 3151 HMGN2 5.71876E-10 -3.13123 -2.46851 -2.2979
210044 _s_at 4066 LYL1 5.78248E-10 -3.40994 -2.49382 -8.86221
211725_s_at 637 BID 5.79355E-10 -1.80188 -1.60102 -2.06532
200024 _at 6193 RPS5 5.8656E-10 -1.86104 -2.00159 -1.86072
201664 _at 10051 SMC4 5.86989E-10 -10.1269 -9.29997 -7.68636
205296_at 5933 RBL1 5.91102E-10 -16.9413 -7.66472 -15.0273
203145_at 10615 SPAG5 6.02585E-10 -15.4959 -19.7598 -19.8429
222039 _at 146909 KIF18B 6.02739E-10 -29.3524 -41.202 -40.5834
204236_at 2313 FLI1 6.1653E-10 -2.79328 -2.59358 -5.25575
204826_at 899 CCNF 6.34217E-10 -4.87712 -4.72077 -5.89354
200750_s_at 5901 RAN 6.43441E-10 -2.77901 -1.8766 -2.74466
220688_s_at 51154 MRTO4 6.50353E-10 -5.25123 -2.58268 -3.82548
203934 _at 3791 KDR 6.63572E-10 -3.07447 -7.50631 -16.7263
219797_at 11320 MGAT4A 6.6666E-10 -1.92249 -3.30653 -24.5399
204162_at 10403 NDC80 6.67599E-10 -64.5663 -110.998 -55.3935
213507_s_at 3837 KPNB1 6.72284E-10 -2.44005 -1.61294 -1.74493
211376_s_at 54780 NSMCE4A 6.72473E-10 -4.17796 -3.27115 -4.94314
200630_x_at 6418 SET 6.72552E-10 -1.85601 -1.76589 -1.92047
213302_at 5198 PFAS 6.74217E-10 -9.90244 -6.67577 -9.09591
202268_s_at 8883 NAE1 6.75346E-10 -3.21949 -1.74931 -2.27501
212022_s_at 4288 MKI67 6.78091E-10 -13.1589 -16.9621 -17.5209
216548 x_at 128872 HMGB3P1 6.80786E-10 -3.90134 -4.49517 -3.81874
214036_at 1946 EFNAS 6.81233E-10 -1.62341 -1.59684 -4.10872
201477 _s_at 6240 RRM1 7.00588E-10 -4.59291 -4.58149 -3.75169
213088_s_at 23234 DNAJC9 7.01209E-10 -9.29941 -4.9395 -3.27852
212967_x_at 4673 NAP1L1 7.06285E-10 -1.62058 -1.65577 -2.46092
205061_s_at 5393 EXOSC9 7.13006E-10 -2.45275 -1.82712 -3.32425
213594 _x_at 10772 SRSF10 7.17087E-10 -2.89453 -1.69375 -1.86493
202441 _at 10613 ERLIN1 7.27115E-10 -1.84094 -2.10478 -2.39502
202894 _at 2050 EPHB4 7.57357E-10 -2.91759 -3.49226 -6.74781
219676_at 80345 ZSCAN16 7.5982E-10 -6.07938 -2.21521 -3.49107




205302_at 3484 IGFBP1 7.626E-10 -3.54178 -4.53241 -5.52754
206074_s_at 3159 HMGA1 7.73174E-10 -3.91065 -4.60842 -15.6324
201710_at 4605 MYBL2 7.77085E-10 -4.80324 -6.03815 -5.89975
204170_s_at 1164 CKS2 7.92597E-10 -4.3182 -5.05793 -9.2731
218027_at 29088 MRPL15 7.93205E-10 -3.5953 -1.91026 -3.38433
204081 _at 4900 NRGN 7.97803E-10 -4.661 -6.40386 -7.20102
204510_at 8317 CDC7 8.09317E-10 -23.7673 -19.3762 -18.1004
205542 _at 26872 STEAP1 8.24185E-10 -13.1273 -9.01278 -31.8788
202931_x_at 274 BIN1 8.42287E-10 -2.13888 -2.32544 -2.58857
202591 _s_at 6742 SSBP1 8.5533E-10 -3.34847 -1.50844 -1.76186
221058_s_at 51192 CKLF 8.82554E-10 -3.2147 -2.8967 -2.97197
217747 _s_at 6203 RPS9 8.95726E-10 -2.03882 -2.55593 -2.11092
201770_at 6626 SNRPA 9.03329E-10 -3.08846 -3.79718 -3.13937
200726_at 5501 PPP1CC 9.10445E-10 -2.62569 -1.95282 -2.63041
206702_at 7010 TEK 9.36309E-10 -2.80357 -1.99439 -6.28919
202293_at 10274 STAG1 9.42898E-10 -3.8543 -1.91705 -1.97557
204159 _at 1031 CDKN2C 9.56538E-10 -7.91396 -13.5573 -5.9473
202107_s_at 4171 MCM2 9.82919E-10 -11.6836 -8.0525 -12.57
220651_s_at 55388 MCM10 9.84988E-10 -32.2848 -27.4456 -34.8539
218866_s_at 51728 POLR3K 9.94707E-10 -3.48089 -2.14528 -2.6559
203564 _at 2189 FANCG 1.00523E-09 -6.05999 -6.01845 -7.27363
205046_at 1062 CENPE 1.01259E-09 -17.775 -24.5598 -36.5073
202598_at 6284 S100A13 1.02119E-09 -2.12908 -1.53538 -1.58635
212378 _at 2618 GART 1.02983E-09 -2.8864 -2.00858 -2.47185
203744 _at 3149 HMGB3 1.03965E-09 -4.24331 -4.73961 -3.287
209974 _s_at 9184 BUB3 1.07199E-09 -3.00167 -1.65388 -2.15705
37384 _at 9647 PPM1F 1.0755E-09 -2.34594 -2.43321 -2.58014
205053_at 5557 PRIM1 1.08312E-09 -13.1825 -8.46815 -9.52616
204612 _at 5569 PKIA 1.08461E-09 -4.03426 -4.09378 -7.00493
218460_at 54919 HEATR2 1.08632E-09 -2.91788 -1.73675 -1.98192
202338_at 7083 TK1 1.10383E-09 -10.7269 -15.349 -15.4752
221520 _s_at 55143 CDCAS8 1.10634E-09 -8.0769 -8.38721 -9.20675
202560_s_at 26097 CHTOP 1.11204E-09 -2.09301 -1.56285 -1.77376
215136_s_at 11340 EXOSC8 1.12177E-09 -5.27369 -3.55934 -4.86857
217553_at 256227 STEAP1B 1.13846E-09 -6.36772 -6.07868 -31.2067




213189 at 84864 MINA 1.14245E-09 -3.88699 -1.59984 -2.01581
210026_s_at 29775 CARD10 1.14993E-09 -2.066 -1.55572 -28.613
203320_at 10019 SH2B3 1.16886E-09 -1.80431 -2.69621 -6.38658
209642 _at 699 BUB1 1.18033E-09 -22.3571 -47.735 -64.543
204822 _at 7272 TTK 1.19097E-09 -36.8987 -62.3678 -73.1887
203690_at 10426 TUBGCP3 1.20262E-09 -3.13421 -2.76325 -3.72547
206173 _x_at 2553 GABPB1 1.20602E-09 -1.68163 -1.72084 -3.4212
209732 _at 9976 CLEC2B 1.23638E-09 -5.87538 -8.49223 -11.9184
205133_s_at 3336 HSPE1 1.23864E-09 -2.65518 -1.56124 -2.11557
218802_at 55013 CCDC109B 1.24374E-09 -2.53461 -2.41916 -4.54796
201406_at 6173 RPL36A 1.24682E-09 -1.84863 -2.54283 -2.07701
202503_s_at 9768 KIAA0101 1.25086E-09 -28.043 -98.4687 -155.538
220466_at 80071 CCDC15 1.27857E-09 -8.59716 -7.86064 -7.37839
219037_at 51018 RRP15 1.30904E-09 -3.44897 -1.84819 -3.92978
201892_s_at 3615 IMPDH2 1.32338E-09 -3.09553 -2.99877 -3.97172
219014 _at 51316 PLAC8 1.35963E-09 -6.10164 -7.72426 -15.9567
202830_s_at 2542 SLC37A4 1.3751E-09 -2.716 -2.51786 -2.52122
209048_s_at 23613 ZMYNDS8 1.39146E-09 -2.86164 -1.9021 -2.12137
217846_at 5859 QARS 1.40212E-09 -1.54075 -1.95812 -1.71876
215165_x_at 7372 UMPS 1.40587E-09 -3.38337 -1.88936 -2.64998
211686_s_at 84549 MAK16 1.41289E-09 -2.04766 -1.70463 -1.78799
204504 _s_at 8479 HIRIP3 1.4197E-09 -3.12429 -2.55236 -2.83802
200037_s_at 11335 CBX3 1.43803E-09 -1.94161 -1.90154 -1.88799
214042_s_at 6146 RPL22 1.44268E-09 -2.03749 -2.30175 -1.69906
201697_s_at 1786 DNMT1 1.47858E-09 -3.95711 -4.64867 -4.11121
201930_at 4175 MCM6 1.48297E-09 -4.49233 -6.77332 -6.75976
221931 _s_at 81929 SEH1L 1.51658E-09 -5.32305 -1.73067 -1.61861
219105_x_at 23594 ORC6 1.52649E-09 -8.34207 -8.35605 -10.9164
201479_at 1736 DKC1 1.53348E-09 -2.91754 -2.62145 -2.34745
212348 s_at 23028 KDM1A 1.55186E-09 -1.78889 -1.85246 -2.05387
211026_s_at 11343 MGLL 1.56833E-09 -2.97638 -1.9648 -7.61044
211343_s_at 1305 COL13A1 1.60752E-09 -5.40629 -5.8689 -1.80237
203571_s_at 10974 C100rf116 1.61108E-09 -1.91998 -1.8054 -6.57701
209074_s_at 11170 FAM107A 1.62613E-09 -7.76219 -8.23063 -11.9467
215380_s_at 79017 GGCT 1.68289E-09 -3.17644 -2.48074 -1.96391




203585_at 7739 ZNF185 1.73745E-09 -2.92223 -2.70558 -11.1405
205527_s_at 50628 GEMIN4 1.7393E-09 -2.70799 -2.17301 -2.7408
211767 _at 84296 GINS4 1.74622E-09 -6.93091 -6.36042 -6.77899
201377 _at 9898 UBAP2L 1.78352E-09 -2.07425 -1.62748 -1.50825
215091_s_at 2971 GTF3A 1.78821E-09 -1.77862 -2.07955 -1.96953
64408_s_at 91860 CALML4 1.80582E-09 -2.05862 -4.40169 -5.32246
204695_at 993 CDC25A 1.81297E-09 -5.58332 -5.60111 -9.736
209680_s_at 3833 KIFC1 1.81403E-09 -5.49972 -7.03086 -6.56827
207526_s_at 9173 IL1RL1 1.81775E-09 -12.5792 -8.15638 -45.0063
208931_s_at 3609 ILF3 1.84208E-09 -5.80587 -4.41686 -3.84312
205909_at 5427 POLE2 1.85816E-09 -26.9029 -25.2562 -36.069
206103_at 5881 RAC3 1.86172E-09 -3.28143 -3.56876 -4.05597
200627_at 10728 PTGES3 1.90974E-09 -2.51468 -1.66409 -2.05098
206204_at 2888 GRB14 1.91918E-09 -3.79571 -4.39354 -22.2166
203046_s_at 8914 TIMELESS 1.97129E-09 -6.87601 -6.01693 -8.25443
203967_at 990 CDC6 1.98161E-09 -28.1464 -18.4391 -15.768
218662_s_at 64151 NCAPG 2.04131E-09 -34.7495 -70.1212 -68.9553
204662 _at 9738 CCP110 2.12065E-09 -4.75132 -2.99655 -2.68479
219918_s_at 259266 ASPM 2.12939E-09 -35.6268 -58.8179 -83.0088
200036_s_at 4736 RPL10A 2.13506E-09 -2.00112 -2.53861 -1.89681
200040_at 10657 KHDRBS1 2.15502E-09 -2.6913 -1.77018 -1.5571
211576_s_at 6573 SLC19A1 2.20073E-09 -3.81821 -3.29683 -4.88286
65588 _at 388796 LOC388796 | 2.24002E-09 -2.57313 -2.79521 -5.26495
213379 _at 27235 C0Q2 2.24008E-09 -6.58068 -2.89545 -3.17884
212909 _at 116372 LYPD1 2.24885E-09 -3.50111 -1.80306 -6.74043
210092_at 4116 MAGOH 2.25981E-09 -2.17687 -1.70976 -1.84965
204468_s_at 7075 TIE1 2.26647E-09 -2.74743 -5.84325 -53.3804
221002_s_at 81619 TSPAN14 2.36569E-09 -1.75832 -1.52365 -3.0115
204608 _at 435 ASL 2.43573E-09 -3.27608 -2.84523 -2.45585
209233 _at 10436 EMG1 2.45189E-09 -3.13522 -1.8004 -1.85099
214156_at 25924 MYRIP 2.48796E-09 -28.3234 -32.4819 -39.1527
205418 _at 2242 FES 2.55467E-09 -3.40849 -3.6895 -4.41872
219544 at 79866 BORA 2.59297E-09 -4.81184 -7.3545 -6.1579
201189 _s_at 3710 ITPR3 2.59749E-09 -2.36305 -4.5894 -5.66935
214727 _at 675 BRCA2 2.61046E-09 -6.58084 -7.24558 -5.8221




219512 _at 79980 DSN1 2.64333E-09 -6.49226 -7.21743 -5.77429
215905_s_at 9410 SNRNP40 2.64827E-09 -2.91746 -2.16389 -2.31788
218305_at 79711 IPO4 2.66083E-09 -2.10832 -2.13998 -2.18569
218308_at 10460 TACC3 2.66162E-09 -10.6576 -11.0677 -12.4584
38340_at 9026 HIP1R 2.66675E-09 -2.50877 -2.43484 -5.024
217779_s_at 55629 PNRC2 2.71701E-09 -4.00283 -2.28235 -1.73043
201853_s_at 994 CDC25B 2.73747E-09 -4.65474 -5.08781 -4.92105
209337_at 11168 PSIP1 2.73852E-09 -3.6989 -3.97415 -3.42405
213506_at 2150 F2RL1 2.77114E-09 -1.65033 -1.99409 -9.28646
37966_at 29780 PARVB 2.77324E-09 -2.1629 -1.94672 -4.67102
204775_at 8208 CHAF1B 2.80469E-09 -2.43224 -2.41692 -2.75024
203655_at 7515 XRCC1 2.90643E-09 -1.86038 -2.15842 -1.82828
211990_at 3113 HLA-DPA1 2.98698E-09 -4.33067 -3.93284 -7.42594
202330_s_at 7374 UNG 3.07943E-09 -3.94933 -3.25682 -3.06672
209104 _s_at 55651 NHP2 3.14658E-09 -2.31509 -2.16864 -2.39967
208846_s_at 7419 VDAC3 3.18218E-09 -2.74591 -1.79028 -2.47477
201608_s_at 11137 PWP1 3.30127E-09 -2.15572 -1.62642 -1.91213
201872_s_at 6059 ABCE1 3.33336E-09 -1.53894 -1.79533 -3.2383
208190_s_at 51599 LSR 3.33507E-09 -4.083 -3.50723 -2.6326
204835_at 5422 POLA1 3.34937E-09 -7.34352 -5.60987 -4.53391
208978 _at 1397 CRIP2 3.36953E-09 -2.65432 -2.65 -24.6007
201922 _at 10412 NSA2 3.38117E-09 -1.61167 -1.53791 -1.52858
219502 _at 55247 NEIL3 3.40406E-09 -17.6265 -17.1247 -18.3166
203401 _at 5634 PRPS2 3.42793E-09 -2.94309 -3.23719 -4.76977
218825_at 51162 EGFL7 3.45659E-09 -3.89346 -3.98481 -9.49992
213682_at 10762 NUP50 3.46848E-09 -3.57733 -2.19154 -2.19322
201385_at 1665 DHX15 3.5361E-09 -1.92577 -1.66977 -1.68362
213599 _at 11339 OIP5 3.59762E-09 -28.1319 -32.6857 -35.4554
210052_s_at 22974 TPX2 3.65757E-09 -22.341 -27.8286 -38.1234
220011_at 79000 AUNIP 3.74798E-09 -6.14026 -6.83786 -6.68073
209683_at 81553 FAM49A 3.77758E-09 -1.85888 -2.39934 -11.1337
204127 _at 5983 RFC3 3.80659E-09 -19.8733 -11.6181 -7.7034
218188 _s_at 26517 TIMM13 3.82499E-09 -2.97661 -1.80336 -2.13477
221539 at 1978 EIFAEBP1 3.8812E-09 -2.57026 -5.18283 -1.90221
218252 _at 26586 CKAP2 3.94301E-09 -6.9853 -5.91472 -6.47115




205024 _s_at 5888 RAD51 3.94675E-09 -19.2253 -15.853 -15.9574
212563_at 23246 BOP1 4.03455E-09 -3.16542 -2.23607 -4.15845
204142 _at 55556 ENOSF1 4.06948E-09 -3.5514 -3.63315 -5.36847
218984 _at 54517 PUS7 4.08299E-09 -3.06304 -1.9098 -4.9839

208699_x_at 7086 TKT 4.10378E-09 -2.08258 -3.13415 -2.71502
204146_at 10635 RAD51AP1 4.14248E-09 -30.8979 -36.3689 -38.5413

201144 _s_at 1965 EIF251 4.15896E-09 -2.32313 -1.65252 -2.87827
208511 _at 26255 PTTG3P 4.15938E-09 -6.67979 -9.62611 -9.88347
217905_at 79892 MCMBP 4.18E-09 -3.12234 -2.19479 -1.84337

208079_s_at 6790 AURKA 4.19721E-09 -16.3078 -14.4531 -16.7833
218755_at 10112 KIF20A 4.27147E-09 -37.4849 -110.338 -116.973
205129 _at 10360 NPM3 4.28788E-09 -4.07223 -4.09805 -3.94501

219569 _s_at 80723 SLC35G2 4.28864E-09 -4.07282 -3.2233 -7.93326
218210_at 79672 FN3KRP 4.31558E-09 -2.05628 -1.7287 -2.50431

221436_s_at 83461 CDCA3 4.33405E-09 -7.11382 -8.04106 -7.98742

203316_s_at 6635 SNRPE 4.34287E-09 -2.34194 -1.79857 -2.16252
219243 _at 55303 GIMAP4 4.48163E-09 -19.9558 -60.0014 -66.8188

34260_at 9894 TELO2 4.69589E-09 -2.48666 -1.9313 -2.1637

216305_s_at 6936 GCFC2 4.72339E-09 -3.41331 -1.62787 -4.98978

207624 _s_at 6103 RPGR 4.77605E-09 -4.21826 -3.52721 -4.15921
213552 _at 26035 GLCE 4.82485E-09 -3.07638 -2.81631 -6.40192

204026_s_at 11130 ZWINT 4.83637E-09 -46.2353 -15.7005 -39.7817

210815_s_at 10203 CALCRL 4.84558E-09 -3.67981 -5.75353 -13.942
220030_at 55359 STYK1 4.89038E-09 -15.0387 -9.43357 -44.9586

210732_s_at 3964 LGALSS8 4.91036E-09 -2.6492 -1.74632 -5.16259

204336_s_at 10287 RGS19 5.06306E-09 -1.8892 -1.88813 -1.98679

219934 _s_at 6783 SULT1E1 5.12078E-09 -10.0243 -6.79074 -18.1794

219162_s_at 65003 MRPL11 5.15187E-09 -2.17444 -2.47497 -2.5256
201600_at 11331 PHB2 5.20301E-09 -2.44894 -2.26044 -2.04516
41037_at 7004 TEAD4 5.20391E-09 -3.95191 -3.54816 -5.89195
212621 _at 23306 TMEM194A | 5.26296E-09 -5.31691 -3.00537 -3.88331

209832_s_at 81620 CDT1 5.45607E-09 -4.3832 -4.27872 -4.39615
201503 _at 10146 G3BP1 5.46408E-09 -3.00405 -2.07619 -2.00131
201197_at 262 AMD1 5.54618E-09 -3.6961 -4.36299 -3.56919
212949 _at 23397 NCAPH 5.58279E-09 -9.02373 -13.3535 -12.8696




218543_s_at 64761 PARP12 5.58825E-09 -2.33488 -3.28698 -7.72295
211851 x_at 672 BRCA1 5.66187E-09 -2.69304 -2.51056 -2.40484
218564 _at 55159 RFWD3 5.75944E-09 -3.97841 -3.10757 -3.3605
203652 _at 4296 MAP3K11 5.88592E-09 -1.68072 -1.7934 -4.62993
212537_x_at 6139 RPL17 5.93478E-09 -1.51485 -1.55606 -1.58645
218622_at 79023 NUP37 5.97331E-09 -3.95963 -2.47679 -1.99663
214240 _at 51083 GAL 6.02432E-09 -3.44552 -4.64576 -7.92977
91617_at 54487 DGCR8 6.07703E-09 -3.39965 -1.66755 -1.68992
214661_s_at 8602 NOP14 6.2216E-09 -2.56635 -1.59937 -1.91549
201516_at 6723 SRM 6.25688E-09 -2.37044 -2.47504 -1.55988
213436_at 1268 CNR1 6.29735E-09 -5.04493 -5.15104 -7.3112
200657_at 292 SLC25A5 6.32284E-09 -2.18973 -2.10138 -3.45309
203931_s_at 6182 MRPL12 6.43044E-09 -3.12133 -2.72199 -2.91571
201818 at 79888 LPCAT1 6.46805E-09 -2.09347 -1.72836 -2.02367
204031 _s_at 5094 PCBP2 6.50891E-09 -1.63465 -1.89444 -1.66777
218349 _s_at 55055 ZWILCH 6.62294E-09 -12.4265 -7.10783 -9.91923
201420_s_at 79084 WDR77 6.68764E-09 -3.21545 -1.60955 -1.65242
209520_s_at 4686 NCBP1 6.83116E-09 -3.36414 -1.60992 -2.16802
214690_at 9014 TAF1B 6.90956E-09 -5.855 -3.62024 -5.93936
214218 _s_at 7503 XIST 7.05451E-09 -2.11295 -2.59739 -24.467
220758_s_at 54538 ROBO4 7.22033E-09 -1.77823 -2.21534 -2.41494
221636_s_at 54996 41700 7.27318E-09 -1.7231 -1.81645 -8.39602
201323_at 10969 EBNA1BP2 7.50855E-09 -3.75822 -1.9137 -2.97635
220238_s_at 55975 KLHL7 7.55635E-09 -1.55009 -2.61019 -5.97803
211971_s_at 10128 LRPPRC 7.67283E-09 -1.77482 -1.68696 -2.43241
203119 at 79080 CCDC86 7.69188E-09 -2.68709 -1.82859 -3.20479
212846_at 23076 RRP1B 7.69861E-09 -2.06361 -1.65784 -2.48432
209172_s_at 1063 CENPF 7.71584E-09 -14.2496 -20.3344 -21.0413
213520_at 9401 RECQL4 7.94629E-09 -2.5716 -2.783 -2.69893
216870 _x_at 8847 DLEU2 7.98986E-09 -11.2073 -10.6297 -12.7955
206876_at 6492 SIM1 8.04399E-09 -5.65367 -3.83028 -9.00332
218735_s_at 27300 ZNF544 8.06158E-09 -3.76105 -1.78959 -2.28122
209862_s_at 9702 CEP57 8.08874E-09 -1.71235 -2.30338 -1.80545
204441 s_at 23649 POLA2 8.0965E-09 -4.12918 -2.78074 -4.60541
211932 _at 220988 HNRNPA3 8.14749E-09 -5.11834 -4.14084 -4.62042




218592_s_at 27440 CECR5 8.19967E-09 -2.82375 -2.20668 -2.20805
201275_at 2224 FDPS 8.24742E-09 -3.98429 -2.93264 -3.27985
202085_at 9414 TJP2 8.33065E-09 -1.51554 -1.66963 -34.3306

204709_s_at 9493 KIF23 8.34051E-09 -9.7332 -9.98668 -13.9553
209731 _at 4913 NTHL1 8.40597E-09 -3.37835 -2.67488 -3.03168
203228 at 5050 PAFAH1B3 8.58071E-09 -3.97414 -2.55931 -4.34399

200016_x_at 3178 HNRNPA1 8.59845E-09 -2.06118 -1.91178 -1.66042
217504 _at 23460 ABCA6 8.66158E-09 -5.4496 -7.44738 -4.50155
218383_at 54930 HAUS4 8.69296E-09 -2.97636 -3.82035 -3.97702

201797_s_at 7407 VARS 8.76021E-09 -1.99887 -2.18532 -1.89321
202858 _at 7307 U2AF1 8.76598E-09 -2.35403 -2.03897 -1.9548

218676_s_at 58488 PCTP 8.8344E-09 -2.935 -2.04935 -2.05517
214761 _at 23090 ZNF423 9.05401E-09 -3.195 -2.14573 -27.2108

209389 x_at 1622 DBI 9.26942E-09 -1.58795 -1.83259 -1.52652
218115_at 55723 ASF1B 9.41782E-09 -5.42268 -6.86047 -6.96757
204975_at 2013 EMP2 9.46291E-09 -6.3839 -7.91199 -5.25146
205519 at 79968 WDR76 9.51802E-09 -5.68602 -5.21272 -6.14947

219762_s_at 25873 RPL36 9.73879E-09 -1.70765 -2.02017 -1.96062

215001_s_at 2752 GLUL 9.77236E-09 -2.66006 -2.56549 -1.83547
218594 _at 55127 HEATR1 1.00033E-08 -3.10007 -2.5285 -2.62147

201896_s_at 84722 PSRC1 1.01162E-08 -17.3928 -17.642 -12.0607

207375_s_at 3601 IL15RA 1.01603E-08 -2.30165 -3.83948 -4.82196

211115_x_at 8487 GEMIN2 1.01959E-08 -2.51141 -2.23886 -2.31009
209507_at 6119 RPA3 1.03609E-08 -2.77959 -3.17882 -1.86824
217832_at 10492 SYNCRIP 1.03635E-08 -2.48195 -1.98996 -2.23508
219262_at 79723 SUV39H2 1.06406E-08 -6.89696 -6.21294 -6.0466

218443 _s_at 26528 DAZAP1 1.06525E-08 -2.21222 -2.18188 -2.89437

209259 _s_at 9126 SMC3 1.06876E-08 -2.98159 -2.18681 -2.89312

217992_s_at 79180 EFHD2 1.07616E-08 -3.58797 -4.05512 -3.86903

200705_s_at 1933 EEF1B2 1.09394E-08 -1.78385 -1.82855 -1.61711
204252 _at 1017 CDK2 1.09712E-08 -4.68674 -3.66779 -4.39349

202420_s_at 1660 DHX9 1.09862E-08 -2.44659 -1.72823 -1.83297
218258 at 51082 POLR1D 1.09894E-08 -2.39164 -1.72408 -1.99242

213892_s_at 353 APRT 1.11059E-08 -2.3379 -2.32849 -2.89573
218665_at 8322 FZD4 1.12004E-08 -1.87491 -1.72031 -2.79487




218399 _s_at 55038 CDCA4 1.12978E-08 -5.02607 -4.0683 -6.87135
207153_s_at 11146 GLMN 1.14058E-08 -3.94244 -2.25169 -2.61224
203270_at 1841 DTYMK 1.15825E-08 -4.4668 -3.77622 -5.47414
212826_s_at 293 SLC25A6 1.16286E-08 -1.68744 -1.9301 -1.66667
201489 _at 10105 PPIF 1.17157E-08 -2.9078 -4.18072 -1.5972
210115_at 116832 RPL39L 1.1776E-08 -4.55443 -5.73824 -4.69254
218857_s_at 80150 ASRGL1 1.20342E-08 -3.09894 -2.67954 -5.03416
202645_s_at 4221 MEN1 1.21932E-08 -1.71202 -1.91742 -1.56734
201809_s_at 2022 ENG 1.22904E-08 -2.91637 -1.5228 -2.6588
206236_at 2828 GPR4 1.25207E-08 -4.9627 -6.45536 -7.54426
212825_at 22976 PAXIP1 1.25407E-08 -4.63137 -3.07004 -2.87893
207740_s_at 23636 NUP62 1.26143E-08 -2.67816 -2.63 -2.65061
200057_s_at 4841 NONO 1.26748E-08 -2.04145 -1.59053 -1.64477
209464 _at 9212 AURKB 1.30301E-08 -20.6172 -32.9639 -38.3747
218950_at 64411 ARAP3 1.31132E-08 -3.15762 -3.6879 -5.85783
219494 at 25788 RAD54B 1.31249E-08 -8.25857 -4.79738 -1.99516
204407_at 8458 TTF2 1.31504E-08 -4.10234 -2.58592 -5.44725
200041_s_at 7919 DDX39B 1.3303E-08 -2.38003 -2.47253 -2.63353
205085_at 4998 ORC1 1.344E-08 -4.02535 -3.66975 -4.02329
206298 _at 58504 ARHGAP22 1.35542E-08 -2.63143 -3.7842 -7.75801
218084 _x_at 53827 FXYD5 1.35786E-08 -2.24647 -1.97064 -2.48234
218001_at 51116 MRPS2 1.36653E-08 -2.30465 -1.90888 -2.28781
209100_at 7866 IFRD2 1.37142E-08 -3.65239 -2.78367 -3.16757
219539 _at 79833 GEMING6 1.37368E-08 -3.35967 -1.61255 -2.33233
208620_at 5093 PCBP1 1.37674E-08 -1.72831 -1.91986 -1.59203
217946_s_at 10055 SAE1 1.38402E-08 -2.10734 -1.5724 -2.09899
219296_at 54503 ZDHHC13 1.41632E-08 -3.79165 -2.30824 -5.10529
218069_at 79077 DCTPP1 1.4174E-08 -3.7245 -1.79754 -4.68755
202735_at 10682 EBP 1.43341E-08 -3.32308 -2.34034 -2.57897
209589 _s_at 2048 EPHB2 1.43863E-08 -1.54552 -1.65636 -3.6907
209899_s_at 22827 PUF60 1.45225E-08 -2.13707 -1.87847 -2.39791
202470_s_at 11052 CPSF6 1.45821E-08 -4.20871 -3.26726 -2.82931
214804 _at 2491 CENPI 1.46482E-08 -13.092 -13.6773 -18.8985
218768 at 57122 NUP107 1.52296E-08 -4.53603 -3.53688 -3.91756
202666_s_at 86 ACTL6A 1.52485E-08 -2.2371 -1.70486 -1.91491




201115_at 5425 POLD2 1.56119E-08 -2.46111 -2.26832 -2.44733
205257_s_at 273 AMPH 1.57786E-08 -2.90742 -2.97936 -11.5962
201714 _at 7283 TUBG1 1.58233E-08 -2.24784 -2.55634 -3.2814
212539 _at 9557 CHD1L 1.61041E-08 -1.62468 -1.97584 -2.15361
218156_s_at 55720 TSR1 1.61167E-08 -3.04013 -2.47422 -2.33485
200680_x_at 3146 HMGB1 1.64976E-08 -1.88674 -1.59574 -1.8508
209421 _at 4436 MSH?2 1.65654E-08 -5.40474 -3.47758 -5.30759
212973_at 22934 RPIA 1.6701E-08 -2.32894 -2.54512 -2.44544
218546_at 79762 Clorf115 1.67483E-08 -6.43283 -4.40703 -26.5644
208424 _s_at 57019 CIAPIN1 1.68576E-08 -2.65727 -1.59455 -1.68774
201277 _s_at 3182 HNRNPAB 1.68932E-08 -1.84605 -2.05691 -2.21399
219031 _s_at 51388 NIP7 1.70274E-08 -2.84038 -1.76841 -2.46297
204649 _at 10024 TROAP 1.7305E-08 -4.31705 -5.43899 -4.80975
219703_at 55329 MNS1 1.74534E-08 -8.47247 -7.70056 -5.60481
208696_at 22948 CCT5 1.74833E-08 -2.48965 -1.54554 -2.47981
208739_x_at 6613 SUMO?2 1.78673E-08 -1.54949 -1.78136 -1.64234
204492 _at 9824 ARHGAP11A | 1.80607E-08 -11.8738 -13.0534 -11.6905
204905_s_at 9521 EEF1E1 1.84453E-08 -3.93937 -1.70175 -2.66007
210574 _s_at 10726 NUDC 1.88233E-08 -2.09722 -1.61385 -2.50975
213421 _x_at 5646 PRSS3 1.89099E-08 -4.2969 -2.1644 -5.45383
219581 _at 80746 TSEN2 1.91597E-08 -5.64328 -3.48922 -3.36659
201795_at 3930 LBR 1.91676E-08 -2.78205 -5.01878 -6.6988
206550_s_at 9631 NUP155 1.92075E-08 -3.27019 -2.46659 -3.82677
212767 _at 92170 MTG1 1.93278E-08 -5.12378 -2.47086 -2.82952
205412 _at 38 ACAT1 1.93828E-08 -2.10534 -1.9269 -2.31475
219787_s_at 1894 ECT2 1.97788E-08 -4.55072 -4.83989 -4.48686
208941 _s_at 22929 SEPHS1 1.98003E-08 -2.39854 -1.87542 -3.49604
211747 _s_at 23658 LSM5 1.98146E-08 -3.07615 -2.84254 -1.90918
216503_s_at 8028 MLLT10 1.99445E-08 -2.56245 -1.97324 -2.33145
205449 at 29901 SAC3D1 2.03305E-08 -2.69676 -1.87944 -2.70918
203033 _x_at 2271 FH 2.03905E-08 -2.26432 -1.59922 -2.56469
206316_s_at 9735 KNTC1 2.04789E-08 -4.11087 -4.24749 -4.52371
208795_s_at 4176 MCM7 2.1033E-08 -7.29315 -14.9308 -11.3095
204126_s_at 8318 CDCA5 2.10459E-08 -12.8981 -14.971 -18.2106
201589_at 8243 SMC1A 2.10703E-08 -3.76918 -3.22347 -3.85285




204529 _s_at 9760 TOX 2.13973E-08 -1.6981 -3.2003 -97.8509
202794 _at 3628 INPP1 2.16122E-08 -2.37757 -1.96392 -2.54351
209679_s_at 57228 SMAGP 2.17755E-08 -3.33754 -2.31745 -4.44038
201969_at 4678 NASP 2.17832E-08 -3.38561 -3.43451 -2.40875
205507_at 22899 ARHGEF15 2.26945E-08 -3.16821 -3.94976 -6.74931
213346_at 93081 TEX30 2.28539E-08 -2.04656 -2.96539 -1.92839
205394 _at 1111 CHEK1 2.29975E-08 -4.48484 -3.97553 -8.42826
50314 _i_at 54976 C200rf27 2.32721E-08 -2.32286 -1.96714 -2.4553
212224 at 216 ALDH1A1 2.33715E-08 -2.36339 -7.01062 -2.19624
217370 _x_at 2521 FUS 2.35075E-08 -2.6384 -2.0132 -2.11462
202240_at 5347 PLK1 2.38633E-08 -3.69582 -4.60031 -4.64475
218770_s_at 55116 TMEM39B 2.38798E-08 -2.77647 -2.22143 -2.5656
200081_s_at 6194 RPS6 2.39164E-08 -1.62673 -1.53557 -1.50882
206205_at 10198 MPHOSPHS | 2.39519E-08 -3.73329 -3.54572 -5.02291
212191 _x_at 6137 RPL13 2.3974E-08 -1.58316 -2.09919 -1.79419
221922 _at 29899 GPSM2 2.40089E-08 -2.96714 -4.84554 -4.60081
205811 _at 11232 POLG2 2.43716E-08 -1.6784 -1.98151 -2.18019
204900_x_at 8819 SAP30 2.47704E-08 -3.46275 -3.15103 -1.7199
202911 _at 2956 MSH6 2.48556E-08 -2.07375 -1.89113 -1.68549
218073_s_at 55706 TMEM48 2.49657E-08 -4.03972 -3.42547 -4.99051
212836_at 10714 POLD3 2.49792E-08 -3.62936 -3.18202 -2.76442
209208 _at 9526 MPDU1 2.50236E-08 -2.56779 -1.61041 -1.97104
207181 _s_at 840 CASP7 2.52835E-08 -3.03619 -1.84271 -2.52681
220027_s_at 54922 RASIP1 2.5434E-08 -5.39428 -11.2378 -18.6969
206995_x_at 8578 SCARF1 2.54986E-08 -2.03107 -2.84377 -9.13933
201614 _s_at 8607 RUVBL1 2.59431E-08 -3.96829 -2.77827 -2.15264
203411_s_at 4000 LMNA 2.60775E-08 -2.81768 -1.88414 -2.71526
219119 _at 51691 NAA38 2.6146E-08 -2.36607 -1.67981 -1.92922
203113_s_at 1936 EEF1D 2.63617E-08 -1.79224 -1.50556 -1.58899
204617_s_at 65057 ACD 2.7527E-08 -2.85917 -2.32573 -3.07401
204633_s_at 9252 RPS6KAS 2.78113E-08 -4.13012 -4.90489 -5.96185
212174 _at 204 AK2 2.84137E-08 -1.95843 -2.03614 -1.93563
216945_x_at 23178 PASK 2.88069E-08 -4.51367 -4.94268 -5.20242
203103_s_at 27339 PRPF19 2.89746E-08 -2.22532 -2.18832 -2.07356
221970_s_at 25926 NOL11 2.9325E-08 -2.83223 -2.16323 -2.32983




219436_s_at 51705 EMCN 2.96196E-08 -3.07869 -3.90295 -24.2429
200862_at 1718 DHCR24 2.99706E-08 -3.92166 -2.13899 -1.72861
221096_s_at 55374 TMCO6 3.00112E-08 -1.90245 -2.64337 -4.1998
218653_at 10166 SLC25A15 3.18304E-08 -2.55687 -2.11596 -2.52401
213906_at 4603 MYBL1 3.19569E-08 -3.86467 -1.87207 -13.4964
37577_at 84986 ARHGAP19 3.22281E-08 -8.53503 -5.42409 -7.58935
201726_at 1994 ELAVL1 3.25222E-08 -2.14731 -1.70163 -1.60032
204817 _at 9700 ESPL1 3.2969E-08 -3.648 -3.70226 -6.11082
209121 x_at 7026 NR2F2 3.33132E-08 -1.55709 -2.78265 -2.49715
218966_at 55930 MYO5C 3.34525E-08 -4.91725 -4.58705 -7.2144
203436_at 10556 RPP30 3.34805E-08 -2.41664 -1.58369 -2.48342
203025_at 8260 NAA10 3.38096E-08 -2.10918 -1.98326 -2.47192
203210_s_at 5985 RFC5 3.40232E-08 -5.65399 -4.65462 -5.78946
208149 x_at 1663 DDX11 3.40799E-08 -2.97337 -3.62879 -4.01682
209754 _s_at 7112 TMPO 3.45853E-08 -3.14488 -3.59412 -3.84628
208921 _s_at 6717 SRI 3.52274E-08 -2.01519 -1.86858 -2.09764
213951_s_at 29893 PSMC3IP 3.62837E-08 -6.47525 -5.23432 -6.65885
209609_s_at 65005 MRPL9 3.65071E-08 -2.26905 -1.68333 -2.15813
212858 _at 124222 PAQR4 3.65852E-08 -1.6609 -1.51248 -2.49996
201405_s_at 10980 COPS6 3.6802E-08 -1.8018 -1.60967 -2.02178
202688 _at 8743 TNFSF10 3.75876E-08 -2.88612 -17.7601 -25.5316
221840_at 5791 PTPRE 3.76426E-08 -3.21628 -2.21869 -2.4035
205036_at 11157 LSM6 3.76427E-08 -2.46854 -2.50554 -2.46022
208764 _s_at 517 ATP5G2 3.76708E-08 -2.00857 -2.15675 -2.2484
200913_at 5496 PPM1G 3.77946E-08 -1.94667 -1.57758 -2.53144
202200_s_at 6732 SRPK1 3.80841E-08 -1.88108 -1.51257 -2.32341
218782_s_at 29028 ATAD2 3.83418E-08 -6.2909 -7.33583 -10.1066
213528 _at 92342 METTL18 3.95936E-08 -3.74171 -1.75154 -2.19519
211935_at 23204 ARL6IP1 4.02042E-08 -1.64482 -1.80024 -2.36184
213730_x_at 6929 TCF3 4.0483E-08 -1.7964 -1.67708 -2.06971
206696_at 4935 GPR143 4.06217E-08 -2.70244 -2.00508 -2.17625
221270_s_at 81890 QTRT1 4.08103E-08 -2.48503 -2.21536 -2.26664
204990_s_at 3691 ITGB4 4.14206E-08 -1.87778 -3.00037 -4.21332
213535_s_at 7329 UBE2| 4.25085E-08 -2.1041 -1.62801 -1.9715
205345_at 580 BARD1 4.25099E-08 -5.02921 -4.84158 -10.1967




201030_x_at 3945 LDHB 4.28029E-08 -1.7811 -2.08062 -1.53022
218766_s_at 10352 WARS?2 4.31609E-08 -2.59079 -2.05151 -2.7325
204663_at 10873 ME3 4.33552E-08 -2.07592 -2.14913 -3.09826
203775_at 10165 SLC25A13 4.36277E-08 -3.3519 -1.60049 -2.0167
218911 _at 8089 YEATS4 4.37018E-08 -5.17622 -2.85365 -3.58562
219000_s_at 79075 DSCC1 4.37217E-08 -7.13388 -6.5486 -3.09358
218046_s_at 51021 MRPS16 4.39511E-08 -1.81344 -2.12384 -1.90499
200052_s_at 3608 ILF2 4.44223E-08 -2.47071 -1.9609 -2.35371
205376_at 8821 INPP4B 4.45455E-08 -2.96701 -2.30999 -7.04381
203347_s_at 22823 MTF2 4.49671E-08 -3.31884 -1.51437 -2.10133
208775_at 7514 XPO1 4.51953E-08 -1.89607 -1.75311 -1.99574
206861_s_at 8545 CGGBP1 4.65838E-08 -1.63873 -1.56353 -2.26042
209608_s_at 39 ACAT2 4.67052E-08 -5.49858 -4.16527 -3.78555
203680_at 5577 PRKAR2B 4.67453E-08 -2.80524 -4.03383 -15.744
203225_s_at 55312 RFK 4.67546E-08 -1.97612 -1.54122 -2.48447
203196_at 10257 ABCC4 4.69004E-08 -2.92212 -2.19149 -2.15383
202779_s_at 27338 UBE2S 4.7339E-08 -2.68516 -1.94287 -3.26446
219363_s_at 51001 MTERFD1 4.73826E-08 -2.98105 -2.06192 -2.55376
208117_s_at 81887 LAS1L 4.79282E-08 -2.4206 -1.65875 -1.90821
217028 _at 7852 CXCR4 4.83442E-08 -1.78692 -3.70537 -11.5355
220085_at 3070 HELLS 4.91089E-08 -12.6044 -11.5423 -12.2955
218947 s_at 55149 MTPAP 5.05541E-08 -2.15003 -1.60499 -1.63423
204897 _at 5734 PTGER4 5.05617E-08 -5.1632 -4.96688 -8.27775
218894 _s_at 55110 MAGOHB 5.11184E-08 -3.95057 -2.27837 -1.83098
218902_at 4851 NOTCH1 5.17267E-08 -2.1358 -2.8046 -5.1966
219416_at 51435 SCARA3 5.17855E-08 -2.46332 -4.37574 -3.01291
208107_s_at 81691 LOC81691 5.2153E-08 -1.90803 -2.6224 -2.40184
213054 _at 23354 HAUS5 5.2542E-08 -3.60436 -3.22839 -4.14137
210138 _at 8601 RGS20 5.25469E-08 -1.9975 -1.56881 -5.55716
203925_at 2730 GCLM 5.38032E-08 -2.65799 -2.34642 -1.86625
218619_s_at 6839 SUV39H1 5.39636E-08 -3.05301 -3.15422 -3.11878
51158 at 400451 FAM174B 5.4098E-08 -2.01142 -1.71033 -3.12977
218593 _at 55131 RBM28 5.44108E-08 -2.55397 -2.12969 -2.82936
201051 _at 8125 ANP32A 5.49244E-08 -3.03108 -2.13208 -2.05766
200715_x_at 23521 RPL13A 5.49457E-08 -2.04223 -2.02525 -1.52005




205264 _at 10849 CD3EAP 5.53811E-08 -3.53922 -2.66615 -3.95076
211989 at 6605 SMARCE1 5.6626E-08 -1.83219 -1.97051 -1.80676
212330_at 7027 TFDP1 5.71187E-08 -4.45744 -3.32169 -2.57482
219960_s_at 51377 UCHL5 5.73152E-08 -3.61912 -2.24691 -2.58411
212809_at 84901 NFATC2IP 5.87762E-08 -2.18595 -2.12816 -3.93952
208319 _s_at 5935 RBM3 5.87774E-08 -3.0545 -1.97803 -2.15232
221685_s_at 54908 CCDC99 6.15753E-08 -8.11885 -5.50129 -4.58524
212789 _at 23310 NCAPD3 6.2091E-08 -3.95824 -3.04583 -3.90067
214426_x_at 10036 CHAF1A 6.22907E-08 -5.06238 -3.88679 -4.65864
219303_at 79596 RNF219 6.30335E-08 -3.70961 -2.14801 -2.61247
221085_at 9966 TNFSF15 6.30604E-08 -3.1125 -6.80158 -6.66449
201764 _at 79022 TMEM106C | 6.30818E-08 -4.11853 -2.30826 -2.45491
218979 _at 80010 RMI1 6.33034E-08 -3.75061 -3.05949 -3.81867
215708_s_at 5558 PRIM2 6.43928E-08 -3.82497 -3.56841 -2.92439
205825_at 5122 PCSK1 6.55901E-08 -6.55538 -6.4753 -9.03823
202726_at 3978 LIG1 6.56033E-08 -3.74539 -4.16255 -6.69272
209478 _at 201254 STRA13 6.60866E-08 -2.81407 -1.62262 -2.55986
218530_at 29109 FHOD1 6.90115E-08 -2.26696 -2.29104 -4.12882
218512 _at 55759 WDR12 6.97207E-08 -1.62923 -1.76858 -1.90429
217792 _at 27131 SNX5 7.05182E-08 -2.30933 -2.58724 -2.31936
218154 at 79792 GSDMD 7.13846E-08 -2.43322 -2.8602 -2.72832
207426_s_at 7292 TNFSF4 7.16982E-08 -5.01904 -14.5106 -4.25463
217546_at 4499 MT1M 7.32368E-08 -4.6346 -5.28217 -5.76601
203235_at 7064 THOP1 7.36986E-08 -3.14722 -2.73604 -3.18029
218108 _at 55148 UBR7 7.38188E-08 -3.59765 -1.78415 -1.79918
207761_s_at 25840 METTL7A 7.4578E-08 -24.5975 -29.7045 -2.0706
217752_s_at 55748 CNDP2 7.48252E-08 -2.22403 -1.98886 -1.84389
209302_at 5437 POLR2H 7.53294E-08 -1.95373 -1.91145 -1.92665
217986_s_at 11177 BAZ1A 7.55091E-08 -1.66023 -1.57969 -3.75556
218702_at 54938 SARS2 7.57751E-08 -1.93784 -1.8711 -1.61637
204164 _at 6494 SIPA1 7.62792E-08 -1.78943 -2.29408 -3.23921
218281 _at 51642 MRPLA8 7.71708E-08 -2.7543 -1.64619 -2.55516
209567_at 23212 RRS1 7.75928E-08 -2.95649 -1.54723 -1.99178
209905_at 3205 HOXA9 7.81237E-08 -2.38153 -1.51266 -2.45979
202501 _at 10982 MAPRE2 7.95609E-08 -2.55125 -1.56007 -2.35028




218741_at 79019 CENPM 7.99255E-08 -8.51354 -9.50161 -9.01744
202209 _at 27258 LSM3 8.20071E-08 -2.42253 -1.70975 -1.5225
213155_at 23302 WSCD1 8.25019E-08 -2.84812 -2.48163 -8.7049
217822 _at 51729 WBP11 8.33449E-08 -1.71815 -1.71073 -2.18496
203625_x_at 6502 SKP2 8.39053E-08 -1.841 -4.68968 -1.7872
201998 at 6480 ST6GAL1L 8.41225E-08 -1.91742 -2.62905 -5.07456
202888_s_at 290 ANPEP 8.44744E-08 -1.6388 -3.1315 -3.9232
217771 _at 51280 GOLM1 8.45399E-08 -1.83334 -2.6 -2.12624
215566_x_at 11313 LYPLA2 8.47131E-08 -2.05906 -1.51546 -1.94048
215416_s_at 30968 STOML2 8.47243E-08 -3.05581 -2.65012 -2.32472
214011_s_at 51491 NOP16 8.49637E-08 -3.18391 -2.09338 -2.90121
218339 _at 29093 MRPL22 8.53535E-08 -2.31145 -1.5783 -2.24316
207688_s_at 3626 INHBC 8.65516E-08 -1.87413 -1.65105 -2.43046
203481 _at 55719 FAM178A 8.67038E-08 -1.93991 -1.78674 -3.42861
218781 _at 79677 SMC6 8.79856E-08 -1.55157 -1.84885 -3.79925
35201_at 3191 HNRNPL 8.85801E-08 -1.70951 -1.92841 -1.9457
207345_at 10468 FST 8.86679E-08 -4.16599 -3.80203 -1.6745
218728 s_at 29097 CNIH4 8.86888E-08 -1.69613 -1.50363 -1.5449
209482 _at 10248 POP7 8.9729E-08 -2.53863 -1.66007 -2.31675
212603_at 10240 MRPS31 9.19782E-08 -2.91009 -1.59384 -2.16851
218826_at 54733 SLC35F2 9.233E-08 -2.0571 -1.81284 -9.20685
213547 at 23066 CAND2 9.36893E-08 -2.14404 -2.5312 -5.97543
204025_s_at 5134 PDCD2 9.39289E-08 -2.97766 -1.99957 -1.91482
201258 _at 6217 RPS16 9.49225E-08 -1.87234 -1.65848 -1.7654
209307_at 23075 SWAP70 9.53275E-08 -1.60004 -1.76896 -4.52339
217884 _at 55226 NAT10 9.60519E-08 -2.00211 -1.85345 -2.45628
205086_s_at 29781 NCAPH?2 9.6391E-08 -2.98058 -2.45266 -2.76666
205379 _at 874 CBR3 9.68999E-08 -3.11756 -3.61568 -3.77995
208676_s_at 5036 PA2G4 9.72999E-08 -2.01239 -2.02765 -3.16713
222269 at 139322 APOOL 9.8089E-08 -2.58973 -2.1006 -2.94833
205895_s_at 9221 NOLC1 1.01595E-07 -1.82619 -2.30389 -2.88663
201327 _s_at 908 CCT6A 1.02869E-07 -2.18132 -1.65065 -2.57489
212955_s_at 5438 POLR2I 1.02941E-07 -2.60237 -3.15349 -2.09811
218250_s_at 29883 CNOT7 1.03841E-07 -1.56485 -1.73443 -1.89423
219993_at 64321 SOX17 1.04289E-07 -2.69199 -3.5341 -13.4708




219320_at 80179 MYO19 1.0494E-07 -2.15539 -2.33495 -2.4983
38269_at 25865 PRKD2 1.06076E-07 -1.7813 -1.61424 -2.03951
219214 _s_at 30833 NT5C 1.06935E-07 -2.76002 -2.18706 -1.62357
215691 _x_at 51668 HSPB11 1.08828E-07 -3.95152 -1.81998 -1.78908
205576_at 3053 SERPIND1 1.0883E-07 -4.22082 -2.43367 -5.69179
221529 s_at 83483 PLVAP 1.08887E-07 -2.42746 -3.01869 -3.29696
214467 _at 8477 GPR65 1.09675E-07 -8.55425 -3.98826 -9.66668
59644 _at 55589 BMP2K 1.09909E-07 -2.98982 -1.78375 -2.23164
205739_x_at 51427 ZNF107 1.11324E-07 -4.83334 -3.37765 -1.68188
204559 _s_at 51690 LSM7 1.11825E-07 -1.83303 -1.9137 -1.64046
206908_s_at 5010 CLDN11 1.12106E-07 -1.97133 -2.48245 -3.04244
216251 _s_at 23170 TTLL12 1.13655E-07 -1.65965 -1.733 -1.74816
204558 _at 8438 RAD54L 1.13892E-07 -4.38396 -4.62441 -3.89451
205300_s_at 11066 SNRNP35 1.15319E-07 -1.73343 -1.63689 -1.91693
204064 _at 9984 THOC1 1.16813E-07 -3.04307 -2.61066 -2.9089
37462_i_at 8175 SF3A2 1.19942E-07 -2.02033 -2.43709 -2.52014
204372_s_at 8570 KHSRP 1.22169E-07 -1.89324 -2.04752 -1.88765
214672_at 23093 TTLL5 1.23522E-07 -2.93293 -2.4109 -3.08826
206860_s_at 54468 MIOS 1.24318E-07 -2.06314 -1.625 -2.0806
205631 _at 9786 KIAAO586 1.26123E-07 -2.03437 -1.75225 -1.81452
203302_at 1633 DCK 1.28157E-07 -2.66925 -1.95908 -3.40878
205588 _s_at 11116 FGFR10P 1.29972E-07 -2.65797 -1.72805 -2.27717
200875_s_at 10528 NOP56 1.30398E-07 -3.68207 -1.77912 -3.18895
213523 _at 898 CCNE1 1.30619E-07 -1.92433 -1.84563 -2.13213
214141 x_at 6432 SRSF7 1.30738E-07 -2.94613 -2.5575 -3.29097
209321 s_at 109 ADCY3 1.31005E-07 -2.38639 -2.441 -3.88905
202932 _at 7525 YES1 1.31425E-07 -1.58505 -2.1066 -2.89576
206108_s_at 6431 SRSF6 1.32713E-07 -3.23863 -2.13009 -1.55844
218256_s_at 53371 NUP54 1.32719E-07 -2.31283 -2.16942 -2.32383
205667_at 7486 WRN 1.33713E-07 -2.45706 -1.56754 -2.43168
205668_at 4065 LY75 1.34353E-07 -2.23883 -4.61394 -10.664
202462_s_at 9879 DDX46 1.34838E-07 -4.02796 -2.4706 -2.0851
201440_at 9416 DDX23 1.35987E-07 -2.2667 -1.54532 -2.1604
218633_x_at 55347 ABHD10 1.37515E-07 -1.58039 -1.83433 -1.77918
202179 at 642 BLMH 1.4156E-07 -1.76126 -2.26019 -2.88155




206066_s_at 5889 RAD51C 1.4301E-07 -3.19365 -1.96399 -2.65567
219505_at 51816 CECR1 1.43997E-07 -2.71253 -4.59051 -6.41973
201850_at 822 CAPG 1.4408E-07 -1.69911 -2.8108 -4.13349

221579_s_at 11165 NUDT3 1.44376E-07 -1.95645 -1.93418 -1.63678

204728_s_at 11169 WDHD1 1.44874E-07 -5.8905 -4.64068 -4.60714

206752_s_at 1677 DFFB 1.45877E-07 -2.78875 -1.65777 -2.22941

209820_s_at 10607 TBL3 1.462E-07 -1.92588 -1.87839 -2.1855
213179 _at 9125 RQCD1 1.46367E-07 -1.60273 -2.36733 -2.02002

200753_x_at 6427 SRSF2 1.48579E-07 -2.97847 -2.31699 -2.54945
218328 at 51117 C0Q4 1.51022E-07 -2.08035 -1.93463 -1.98746
219861 _at 55192 DNAIC17 1.53797E-07 -3.19471 -1.85445 -2.27102

218158 _s_at 26060 APPL1 1.55085E-07 -2.20653 -1.95475 -2.12618
204328 at 11322 TMC6 1.55652E-07 -2.04014 -2.30458 -5.72111

213166_x_at 653784 MZT2A 1.56899E-07 -1.76218 -1.70455 -1.72937
214866_at 5329 PLAUR 1.56944E-07 -2.64916 -2.85825 -1.72559
203708_at 5142 PDE4B 1.5902E-07 -1.98509 -5.26966 -1.57842

210473_s_at 166647 GPR125 1.59075E-07 -2.67757 -2.74596 -1.75644
206106_at 6300 MAPK12 1.59845E-07 -2.04166 -1.85008 -2.12688
217842 _at 51631 LUC7L2 1.6059E-07 -1.68557 -1.63638 -1.62232
219763_at 57706 DENND1A 1.68278E-07 -3.48754 -3.22645 -2.44983

209953_s_at 11140 CDC37 1.69582E-07 -1.79809 -1.51083 -1.96377

42361_g_at 54535 CCHCR1 1.71299E-07 -3.23414 -3.32735 -3.27615

202408_s_at 26121 PRPF31 1.71998E-07 -2.36064 -1.65989 -1.95283
218777 _at 80346 REEP4 1.72006E-07 -1.87451 -2.04824 -2.59437
206170_at 154 ADRB2 1.72572E-07 -1.86883 -1.64144 -6.54839

205581 _s_at 4846 NOS3 1.73489E-07 -3.25002 -5.31916 -5.6079

204374 _s_at 2584 GALK1 1.75161E-07 -2.82808 -3.30856 -3.27711
203577 _at 2968 GTF2H4 1.75612E-07 -2.39406 -1.8937 -2.49467

210501_x_at 27335 EIF3K 1.80643E-07 -1.73981 -1.5235 -1.63389

207528_s_at 23657 SLC7A11 1.81306E-07 -2.95393 -4.35618 -3.41713
218102_at 51071 DERA 1.82952E-07 -3.2034 -2.60579 -3.20199

212680_x_at 26472 PPP1R14B 1.83814E-07 -2.37143 -1.56198 -2.14649
219510_at 10721 POLQ 1.85202E-07 -4.85484 -5.21854 -6.10779
209527_at 23404 EXOSC2 1.86467E-07 -5.27062 -2.46838 -2.86693
219650_at 54821 ERCC6L 1.90178E-07 -4.54676 -4.90373 -5.27885




222201_s_at 9994 CASP8AP2 1.91069E-07 -2.02761 -1.69994 -1.79502
221593_s_at 6160 RPL31 1.91398E-07 -1.60356 -3.8365 -1.87317
212943_at 9847 KIAA0528 1.94251E-07 -3.06817 -2.83374 -2.30094
218646_at 54969 Cdorf27 1.95826E-07 -4.95435 -2.01148 -1.94832
205235_s_at 9585 KIF20B 1.96668E-07 -11.685 -12.6826 -12.0867
215247 at 440895 LOC440895 1.97489E-07 -2.25251 -2.54446 -2.75735
202337 _at 11243 PMF1 1.98121E-07 -2.02661 -1.69259 -2.02709
219211 _at 11274 USP18 2.01217E-07 -3.74829 -2.29413 -6.98058
218365_s_at 55157 DARS2 2.04279E-07 -4.01141 -3.18057 -3.61021
204950_at 22900 CARDS8 2.04916E-07 -4.84034 -3.59455 -6.17039
213587_s_at 155066 ATP6VOE2 2.05079E-07 -1.58744 -1.62121 -2.36559
209386_at 4071 TMA4SF1 2.06786E-07 -3.20749 -3.51576 -6.66897
206445_s_at 3276 PRMT1 2.07551E-07 -1.9508 -1.85473 -1.64207
220255_at 2178 FANCE 2.07623E-07 -2.35808 -2.06777 -2.68531
204513_s_at 9844 ELMO1 2.08903E-07 -2.08405 -2.57168 -5.74887
204368 _at 6578 SLCO2A1 2.10334E-07 -1.8673 -2.94498 -3.90691
218467_at 56984 PSMG2 2.10794E-07 -1.88821 -1.5444 -1.59213
210993_s_at 4086 SMAD1 2.20951E-07 -1.51096 -2.26202 -2.27383
201376_s_at 3185 HNRNPF 2.21277E-07 -2.35766 -2.03047 -2.23124
202900_s_at 4927 NUP88 2.2326E-07 -4.01164 -2.26494 -2.12412
205429 _s_at 51678 MPP6 2.23705E-07 -4.73781 -1.88612 -1.92567
219110_at 54433 GAR1 2.27379E-07 -2.90763 -2.22469 -1.97273
218589 _at 10161 LPARG 2.29025E-07 -2.65289 -2.55168 -2.14466
205677_s_at 10301 DLEU1 2.31175E-07 -3.38601 -2.13355 -1.93923
202715_at 790 CAD 2.314E-07 -2.28282 -2.48777 -2.27896
220206_at 79830 ZMYM1 2.32095E-07 -3.67618 -2.37112 -2.552
201225_s_at 10250 SRRM1 2.33762E-07 -1.55467 -1.72593 -2.12327
218614 _at 55196 KIAA1551 2.56735E-07 -1.99952 -2.91936 -3.57944
212891_s_at 90480 GADDA5GIP1 | 2.58634E-07 -2.4993 -1.6002 -1.76833
221703_at 83990 BRIP1 2.66194E-07 -4.80525 -4.13365 -4.42826
200950_at 10552 ARPC1A 2.71638E-07 -1.81601 -1.68406 -1.72003
209434 _s_at 5471 PPAT 2.72107E-07 -1.58147 -1.69105 -2.58374
203524 _s_at 4357 MPST 2.78483E-07 -2.01775 -2.09205 -1.73753
202446_s_at 5359 PLSCR1 2.88528E-07 -2.46042 -2.37642 -3.55388
213483_at 23398 PPWD1 2.88729E-07 -3.21542 -1.95395 -2.14127




202183_s_at 3835 KIF22 2.92255E-07 -5.67643 -4.65311 -4.45981
220607_x_at 51497 THIL 2.94047E-07 -2.3607 -1.73739 -1.53477
220486_x_at 84187 TMEM164 2.95756E-07 -2.28764 -1.56087 -1.95447
214877 _at 54901 CDKAL1 2.97169E-07 -2.47436 -1.85336 -2.25819
209132_s_at 54939 COMMDA4 2.99494E-07 -2.81019 -1.71962 -1.81224
217885_at 55705 IPO9 3.01271E-07 -2.95567 -2.23014 -2.58729
208025_s_at 8091 HMGA2 3.05237E-07 -5.22403 -3.50398 -12.9189
219590_x_at 51611 DPH5 3.15101E-07 -2.06189 -1.70152 -1.60106
203202_at 11103 KRR1 3.20798E-07 -3.55902 -1.74653 -1.66692
220079_s_at 84196 USP48 3.21007E-07 -2.33809 -1.83992 -1.89447
201830_s_at 10276 NET1 3.25699E-07 -1.93285 -1.86671 -2.6565
219715_s_at 55775 TDP1 3.2701E-07 -1.67867 -3.18706 -5.81852
218993 _at 55178 RNMTL1 3.29231E-07 -3.19655 -1.74701 -1.8024
219178 at 79691 QTRTD1 3.29913E-07 -2.28472 -1.52976 -2.45938
221204 _s_at 55118 CRTAC1 3.36915E-07 -2.60954 -6.71141 -6.6828
221927 _s_at 83451 ABHD11 3.40461E-07 -2.60381 -1.5622 -2.07288
222231_s_at 55379 LRRC59 3.4516E-07 -1.53195 -1.54979 -1.56659
201639_s_at 29894 CPSF1 3.53086E-07 -1.69749 -2.35883 -1.94062
218713_at 79664 NARG2 3.60501E-07 -2.99537 -2.04541 -1.94632
218575_at 64682 ANAPC1 3.75011E-07 -1.99976 -1.86966 -1.99947
212247 _at 23165 NUP205 3.79811E-07 -2.37127 -2.34188 -2.38179
222217_s_at 11000 SLC27A3 3.81513E-07 -3.10389 -3.5522 -1.80611
217980_s_at 54948 MRPL16 3.81693E-07 -2.07073 -1.85773 -1.66027
202528 _at 2582 GALE 3.83676E-07 -2.36139 -1.75139 -4.05218
206766_at 8515 ITGA10 3.84067E-07 -2.27136 -2.65293 -3.47657
204766_s_at 4521 NUDT1 3.90552E-07 -2.24334 -2.47796 -2.08303
218919 _at 79752 ZFAND1 3.91103E-07 -2.0779 -1.50707 -1.7621
211518_s_at 652 BMP4 3.91937E-07 -5.56728 -1.68766 -2.1092
203964 _at 9111 NMI 3.91956E-07 -3.01115 -1.54685 -2.33441
217754 at 54606 DDX56 3.93382E-07 -1.97894 -1.5625 -1.90101
202190_at 1477 CSTF1 3.99408E-07 -2.94541 -1.61788 -1.74961
219230 _at 55273 TMEM100 3.99677E-07 -3.13089 -2.88966 -2.9044
218529 at 51293 CD320 4.0528E-07 -1.69809 -1.90403 -1.97817
205582_s_at 2687 GGT5 4.05374E-07 -1.83692 -2.42481 -1.88035
219275_at 9141 PDCD5 4.07014E-07 -2.77464 -1.89351 -1.9873




221758 at 93436 ARMC6 4.08817E-07 -1.80127 -1.51368 -1.60604
201087_at 5829 PXN 4.09229E-07 -2.02903 -1.77202 -2.00146
220637_at 79843 FAM124B 4.16135E-07 -4.09432 -4.98801 -11.6812
205395_s_at 4361 MRE11A 4.23121E-07 -3.70882 -1.78514 -3.73832
217802_s_at 64710 NUCKS1 4.24226E-07 -1.90539 -1.84553 -1.59456
219470 x_at 54619 CCNJ 4.25771E-07 -2.20506 -1.87366 -2.47241
203062_s_at 9656 MDC1 4.25932E-07 -2.85555 -2.20328 -2.50725
218244 at 55035 NOLS8 4.34488E-07 -2.13879 -1.78288 -1.76484
219311 _at 79959 CEP76 4.39316E-07 -2.60872 -1.92239 -1.71919
204805_s_at 8971 H1FX 4.39849E-07 -1.50501 -2.35418 -1.99864
218397 _at 55120 FANCL 4.44147E-07 -4.90135 -1.64134 -1.8894
205572 _at 285 ANGPT2 4.52515E-07 -5.67083 -6.86853 -6.31155
211783_s_at 9112 MTA1 4.52739E-07 -1.63202 -2.09611 -2.26209
201219 at 1488 CTBP2 4.55984E-07 -2.37311 -1.95149 -2.34034
209336_at 5822 PWP2 4.56102E-07 -2.3809 -2.25405 -2.12929
211666_x_at 6122 RPL3 4.5654E-07 -1.55111 -2.06156 -1.84233
213647_at 1763 DNA2 4.63725E-07 -5.97398 -6.04222 -4.67715
218948 at 55278 QRSL1 4.668E-07 -3.1215 -2.00923 -2.41287
208713_at 11100 HNRNPUL1 4.69057E-07 -2.00063 -1.80508 -1.75788
210868_s_at 79071 ELOVL6 4.75259E-07 -4.08947 -1.60317 -1.52981
205569 _at 27074 LAMP3 4.84722E-07 -6.65689 -11.2631 -18.7821
200769_s_at 4144 MAT2A 4.85983E-07 -2.64144 -1.71839 -1.74822
200990_at 10155 TRIM28 4.88469E-07 -1.72296 -2.27138 -2.26626
212422 _at 22984 PDCD11 4.9585E-07 -2.03247 -1.59459 -1.88321
221078_s_at 55704 CCDC88A 5.08596E-07 -1.7359 -1.73752 -3.42973
210371_s_at 5928 RBBP4 5.15861E-07 -3.29744 -2.74858 -1.67082
220770_s_at 63920 C5orf54 5.16129E-07 -6.67934 -1.54528 -1.83207
214318_s_at 10129 FRY 5.18518E-07 -2.80217 -4.46993 -1.53671
209790_s_at 839 CASP6 5.24317E-07 -3.89706 -1.6248 -2.53034
218586_at 55257 C200rf20 5.31689E-07 -1.74647 -1.94369 -2.28357
205603_s_at 1730 DIAPH2 5.34807E-07 -3.42497 -2.51855 -6.50587
219378 _at 79612 NAA16 5.4938E-07 -1.88396 -1.91384 -1.8972
218424 s_at 55240 STEAP3 5.54645E-07 -1.95016 -2.30644 -2.40361
216962_at 84268 RPAIN 5.58312E-07 -2.52852 -1.86014 -2.29435
201303_at 9775 EIFAA3 5.61272E-07 -1.79245 -1.68225 -1.66163




221666_s_at 29108 PYCARD 5.61696E-07 -3.46287 -3.63231 -2.6362
201774_s_at 9918 NCAPD2 5.69819E-07 -3.76574 -3.94244 -3.06417
203422 _at 5424 POLD1 5.72861E-07 -2.92904 -4.19526 -5.156
204448 _s_at 5082 PDCL 5.73684E-07 -2.14406 -1.50581 -1.88073
204268 _at 6273 S100A2 5.74057E-07 -3.12392 -1.71477 -2.31238
217010_s_at 995 CDC25C 5.78756E-07 -3.26251 -3.80797 -3.66359
204859_s_at 317 APAF1 5.7963E-07 -2.3822 -2.48767 -1.65528
202246_s_at 1019 CDK4 5.81222E-07 -2.6395 -2.60417 -2.41734
222216_s_at 63875 MRPL17 6.2539E-07 -1.70288 -1.5959 -1.53361
218005_at 7570 ZNF22 6.33512E-07 -1.99084 -3.07253 -3.55341
210054 _at 79441 HAUS3 6.50106E-07 -1.71639 -3.11071 -4.39565
213923_at 5912 RAP2B 6.50229E-07 -1.80748 -2.20489 -1.67649
219076_s_at 5827 PXMP2 6.50361E-07 -2.5178 -2.353 -2.10243
218533_s_at 54963 UCKL1 6.63726E-07 -1.71638 -1.52738 -1.60963
212898 _at 9675 TTI1 6.64344E-07 -3.24404 -1.8522 -1.93558
216026_s_at 5426 POLE 6.66749E-07 -2.90039 -2.70262 -3.29691
208119 _s_at 81931 ZNF93 6.71213E-07 -3.78077 -4.8021 -3.75564
212126_at 23468 CBX5 6.74971E-07 -3.1485 -2.19931 -2.18897
213677_s_at 5378 PMS1 7.13419E-07 -2.29874 -2.81822 -2.80601
219690 _at 79713 IGFLR1 7.18199E-07 -1.58577 -1.80308 -1.87475
219294 at 55166 CENPQ 7.19243E-07 -5.31265 -3.15434 -4.61253
200687_s_at 23450 SF3B3 7.24175E-07 -2.20145 -2.09454 -2.26724
218481 _at 56915 EXOSC5 7.31418E-07 -1.74144 -1.65811 -1.59649
218827 _s_at 55125 CEP192 7.31612E-07 -3.3435 -2.32882 -2.26241
218220_at 60314 C120rf10 7.42361E-07 -2.31114 -1.9451 -1.5404
203721_s_at 51096 UTP18 7.5227E-07 -2.29906 -2.37926 -2.64091
202097_at 9972 NUP153 7.6111E-07 -1.55799 -1.50854 -1.94232
41577 _at 26051 PPP1R16B 7.72588E-07 -2.01953 -3.93665 -5.87464
209980_s_at 6470 SHMT1 7.96221E-07 -3.49716 -2.75187 -3.14639
211042_x_at 4162 MCAM 8.0602E-07 -1.54467 -3.66526 -1.66898
203818_s_at 10946 SF3A3 8.17629E-07 -2.02936 -2.19808 -1.59872
209598_at 10687 PNMA2 8.20353E-07 -8.5174 -2.08127 -2.7998
203148_s_at 9830 TRIM14 8.20425E-07 -3.19858 -2.142 -7.11644
218488 at 8891 EIF2B3 8.24758E-07 -1.86263 -1.72098 -2.42941
218389_s_at 51107 APH1A 8.57043E-07 -1.6733 -1.51324 -1.56787




216470 _x_at 5644 PRSS1 8.60738E-07 -2.69779 -1.55764 -2.99393
202736_s_at 25804 LSM4 8.6504E-07 -2.34966 -1.58578 -1.57235
201449 _at 7072 TIA1 8.69954E-07 -2.30773 -2.00774 -1.81559
221606_s_at 79366 HMGN5 9.17561E-07 -2.42573 -2.05593 -3.3017
221620_s_at 79135 APOO 9.27938E-07 -2.08442 -1.55811 -2.26693
218163_at 28985 MCTS1 9.41074E-07 -2.80567 -1.87077 -2.01532
208089_s_at 81550 TDRD3 9.4175E-07 -2.55256 -1.7857 -2.06327
201811_x_at 9467 SH3BP5 9.43832E-07 -2.07008 -1.77102 -1.60247
219568_x_at 54345 SOX18 1.00714E-06 -3.35347 -4.43623 -5.57316
212145_at 23107 MRPS27 1.01063E-06 -2.82463 -1.92971 -1.67229
200772_x_at 5757 PTMA 1.01301E-06 -1.69767 -2.19223 -2.65528
204482 _at 7122 CLDN5S 1.02289E-06 -2.15354 -3.14415 -3.05484
217655_at 100127972 |LOC100127972| 1.02437E-06 -3.04176 -2.99791 -3.34833
209626_s_at 26031 OSBPL3 1.04106E-06 -2.1253 -2.21935 -2.03848
201563_at 6652 SORD 1.04959E-06 -3.5 -2.44804 -2.95693
206277 _at 5029 P2RY2 1.06247E-06 -2.73334 -2.26355 -3.18287
221918 at 5128 CDK17 1.06425E-06 -1.52202 -1.51088 -2.47024
211250_s_at 6452 SH3BP2 1.07215E-06 -1.90845 -1.7966 -2.18977
213097_s_at 27000 DNAIJC2 1.07318E-06 -2.31325 -1.74528 -2.09825
213309_at 23228 PLCL2 1.08407E-06 -3.5376 -2.14586 -3.77363
211150_s_at 1737 DLAT 1.08555E-06 -2.51601 -1.72602 -2.27317
202799 _at 8192 CLPP 1.08979E-06 -1.67638 -1.50787 -1.53968
210612_s_at 8871 SYNJ2 1.10314E-06 -1.64156 -2.03376 -2.61898
200896_x_at 3068 HDGF 1.11874E-06 -1.83541 -1.83336 -1.5807
205529 _s_at 862 RUNX1T1 1.12011E-06 -6.36872 -6.09551 -3.26745
218679_s_at 51160 VPS28 1.14887E-06 -1.72706 -1.67038 -1.57933
215100_at 84830 ADTRP 1.15462E-06 -1.93756 -1.96127 -2.57729
218602_s_at 54801 HAUS6 1.18029E-06 -3.15326 -2.60319 -2.79801
210463_x_at 55621 TRMT1 1.19432E-06 -1.97996 -1.71277 -1.82827
203508 _at 7133 TNFRSF1B 1.24713E-06 -2.51613 -5.34695 -5.55667
222305_at 3099 HK2 1.25734E-06 -3.12402 -1.98557 -2.06629
220911 _s_at 57523 NYNRIN 1.28298E-06 -1.86564 -1.50919 -5.52931
209476_at 81542 TMX1 1.28482E-06 -1.79771 -1.75047 -1.64814
202556_s_at 10445 MCRS1 1.30802E-06 -2.12929 -1.72762 -1.72549
204935_at 5771 PTPN2 1.31864E-06 -2.09178 -1.54007 -1.8343




214061 _at 93594 WDR67 1.32948E-06 -3.59862 -2.54272 -2.24409
204275_at 6650 SOLH 1.32957E-06 -2.34803 -2.39504 -2.89048
205534 _at 5099 PCDH7 1.33294E-06 -2.44443 -1.69648 -3.85912
221250_s_at 83463 MXD3 1.35111E-06 -1.62523 -2.10752 -1.8947
218860_at 79050 NOC4L 1.35169E-06 -1.69324 -1.57376 -1.94166
207290_at 5362 PLXNA2 1.36089E-06 -4.53865 -3.00508 -12.6664
212058_at 23350 U2SURP 1.36777E-06 -2.22852 -1.80771 -2.35001
205301_s_at 4968 0GG1 1.40541E-06 -3.5922 -2.93381 -3.66064
201584 _s_at 10212 DDX39A 1.41448E-06 -4.4942 -4.49625 -7.49783
216685_s_at 4507 MTAP 1.43732E-06 -3.63348 -2.10451 -1.62719
219525_at 55244 SLC47A1 1.46104E-06 -2.58801 -2.69887 -4.2909
219979_s_at 51501 Cllorf73 1.46798E-06 -1.91933 -1.92655 -1.6901
205356_at 8975 USP13 1.47409E-06 -2.50812 -1.63013 -1.74886
218897_at 80775 TMEM177 1.5116E-06 -4.43088 -1.84051 -2.60829
204080_at 114034 TOE1 1.53071E-06 -3.07963 -2.30817 -2.48151
204853 _at 4999 ORC2 1.55545E-06 -2.60469 -1.88391 -2.38589
219056_at 79621 RNASEH2B 1.5647E-06 -3.29713 -2.50201 -2.25573
203528 at 10507 SEMA4D 1.56943E-06 -2.91257 -2.44812 -3.40475
218886_at 55003 PAK1IP1 1.67657E-06 -2.45882 -1.89673 -2.71917
213655_at 7531 YWHAE 1.67885E-06 -2.052 -1.65501 -1.85272
219970_at 54810 GIPC2 1.69831E-06 -5.09709 -4.95083 -11.6463
205321 _at 1968 EIF2S3 1.73129E-06 -2.92021 -2.43736 -3.4821
202758_s_at 8625 RFXANK 1.78452E-06 -2.39006 -1.71477 -1.65849
209965_s_at 5892 RAD51D 1.80139E-06 -3.26841 -2.12787 -2.84551
206942_s_at 5367 PMCH 1.80308E-06 -3.60408 -4.10205 -3.81359
209811 _at 835 CASP2 1.81734E-06 -3.31935 -2.18523 -2.93705
204123_at 3980 LIG3 1.84892E-06 -1.56077 -1.64437 -1.77912
208918 _s_at 65220 NADK 1.86341E-06 -1.60281 -1.66433 -2.75022
215343 _at 440193 CCDC88C 1.91031E-06 -3.2709 -3.10109 -4.28514
207939_x_at 10921 RNPS1 1.92293E-06 -1.59567 -1.52677 -1.85828
215047 _at 25893 TRIM58 1.94001E-06 -3.84316 -2.52765 -4.57829
203091 _at 8880 FUBP1 1.94301E-06 -3.1485 -1.70675 -2.39677
213817_at 11213 IRAK3 1.95663E-06 -3.25446 -5.27355 -3.12327
212033_at 58517 RBM25 1.9687E-06 -1.77321 -2.271 -2.07346
217466_x_at 6187 RPS2 1.98439E-06 -1.824 -1.88049 -1.74509




213258 at 7035 TFPI 2.0241E-06 -2.06363 -1.68434 -1.79161
206510_at 10736 SIX2 2.02753E-06 -1.73842 -1.7165 -5.59252
213329 _at 23380 SRGAP2 2.02878E-06 -2.06192 -2.05961 -1.71792
222011_s_at 6950 TCP1 2.09324E-06 -3.40709 -1.93188 -2.22089
208944 _at 7048 TGFBR2 2.10811E-06 -1.83684 -1.57133 -2.2752
209739_s_at 8228 PNPLA4 2.11815E-06 -2.28636 -1.77714 -1.69363
212691 _at 23511 NUP188 2.14015E-06 -1.73913 -1.60453 -1.58118
203806_s_at 2175 FANCA 2.1652E-06 -2.85485 -3.10838 -3.48286
220746_s_at 51720 uiMC1 2.20331E-06 -1.53355 -1.75372 -2.0341
219419 at 79863 RBFA 2.24313E-06 -1.50811 -1.5642 -2.46371
213715_s_at 256949 KANK3 2.35438E-06 -1.78096 -1.91854 -5.43861
212494 at 23371 TENC1 2.37882E-06 -2.03023 -2.18349 -2.57013
212801 _at 11113 CIT 2.39088E-06 -3.31494 -3.23475 -2.91655
219644 at 51134 CCDC41 2.3991E-06 -2.32373 -2.78444 -2.18123
201746_at 7157 TP53 2.39954E-06 -1.83883 -1.62731 -1.50795
219392 _x_at 55771 PRR11 2.40756E-06 -1.74045 -2.81731 -2.60017
202184 _s_at 55746 NUP133 2.52885E-06 -2.69269 -1.67356 -1.51134
219412 _at 23682 RAB38 2.54967E-06 -2.85192 -2.76227 -3.58441
204087_s_at 8884 SLC5A6 2.58757E-06 -2.3221 -2.1267 -3.01335
204027_s_at 4234 METTL1 2.59626E-06 -1.75115 -1.81208 -1.62227
209746_s_at 10229 coQ7 2.63866E-06 -2.26329 -1.69982 -1.79405
221549 at 83743 GRWD1 2.77602E-06 -2.04594 -1.53009 -1.75197
221135_s_at 28990 ASTE1 2.83462E-06 -2.88117 -1.63143 -1.59771
211717 _at 91369 ANKRD40 2.8653E-06 -1.54135 -1.53417 -2.00596
220067_at 51332 SPTBN5 2.99405E-06 -1.95951 -1.90264 -2.29817
205598 at 10293 TRAIP 3.20777E-06 -3.12596 -2.87009 -3.12775
204706_at 56623 INPP5E 3.31114E-06 -2.19503 -1.62146 -3.16923
218325_s_at 11083 DIDO1 3.33723E-06 -1.88402 -1.93178 -2.15873
210378_s_at 8636 SSNA1 3.34331E-06 -1.75131 -1.50775 -1.98317
220044 _x_at 51747 LUC7L3 3.38499E-06 -2.99768 -1.54542 -1.73881
220668_s_at 1789 DNMT3B 3.4504E-06 -2.65613 -2.67849 -2.56921
202396_at 10915 TCERG1 3.46166E-06 -1.5337 -1.73665 -2.30017
204249 s_at 4005 LMO2 3.48828E-06 -4.08553 -5.19067 -11.5981
213844 at 3202 HOXA5S 3.53982E-06 -1.8311 -1.84512 -2.00337
221815_at 11057 ABHD2 3.60535E-06 -2.1085 -1.66762 -2.28241




219036_at 80321 CEP70 3.66087E-06 -3.70997 -3.16265 -2.49597
203359 _s_at 26292 MYCBP 3.70044E-06 -1.82505 -1.54751 -1.91743
222233_s_at 64421 DCLRE1C 3.78923E-06 -2.86319 -2.05643 -2.39688

218270 _at 79590 MRPL24 3.80263E-06 -1.81626 -1.61825 -1.64276
218756_s_at 79154 DHRS11 3.87005E-06 -2.44908 -2.15553 -3.14856

218670_at 80324 PUS1 3.93769E-06 -1.90489 -2.13651 -2.29817

213461 _at 11051 NUDT21 3.9967E-06 -3.18551 -2.99597 -2.35619
222047 _s_at 51593 SRRT 4.00379E-06 -3.63422 -2.42164 -2.41372

205070_at 54556 ING3 4.02624E-06 -2.05096 -1.61269 -2.39915

219751 at 79918 SETD6 4.17802E-06 -3.14361 -1.82713 -1.82955

208828 _at 54107 POLE3 4.2026E-06 -2.04265 -1.7631 -2.07319
204946_s_at 7156 TOP3A 4.24638E-06 -1.62497 -1.5664 -1.92854
216380_x_at 728453 RPS28P6 4.25996E-06 -1.73179 -1.72256 -1.54575
217177_s_at 5787 PTPRB 4.32648E-06 -3.72531 -2.62781 -4.2743

36830_at 4285 MIPEP 4.32973E-06 -1.90314 -1.78595 -1.67533

214830 _at 145389 SLC38A6 4.35005E-06 -4.19551 -2.05856 -2.77243
211573_x_at 7052 TGM2 4.42028E-06 -2.98484 -4.35096 -1.52487
209445_x_at 55744 COA1l 4.43196E-06 -1.97814 -1.62703 -2.01952

204563_at 6402 SELL 4.51963E-06 -1.76943 -1.72738 -1.81846
222240 _s_at 51477 ISYNA1 4.65793E-06 -1.71705 -2.0352 -1.68194

202239 _at 143 PARP4 4.76705E-06 -2.2116 -1.55335 -1.54215

203947_at 1479 CSTF3 4.78564E-06 -2.41496 -1.59669 -1.58364
205836_s_at 64848 YTHDC2 4.94054E-06 -3.03657 -1.61814 -1.69099
200903_s_at 191 AHCY 4.9453E-06 -1.78451 -1.62373 -1.51802
215031_x_at 55658 RNF126 4.97539E-06 -1.71206 -1.64365 -1.6978

208800_at 6731 SRP72 5.07671E-06 -1.77968 -1.60151 -1.546
212872_s_at 9477 MED20 5.08202E-06 -1.9629 -1.66742 -2.18342

219560_at 79680 C220rf29 5.11185E-06 -2.60442 -2.05798 -3.15376
205698_s_at 5608 MAP2K6 5.15053E-06 -2.46752 -3.47023 -2.89905

218774 at 28960 DCPS 5.15693E-06 -2.18115 -1.84029 -1.90303

219596_at 56906 THAP10 5.20598E-06 -4.30034 -2.80342 -2.15389

213035_at 23243 ANKRD28 5.25888E-06 -3.391 -3.31037 -2.186

206241 _at 3841 KPNAS 5.27654E-06 -2.63717 -1.50994 -1.80073

60815_at 84820 POLR2J4 5.29142E-06 -2.04618 -2.00471 -1.82541
210162_s_at 4772 NFATC1 5.53517E-06 -2.30077 -2.076 -2.97757




220171_x_at 55425 KIAA1704 5.58356E-06 -3.29241 -1.59023 -1.97505
217912_at 64118 DUSIL 5.65526E-06 -1.61349 -1.93291 -1.66545
201613_s_at 8906 AP1G2 0.000005691 -1.6099 -1.68152 -2.47236
205107_s_at 1945 EFNA4 5.69844E-06 -2.36104 -1.64691 -1.50186
218253_s_at 1939 EIF2D 5.79522E-06 -1.53934 -1.71455 -1.65391
218500_at 51337 THEM6 5.86412E-06 -2.39677 -1.68499 -1.84293
218161_s_at 54982 CLN6 5.92796E-06 -2.36879 -2.22552 -2.55411
205402_x_at 5645 PRSS2 5.94119E-06 -2.94392 -2.0462 -3.7795
219129 s_at 79685 SAP30L 5.98178E-06 -1.97098 -1.59265 -1.84606
203078 _at 8453 CuUL2 5.99359E-06 -4.16942 -1.7539 -1.71851
202384 _s_at 6949 TCOF1 6.06509E-06 -1.94187 -2.02112 -2.07172
219698_s_at 64863 METTL4 6.57381E-06 -5.00852 -2.78819 -2.80756
210051_at 10411 RAPGEF3 6.60075E-06 -2.44117 -2.5357 -2.74044
213248 at 730101 LOC730101 6.71939E-06 -2.09436 -2.49642 -4.80062
204495_s_at 56905 C150rf39 6.72923E-06 -1.53268 -1.69054 -1.87811
209804 _at 9937 DCLRE1A 6.7454E-06 -3.57182 -1.5484 -2.17593
204271_s_at 1910 EDNRB 6.85457E-06 -1.90831 -1.9513 -2.04966
203682_s_at 3712 IVD 7.09397E-06 -1.83116 -1.56181 -1.74054
208748_s_at 10211 FLOT1 7.12947E-06 -2.07975 -1.58395 -1.67844
209431 _s_at 23598 PATZ1 7.19642E-06 -1.90191 -2.65732 -1.92415
204658 _at 29896 TRA2A 7.29267E-06 -2.17424 -1.58588 -1.69347
216505_x_at 93144 RPS10P5 7.31865E-06 -1.54775 -1.73717 -1.58718
222044 _at 63935 PCIF1 7.45903E-06 -1.68492 -2.51846 -2.08175
218783 _at 25896 INTS7 7.90712E-06 -3.67038 -2.11061 -2.81862
204432 _at 6666 SOX12 7.98995E-06 -1.85277 -2.55632 -1.68964
213235_at 400506 C160rf88 7.99288E-06 -1.77994 -1.52391 -1.678
208549 _x_at 326626 PTMAP7 8.16279E-06 -1.57606 -2.03967 -2.41909
206003_at 9662 CEP135 8.20541E-06 -2.8581 -1.69919 -1.5494
220095_at 54875 CNTLN 8.37364E-06 -2.88422 -2.18671 -1.82177
200777_s_at 9689 BZW1 8.53301E-06 -1.50623 -1.59491 -1.70034
203660_s_at 5116 PCNT 8.81098E-06 -2.36654 -2.67804 -2.04108
210007_s_at 2820 GPD2 9.01754E-06 -3.80903 -2.08159 -4.00562
48531_at 79155 TNIP2 9.0188E-06 -1.53505 -1.69086 -1.96505
219472 _at 79172 CENPO 9.04856E-06 -1.68518 -1.87392 -2.12515
220111 _s_at 57101 ANO2 9.07582E-06 -2.079 -2.42464 -2.72711




200069 _at 9733 SART3 9.10018E-06 -1.66785 -1.60896 -1.80006
203007_x_at 10434 LYPLA1 9.13745E-06 -1.81221 -1.53394 -1.89278
205642 _at 11064 CNTRL 9.32624E-06 -3.50327 -3.54038 -4.51288
221219_s_at 54758 KLHDC4 9.80324E-06 -1.69402 -1.52941 -1.8078
205673_s_at 140462 ASB9 9.99769E-06 -3.03802 -3.03786 -3.54263
213074_at 55023 PHIP 1.02945E-05 -1.66531 -1.68905 -2.0727
213353_at 23461 ABCAS 1.07223E-05 -1.57895 -1.71656 -1.82382
205656_at 27253 PCDH17 1.07471E-05 -2.12273 -1.55215 -2.99192
219911 _s_at 28231 SLCO4A1 1.08349E-05 -1.75066 -2.95235 -2.78243
214221 at 7840 ALMS1 1.09933E-05 -2.57125 -1.74112 -2.04392
218538_s_at 57380 MRS2 1.10547E-05 -2.67291 -1.60819 -2.04252
202264 _s_at 10452 TOMM40 1.10958E-05 -1.98193 -1.76934 -1.82397
219330_at 81839 VANGL1 1.11501E-05 -3.42789 -1.85633 -3.09358
218758_s_at 8568 RRP1 0.000011195 -2.09591 -1.60488 -2.05104
219531 _at 55722 CEP72 1.14428E-05 -1.82189 -2.06646 -2.17409
218936_s_at 29080 CCDC59 1.17896E-05 -1.6173 -1.69076 -1.52107
211037_s_at 79143 MBOAT7 0.000011851 -1.75262 -1.55715 -1.7101
203150_at 10244 RABEPK 1.25327E-05 -1.77572 -1.51951 -1.50157
219490_s_at 64858 DCLRE1B 1.31079E-05 -2.03304 -2.43813 -2.94512
209725_at 27340 uTP20 0.000013132 -3.58427 -2.20898 -2.14799
209265_s_at 56339 METTL3 1.32519E-05 -1.79394 -1.72096 -2.5972
208433_s_at 7804 LRP8 1.34001E-05 -1.78114 -2.56891 -3.43365
204175_at 51042 ZNF593 1.35418E-05 -1.54667 -1.67642 -1.5447
206370_at 5294 PIK3CG 1.40846E-05 -2.29104 -1.8947 -2.34981
203702_s_at 9654 TTLLA 1.42135E-05 -1.74055 -1.81772 -2.33901
205187_at 4090 SMAD5 1.46344E-05 -2.33237 -2.0076 -1.50939
214963_at 23279 NUP160 1.48676E-05 -3.60862 -2.9115 -3.36456
203938_s_at 9013 TAF1C 1.51112E-05 -2.24801 -2.20979 -2.37484
203555_at 26469 PTPN18 1.51695E-05 -2.11372 -1.509 -1.7559
219583 _s_at 55812 SPATA7 1.53922E-05 -1.94344 -2.18266 -1.72937
206332_s_at 3428 IFI16 1.55931E-05 -2.11273 -2.08472 -1.72231
208794 _s_at 6597 SMARCA4 1.56773E-05 -1.5298 -1.68197 -1.7915
212287 _at 23512 SUZ12 1.61147E-05 -1.5628 -1.59379 -1.85403
209083_at 11151 CORO1A 1.62274E-05 -2.84386 -2.15691 -2.81139
214433_s_at 8991 SELENBP1 1.62755E-05 -2.17492 -3.21438 -1.89082




218400_at 4940 OAS3 1.66496E-05 -2.40987 -2.42813 -3.25189
215022_x_at 7582 ZNF33B 1.72782E-05 -3.64006 -2.56498 -2.35972
219495_s_at 7733 ZNF180 1.73022E-05 -3.02734 -1.5397 -1.61899

210102_at 4013 VWASA 0.000017879 -4.6206 -2.98091 -2.83294
206500_s_at 55320 MIS18BP1 1.79403E-05 -4.74891 -5.34241 -3.91522
221019 _s_at 81035 COLEC12 1.81032E-05 -3.44823 -6.06912 -6.09512

204228 _at 10465 PPIH 1.83829E-05 -1.69852 -1.90378 -1.83162

59705_at 51540 SCLY 1.83982E-05 -2.23323 -1.5986 -2.21134
221087_s_at 80833 APOL3 1.90066E-05 -1.77917 -2.708 -3.98165
206481_s_at 9079 LDB2 1.90331E-05 -2.19493 -2.81759 -2.43145

218259 _at 57496 MKL2 1.91446E-05 -4.4523 -1.6069 -2.07813
207088_s_at 8402 SLC25A11 1.93515E-05 -1.61059 -1.64945 -1.62
219403_s_at 10855 HPSE 1.94455E-05 -2.91874 -2.40011 -3.45221

204392 _at 8536 CAMK1 1.94813E-05 -2.51513 -1.57101 -3.87396
203700_s_at 1734 DIO2 1.97678E-05 -5.0003 -1.62857 -3.93569
219420 _s_at 65260 SELRC1 1.97921E-05 -1.67263 -1.78074 -1.93352
221800_s_at 80233 C170rf70 1.99256E-05 -1.8143 -1.64625 -1.53565

204703_at 8100 IFT88 2.00832E-05 -4.243 -1.80458 -1.5771
206743_s_at 432 ASGR1 2.08548E-05 -2.10973 -2.13547 -2.09289
221712_s_at 54663 WDR74 2.09178E-05 -2.11498 -1.55872 -2.32787

219556_at 80178 C160rf59 2.11362E-05 -1.77082 -1.91319 -1.85828

206049 _at 6403 SELP 2.12802E-05 -1.81644 -2.1857 -2.09408
204652_s_at 4899 NRF1 2.26242E-05 -1.6161 -1.64 -1.90362
210278_s_at 11154 AP4S51 2.26704E-05 -3.08872 -1.64494 -1.84526

40472 _at 254531 LPCAT4 2.27086E-05 -1.5784 -1.97653 -3.087

216348 at 442216 RPS17P5 2.29501E-05 -1.643 -1.85228 -1.66534
211721 _s_at 90233 ZNF551 2.29942E-05 -2.78337 -1.6423 -1.63661
204267 _x_at 9088 PKMYT1 2.31324E-05 -1.77791 -1.89515 -1.7854
203962_s_at 10529 NEBL 0.000023469 -1.66038 -1.73839 -1.5601

217050_at 10824 EPAG 2.37431E-05 -3.19706 -2.10126 -3.0425
221326_s_at 51174 TUBD1 2.53276E-05 -3.50941 -1.975 -1.60478

220180 _at 80323 CCDC68 2.54728E-05 -1.73652 -1.84991 -2.57056
210619_s_at 3373 HYAL1 2.60145E-05 -1.6927 -2.14297 -2.50697

204698 _at 3669 I1SG20 2.65709E-05 -1.5309 -1.85196 -2.27658

217559 _at 140801 RPL10OL 2.65716E-05 -1.51248 -1.75219 -1.69544




209450_at 55644 OSGEP 2.80792E-05 -2.66368 -1.61144 -1.55581
204947_at 1869 E2F1 2.91009E-05 -1.53285 -1.80701 -1.87682
217379_at 6134 RPL10 2.93276E-05 -1.69396 -2.00058 -1.9097
214591 _at 56062 KLHLA 3.06031E-05 -3.00214 -2.08184 -3.0793
212036_s_at 5411 PNN 3.08994E-05 -2.00622 -2.01107 -2.40573
207917_at 25961 NUDT13 3.21147E-05 -1.91352 -1.86669 -1.69739
206828 _at 7294 TXK 3.23777E-05 -2.06164 -2.21676 -2.25022
218463_s_at 80198 MUS81 3.49512E-05 -1.77995 -1.72804 -2.08098
208318_s_at 9942 XYLB 3.61316E-05 -1.9826 -1.70821 -1.73622
219649 at 29929 ALG6 3.79465E-05 -2.78948 -1.90726 -2.59616
218457 _s_at 1788 DNMT3A 3.91351E-05 -2.01157 -2.24424 -1.91217
203017_s_at 117178 SSX2IP 3.96265E-05 -1.88161 -1.7175 -1.52613
221649 s_at 56342 PPAN 4.00778E-05 -1.58823 -1.65821 -1.64684
204353_s_at 25913 POT1 4.05722E-05 -1.78381 -1.5367 -1.57022
206005_s_at 22832 KIAA1009 4.16073E-05 -3.00451 -2.23847 -2.13291
214744 s_at 9349 RPL23 4.25904E-05 -2.19163 -1.83881 -1.93369
215011 _at 8420 SNHG3 0.000046345 -3.50695 -3.588 -3.80839
219441 s_at 79705 LRRK1 4.86832E-05 -2.0114 -1.91986 -2.13611
210799_at 3351 HTR1B 4.89851E-05 -1.57705 -2.10575 -2.28766
217777 _s_at 51495 PTPLAD1 5.61834E-05 -2.69131 -1.609 -1.94577
221664 _s_at 50848 F11R 5.94542E-05 -1.6258 -1.95643 -1.7415
214427 at 4839 NOP2 6.17265E-05 -1.8311 -1.52446 -1.91143
214723 _x_at 375248 ANKRD36 6.30341E-05 -2.04559 -1.94361 -1.56741
219769 _at 3619 INCENP 6.37886E-05 -2.08802 -2.14942 -2.19812
212980_at 9736 uSpP34 7.12529E-05 -3.35017 -2.96988 -2.3356
220885_s_at 55835 CENPJ 7.21367E-05 -2.54837 -3.07832 -3.38611
221371 _at 8995 TNFSF18 7.58143E-05 -2.11945 -2.33276 -2.49562
210062_s_at 51385 ZNF589 7.67047E-05 -1.94618 -1.55396 -1.59067
220459 _at 114044 MCM3AP-AS1 [ 0.000076888 -1.73221 -1.91409 -1.62172
218904 _s_at 55071 C9orf40 7.76192E-05 -2.39819 -2.5859 -1.93739
203139_at 1612 DAPK1 7.82808E-05 -1.68795 -2.0137 -1.5528
220223_at 79915 ATADS 0.000078539 -1.93516 -2.3167 -2.30499
219008 _at 60526 C2o0rf43 7.87819E-05 -1.99143 -1.80271 -1.6146
217007_s_at 8751 ADAM15 7.88183E-05 -1.75523 -1.9555 -2.22407
33767_at 4744 NEFH 8.13048E-05 -1.50628 -2.22062 -2.066




204283 _at 10667 FARS2 8.58056E-05 -2.49858 -1.80399 -2.44636
208893_s_at 1848 DUSP6 8.62266E-05 -3.13209 -4.91532 -4.45862
202860_at 9909 DENND4B 9.17293E-05 -1.67849 -1.66541 -1.88015
203029_s_at 5799 PTPRN2 9.40854E-05 -1.86933 -2.0629 -1.90476
207219 _at 65243 ZNF643 9.52465E-05 -2.86462 -1.95833 -2.37688
209946_at 7424 VEGFC 0.00010271 -1.61021 -1.85144 -1.62216
203379_at 6195 RPS6KA1 0.000105471 -2.01408 -1.81112 -2.17287
209095_at 1738 DLD 0.000106183 -1.5505 -1.56246 -1.61244
210415_s_at 4957 ODF2 0.000106352 -1.57539 -2.06507 -2.18675
221374 at 8823 FGF16 0.000106416 -2.00299 -2.30885 -2.56613
218275_at 1468 SLC25A10 0.000107412 -1.92339 -2.05177 -1.88353
40687 _at 2701 GJA4 0.000108372 -1.61836 -1.55055 -2.04848
204819 _at 2245 FGD1 0.000114016 -1.50501 -1.50988 -1.55124
219231 at 96764 TGS1 0.000115595 -1.82141 -1.6532 -1.67637
206308_at 1787 TRDMT1 0.000117076 -3.2766 -2.02176 -2.38777
215299 _x_at 6817 SULT1A1 0.000118457 -1.58935 -2.69261 -3.14648
206928 _at 7678 ZNF124 0.000126596 -4.34498 -2.88428 -3.42935
219082_at 51005 AMDHD2 0.000137347 -1.73351 -1.58784 -1.95835
210549_s_at 6368 CCL23 0.000137912 -1.59735 -1.56709 -1.63591
221826_at 90806 ANGEL2 0.000144222 -1.6878 -1.70686 -1.70625
206533 _at 1138 CHRNAS 0.00014546 -2.89434 -2.88554 -7.1635
213470_s_at 3187 HNRNPH1 0.000147837 -2.2482 -1.51903 -2.25883
204425_at 393 ARHGAP4 0.000149468 -1.75932 -2.06609 -2.33422
204857 _at 8379 MAD1L1 0.000162033 -2.3936 -2.15189 -1.93932
217019 _at 128580 RPS4XP3 0.000164785 -1.77881 -1.97219 -1.97355
210568_s_at 5965 RECQL 0.000168417 -1.6812 -1.7741 -1.51439
214457 _at 3199 HOXA2 0.000169033 -2.30859 -2.12911 -2.24031
201747 _s_at 6294 SAFB 0.000170428 -1.52146 -1.68469 -1.62772
221683_s_at 80184 CEP290 0.00018392 -3.60595 -2.23696 -2.08964
219833_s_at 114327 EFHC1 0.000186131 -2.01577 -2.02361 -2.05845
218884 _s_at 60558 GUF1 0.000186305 -2.58609 -1.66372 -2.23885
58916_at 65987 KCTD14 0.000191583 -2.52432 -1.8373 -2.11244
220842 _at 54806 AHI1 0.000201613 -1.83703 -1.77323 -1.62402
207236_at 25850 ZNF345 0.000201889 -2.69141 -1.97549 -1.54121
205816_at 3696 ITGB8 0.000220415 -2.12994 -2.2931 -2.42058




221158 at 94104 GCFC1 0.000221052 -1.76678 -2.23534 -2.35056
210622_x_at 8558 CDK10 0.000226625 -1.7689 -2.09946 -1.72272
221614 _s_at 9501 RPH3AL 0.000232054 -1.80834 -1.8564 -2.37579

205848 _at 2620 GAS2 0.000237297 -1.70361 -1.72415 -1.62035

206661 _at 80174 DBF4B 0.000238867 -2.08896 -2.2096 -2.36167
212675_s_at 23177 CEP68 0.000274097 -2.32018 -1.60611 -2.02571
215170_s_at 22995 CEP152 0.000274848 -1.95272 -2.2071 -2.42178
36545_s_at 9814 SFI1 0.000278223 -1.76213 -1.8139 -1.65831

209735_at 9429 ABCG2 0.000280105 -1.76535 -2.01804 -1.85595

201344 at 7322 UBE2D2 0.000283364 -3.7196 -1.74748 -1.59121

214742 _at 22994 AZI1 0.000285872 -1.98115 -1.99589 -2.20669
214843 _s_at 23032 USP33 0.000299662 -1.61256 -1.68555 -1.59762

206486_at 3902 LAG3 0.000308367 -1.51363 -1.51328 -1.67264

221621 at 654434 LINCO0338 | 0.000311751 -2.54147 -1.76422 -1.60294
211742 s_at 2124 EVI2B 0.000317246 -2.10094 -2.01515 -1.94466
219158_s_at 80155 NAA15 0.000321441 -2.53032 -2.30983 -2.01752
201221_s_at 6625 SNRNP70 0.00032905 -1.63074 -1.79882 -1.71598
215842 _s_at 23250 ATP11A 0.000356893 -1.55489 -1.70379 -1.68039

205194 _at 5723 PSPH 0.000384494 -2.45424 -2.22112 -1.57534

210288 _at 10219 KLRG1 0.000384518 -1.53079 -1.6532 -1.57524
206613_s_at 9015 TAF1A 0.000400413 -1.82929 -1.72031 -1.69087

202178 at 5590 PRKCZ 0.000403317 -2.54418 -2.68544 -1.74302
207705_s_at 22981 NINL 0.000412071 -1.67724 -2.43273 -1.7927

212529 at 124801 LSM12 0.000428058 -1.69449 -1.76342 -1.64999
221188 _s_at 27141 CIDEB 0.00043485 -1.5396 -1.59567 -1.79904

210119 at 3772 KCNJ15 0.000494635 -2.54404 -2.53452 -2.53621

214276_at 11278 KLF12 0.000564788 -1.89424 -1.626 -1.5289
217547 _x_at 171392 ZNF675 0.000565447 -1.61398 -1.73332 -1.5019

205500_at 727 C5 0.000565717 -1.99499 -2.24028 -1.81742

202182_at 2648 KAT2A 0.000629565 -1.82716 -1.77259 -1.73661

215282 _at 25847 ANAPC13 0.00063198 -1.64918 -1.57845 -1.63713

205624 _at 1359 CPA3 0.000655184 -1.6469 -1.57342 -2.03415
206038_s_at 7182 NR2C2 0.000661107 -1.70756 -1.53057 -1.81768

214102_at 116984 ARAP2 0.000696222 -2.33242 -2.58808 -2.05902

213596_at 837 CASP4 0.000723964 -1.96952 -2.29526 -2.54354




207727 _s_at 4595 MUTYH 0.000735037 -1.72584 -1.61168 -1.57401
219423 x_at 8718 TNFRSF25 0.000759517 -1.65027 -1.66338 -2.19806
213046_at 8106 PABPN1 0.000791843 -1.77546 -2.92333 -1.72768
210915 _x_at 28639 TRBC1 0.000973033 -1.8248 -1.61546 -2.01591
204560_at 2289 FKBP5 0.00100126 -1.55923 -1.61331 -2.28695
220940_at 57730 ANKRD36B 0.00118684 -2.53423 -1.98013 -1.53241
215239 x_at 10793 ZNF273 0.0013039 -2.39873 -2.13664 -1.71887
217513 _at 284021 MILR1 0.0014339 -1.71958 -1.87729 -2.01267
207049_at 6334 SCN8A 0.00196479 -1.52196 -1.5754 -1.76312
215066_at 5792 PTPRF 0.00196786 -1.59184 -1.92046 -1.94041
219189 at 26233 FBXL6 0.00207602 -1.56108 -1.77557 -1.54579
202790_at 1366 CLDN7 0.00208736 -1.5246 -1.98934 -2.05434
210537_s_at 6871 TADA2A 0.00215924 -1.64183 -1.54784 -1.6773
213415 _at 1193 CLIC2 0.00245176 -1.62767 -1.61676 -1.5663
219371 s _at 10365 KLF2 0.00264147 -4.09301 -2.94765 -2.32593
215358 x_at 100129482 ZNF37BP 0.00388161 -2.43471 -1.90912 -1.68211
215919 s at 64963 MRPS11 0.00523394 -1.67523 -1.53089 -1.7886
205472 _s_at 1602 DACH1 0.00694951 -1.76031 -1.80419 -1.56642
206389_s_at 5139 PDE3A 0.00707299 -1.94616 -1.65864 -2.33213
219009_at 60686 Cl4o0rf93 0.0079738 -1.59037 -1.64927 -1.51995
207183=at 2842 GPR19 0.0343313 -1.57134 -1.66081 -1.79242
E. Not Common Genes of UASMC Vs. EPC with iSMC Vs EPC Upregulated
Fold Change (iSMC 2 | Fold Change (iSMC 4 | Fold Change (UASMC
Column ID Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC) vs. EPC)
209395_at 1116 CHI3L1 4.24216E-14 1.31394 -1.10027 1530.15
209335_at 1634 DCN 7.25964E-14 -1.06651 1.06957 705.029
205648 at 7472 WNT2 1.16862E-13 1.03049 -1.07889 46.7464
201744 s at 4060 LUM 2.32258E-13 -1.46443 -1.11718 1206.84
206421 _s_at 8710 SERPINB7 2.64659E-13 1.04047 1.07311 22.3372
222379_at 23704 KCNE4 2.8891E-13 1.07952 1.01054 269.101
201149 s_at 7078 TIMP3 3.31651E-13 1.34921 1.18306 307.444
203083 _at 7058 THBS2 3.9811E-13 -1.03639 -1.00911 413.355
208850_s_at 7070 THY1 5.49431E-13 -1.06589 1.02808 124.615




219249 s_at 60681 FKBP10 7.72845E-13 -1.05495 -1.36005 4.0072
206032_at 1825 DSC3 8.08418E-13 -3.95685 -2.13853 8.41652
209960_at 3082 HGF 9.31092E-13 -1.11302 -1.10376 263.973
218138 _at 8195 MKKS 9.39047E-13 -3.00194 -1.33706 1.55546

205713_s_at 1311 COMP 9.62369E-13 1.20309 1.04827 321.281

207558_s_at 5308 PITX2 9.64273E-13 -1.11126 1.35046 283.339

39402 _at 3553 IL1B 9.74728E-13 1.18435 1.17177 36.4517

204409 s_at 9086 EIF1AY 1.11717E-12 -1.06773 -1.02303 118.975
205000_at 8653 DDX3Y 1.23321E-12 1.08802 -1.08333 194.469
204818 at 3294 HSD17B2 1.85036E-12 1.15627 1.13536 105.813
219434 _at 54210 TREM1 1.85357E-12 1.1384 1.09298 32.1831

212067_s_at 715 CiR 2.14343E-12 -1.15807 -1.1847 66.662

209032_s_at 23705 CADM1 2.25664E-12 1.01537 1.36342 62.254
201909 _at 6192 RPS4Y1 2.62192E-12 -1.02248 -1.08384 75.9905
203131 _at 5156 PDGFRA 3.23246E-12 1.21679 1.17209 258.069
204614 _at 5055 SERPINB2 3.59987E-12 -1.14798 1.18671 213.176

204595_s_at 6781 STC1 4.16249E-12 1.21714 -1.0054 42.7066
221872_at 5918 RARRES1 4.57139E-12 -1.92298 -4.74611 18.2074
203474 _at 10788 IQGAP2 5.21644E-12 -5.09723 -2.60976 38.3101
204515_at 3283 HSD3B1 6.60409E-12 1.19102 1.27494 525.304
212713 _at 4239 MFAP4 7.15575E-12 1.17273 1.12633 15.5645

212942 s_at 57214 KIAA1199 7.70642E-12 1.09232 -1.0747 70.842
219985_at 9955 HS3ST3A1 7.70821E-12 -1.03469 1.03562 35.695
204140 _at 8460 TPST1 9.57119E-12 1.16712 1.0741 7.46285
202388 _at 5997 RGS2 9.60447E-12 -1.46047 -2.44393 6.47573

203434 _s_at 4311 MME 9.69058E-12 -2.33061 -6.48089 28.5165

210813_s_at 7518 XRCC4 1.0388E-11 -1.10839 -1.28473 17.5367
213993_at 10418 SPON1 1.05078E-11 -1.02417 -1.0274 101.569
203717_at 1803 DPP4 1.11645E-11 1.25825 1.05344 23.5131

218129 s_at 4801 NFYB 1.21329E-11 -1.33947 -2.17189 1.91464

210416_s_at 11200 CHEK2 1.60078E-11 -3.32243 -2.30702 2.39359
201666_at 7076 TIMP1 1.63327E-11 -1.52926 1.08257 4.99369
202016_at 4232 MEST 1.66879E-11 -2.54426 -1.48387 2.18852

207663_x_at 2575 GAGE3 1.90141E-11 1.05952 1.01098 50.3922

209008 _x_at 3856 KRT8 2.16624E-11 1.02266 1.05965 23.994




208606_s_at 54361 WNT4 2.18308E-11 -1.02996 1.03148 95.6268
203886_s_at 2199 FBLN2 2.19797E-11 1.08661 -1.26046 27.0662
213004 _at 23452 ANGPTL2 2.32819E-11 -1.72125 -2.70333 5.77312
213661 _at 25891 PAMR1 2.35595E-11 1.27033 1.0775 60.6061
61734 _at 57333 RCN3 2.42459E-11 -1.39078 -2.02303 2.82757
207011_s_at 5754 PTK7 2.66278E-11 -1.24238 -1.49885 14.2961
202995_s_at 2192 FBLN1 2.75675E-11 -1.10901 -1.36444 65.6461
209596_at 25878 MXRAS 2.92955E-11 1.27772 -1.01787 107.023
201508 _at 3487 IGFBP4 3.16889E-11 1.42338 -1.59968 7.57932
204044 _at 23475 QPRT 3.38821E-11 1.2232 1.19356 14.3384
205236_x_at 6649 SOD3 3.44098E-11 1.33347 1.11746 14.6715
210587_at 83729 INHBE 3.7556E-11 -1.11557 -1.13899 34.2208
218858 at 64798 DEPTOR 3.78166E-11 1.16688 1.1833 94.9913
202436_s_at 1545 CYP1B1 4.21298E-11 -1.0987 1.19517 147.443
207076_s_at 445 ASS1 4.80771E-11 1.05685 -2.02186 8.63479
204052_s_at 6424 SFRP4 5.06585E-11 -1.2764 -1.1353 84.572
219619 at 54769 DIRAS2 5.33901E-11 1.08837 1.05786 93.7493
203186_s_at 6275 S100A4 6.22902E-11 -1.19693 -1.13359 7.1587
219552 _at 79987 SVEP1 6.55649E-11 1.0872 -1.00952 28.4098
40560_at 6909 TBX2 7.13725E-11 1.19122 -1.15451 17.5088
207703_at 22829 NLGN4Y 7.52429E-11 1.0255 1.13496 19.1848
204534 _at 7448 VTN 7.75295E-11 1.31384 1.08626 19.3043
213664 _at 6505 SLC1A1 8.19017E-11 1.31776 1.19768 8.35084
219093_at 55022 PID1 8.33519E-11 1.04647 1.10609 81.399
206439 _at 1833 EPYC 9.27074E-11 -1.2601 -1.18745 26.7853
219937_at 29953 TRHDE 9.54051E-11 1.01263 -1.08681 73.8582
214974 _x_at 6374 CXCL5 1.00435E-10 -1.05887 -1.12831 37.5997
202709_at 2331 FMOD 1.09734E-10 1.11126 1.01977 101.004
207103_at 3751 KCND2 1.2755E-10 -1.0837 1.06609 18.9431
219983 _at 57110 HRASLS 1.37973E-10 -2.8254 -1.39906 14.5646
57588 _at 57419 SLC24A3 1.38878E-10 1.24005 -1.08487 11.1024
209047 _at 358 AQP1 1.56067E-10 1.25508 1.14485 272.692
210018_x_at 10892 MALT1 1.59645E-10 -1.65673 1.40328 3.56867
207135_at 3356 HTR2A 1.60511E-10 -1.00197 1.00954 32.214
203607_at 22876 INPPSF 1.65519E-10 1.11322 1.24307 3.60394




210330_at 6444 SGCD 1.6709E-10 1.01992 1.06999 12.4237
211663_x_at 5730 PTGDS 1.72622E-10 1.23497 1.11028 10.1265
204321 _at 4756 NEO1 1.76186E-10 1.31424 1.21748 15.7228
213413 _at 11037 STON1 1.8677E-10 1.13917 -1.33629 8.06591
214460_at 4045 LSAMP 2.07209E-10 1.25004 -1.03535 12.6812
206336_at 6372 CXCL6 2.30847E-10 -12.5023 -14.7021 17.8813
207510_at 623 BDKRB1 2.37322E-10 1.45595 1.2544 33.4569
213385_at 1124 CHN2 2.52042E-10 -2.70334 -1.93505 34.8671
204114 at 22795 NID2 2.69377E-10 1.43307 -3.12012 11.872
219874 at 84561 SLC12A8 2.77095E-10 1.11272 1.27133 16.9054
218918 _at 57134 MAN1C1 2.91734E-10 1.36428 1.26973 37.2357
205618_at 5638 PRRG1 2.9388E-10 -1.00538 1.04607 3.82934
203889 _at 6447 SCG5 3.13719E-10 -7.29496 -2.16483 5.87136
213006_at 1052 CEBPD 3.35959E-10 -1.06216 1.24104 37.5947
201387_s_at 7345 UCHL1 3.42795E-10 -1.71613 -1.35586 4.35957
202037_s_at 6422 SFRP1 3.76098E-10 -1.24137 -1.25925 27.0116
210367_s_at 9536 PTGES 3.83348E-10 1.15738 1.06316 15.0544
214604_at 3237 HOXD11 3.89432E-10 -1.12215 1.07812 11.7142
204914 _s_at 6664 SOX11 4.0184E-10 1.04148 -1.09367 32.0214
201438 _at 1293 COL6A3 4.10833E-10 1.0298 1.04673 95.6522
211062_s_at 8532 CPZ 4.26671E-10 1.10016 1.02932 11.0596
213712_at 54898 ELOVL2 4.33358E-10 1.01088 1.16886 15.6876
209205_s_at 8543 LMO4 4.43251E-10 1.36607 -1.0138 9.32177
213164 _at 6526 SLC5A3 4.57123E-10 -1.6866 -1.07939 6.65004
203675_at 4925 NUCB2 4.68428E-10 1.30597 1.02982 1.95589
204337_at 5999 RGS4 4.73819E-10 -2.4251 -2.26799 1.76749
209278_s_at 7980 TFPI2 4.78856E-10 -16.6036 -42.7018 3.95043
218573 _at 28986 MAGEH1 4.97171E-10 -1.91981 -1.27164 1.92156
213187_x_at 2512 FTL 5.45327E-10 1.22415 1.1773 2.11332
204470_at 2919 CXCL1 5.55234E-10 -5.21362 -14.6718 5.44908
211844 _s_at 8828 NRP2 5.56529E-10 1.38077 1.08165 4.43463
205526_s_at 11104 KATNA1 5.74541E-10 -1.59035 -1.13486 1.65793
213943 _at 7291 TWIST1 6.24122E-10 1.03023 1.09549 48.391
209163_at 1534 CYB561 6.34319E-10 -2.57735 -2.51418 1.74814
209871 _s_at 321 APBA2 6.39743E-10 1.25208 1.24311 4.99219




203851 _at 3489 IGFBP6 6.49388E-10 -1.36904 -1.52418 4.80147
218976_at 56521 DNAJC12 6.65307E-10 -1.71578 -1.56523 20.3194
201596_x_at 3875 KRT18 6.77918E-10 -3.95802 1.01768 1.96719
213194 _at 6091 ROBO1 7.3102E-10 -1.05673 1.07226 6.91607
219049 _at 55790 CSGALNACT1 | 7.49643E-10 -3.91894 -4.22565 51.5727
221760_at 4121 MAN1A1 8.67957E-10 -2.34613 -3.25231 7.95333
218501 _at 50650 ARHGEF3 8.76481E-10 -1.66687 1.09606 3.02756
212268_at 1992 SERPINB1 8.83737E-10 -1.18622 1.002 3.18474
218099 _at 55852 TEX2 9.16118E-10 -1.21423 1.37016 3.34905
212298 at 8829 NRP1 9.27871E-10 -2.71908 -14.253 2.97821
204865_at 761 CA3 9.36568E-10 1.10002 -1.00965 7.3079
219582 _at 79627 OGFRL1 9.83157E-10 -2.54707 -1.37773 4.30689
221790_s_at 26119 LDLRAP1 1.06201E-09 -1.46188 1.29238 2.93049
207373_at 3236 HOXD10 1.07192E-09 1.32495 1.28578 12.3496
206631 _at 5732 PTGER2 1.0746E-09 1.11629 -1.05248 13.3354
221900_at 1296 COL8A2 1.09462E-09 -2.07221 -4.00245 4.40359
204430_s_at 6518 SLC2A5 1.17398E-09 -1.05507 1.01611 50.729
218035_s_at 54502 RBMA47 1.19705E-09 -1.01469 1.07762 7.91497
219077_s_at 51741 WWOX 1.2794E-09 1.03082 1.26123 4.57696
208964 _s_at 3992 FADS1 1.29945E-09 -1.38113 -1.46847 1.66243
202710_at 10282 BET1 1.31255E-09 -2.00454 -1.39925 1.70062
221950_at 2018 EMX2 1.34091E-09 1.03876 -1.05168 21.2551
218675_at 51310 SLC22A17 1.3743E-09 -1.12601 1.0551 491473
202857 _at 10330 CNPY2 1.38382E-09 -3.59264 -1.39566 1.67412
208933_s_at 3964 LGALSS8 1.4311E-09 -2.05566 -1.03357 1.55387
213150_at 3206 HOXA10 1.44573E-09 -2.09974 -1.18027 1.87348
202371 _at 79921 TCEAL4 1.46216E-09 1.00976 1.21578 1.50795
200986_at 710 SERPING1 1.4879E-09 1.19264 1.04246 5.50319
203649_s_at 5320 PLA2G2A 1.58309E-09 1.22946 1.05129 5.77013
212624 _s_at 1123 CHN1 1.62548E-09 -1.76231 -1.56984 2.96175
220093_at 84168 ANTXR1 1.64312E-09 1.28233 1.3271 20.2043
212192 _at 115207 KCTD12 1.75956E-09 -1.60768 -5.36491 1.58778
218934 _s_at 27129 HSPB7 1.8009E-09 1.27704 -1.00733 12.3215
204557_s_at 22873 DZIP1 1.83448E-09 -1.68887 -1.48456 2.03513
204345_at 1307 COL16A1 1.8935E-09 1.2235 1.2834 40.0489




203417_at 4237 MFAP2 2.00445E-09 1.04809 -2.34179 2.21248
205481 _at 134 ADORA1 2.08127E-09 1.09667 1.29658 5.49261
218788_s_at 64754 SMYD3 2.3159E-09 -1.05882 1.05684 7.2892
221484 at 9334 BAGALT5S 2.3163E-09 1.00064 -1.49875 3.55342
200845_s_at 9588 PRDX6 2.3177E-09 -1.29474 -1.69068 1.60728
204719 _at 10351 ABCA8 2.35362E-09 -2.74923 -1.32096 5.22403
200976_s_at 8887 TAX1BP1 2.51677E-09 1.33821 1.48064 2.43094
202192_s_at 8522 GAS7 2.54568E-09 1.33674 1.08299 6.15064
205150_s_at 9865 TRIL 2.70116E-09 -2.09144 -1.80577 9.9016
219432 _at 2121 EVC 2.73756E-09 1.06011 1.0714 2.99003
207302_at 6445 SGCG 2.74104E-09 1.01464 -1.12154 14.3805
206100_at 1368 CPM 2.77977E-09 -1.08114 -1.13851 9.71943
206404 _at 2254 FGF9 2.9717E-09 -1.01789 1.0243 7.32925
210964 _s_at 8908 GYG2 3.15671E-09 -1.01005 1.02639 4.80636
202544 _at 2764 GMFB 3.19999E-09 -2.20374 1.09429 1.51676
201195_s_at 8140 SLC7A5 3.22784E-09 1.47819 -2.22695 4.08914
202948 at 3554 IL1R1 3.27025E-09 -2.86974 -3.50289 2.92513
208937_s_at 3397 ID1 3.57515E-09 -3.40747 -2.18937 1.81968
205201 _at 2737 GLI3 3.63907E-09 -1.30015 -1.68635 2.96267
212915_at 23024 PDZRN3 3.68926E-09 -3.39623 1.15157 134.269
217767_at 718 C3 3.75405E-09 1.2356 1.15302 15.9338
209220_at 2719 GPC3 3.88351E-09 1.03192 -1.06627 25.006
216598_s_at 6347 CCL2 4.02276E-09 -1.01976 -9.80313 5.95841
218820 _at 56967 Cl40rf132 4.04183E-09 1.01227 -1.40223 13.1109
201042_at 7052 TGM2 4.13522E-09 -1.91174 -2.51083 2.80842
207332_s_at 7037 TFRC 4.27913E-09 1.26314 1.12058 2.1683
202283_at 5176 SERPINF1 4.34876E-09 1.19579 -1.08711 20.1378
200654 _at 5034 PAHB 4.36513E-09 1.23423 1.15568 1.72637
204073_s_at 745 Cllorf9 4.52731E-09 -1.08976 -1.10006 4.77125
204037_at 1902 LPAR1 4.5725E-09 1.20989 1.44451 10.5293
204908_s_at 602 BCL3 4.65956E-09 1.37217 -1.83115 2.02783
214079_at 10202 DHRS2 4.79887E-09 -1.11568 1.02638 19.0233
206624 _at 8287 USPoY 4.91422E-09 1.00026 -1.02117 6.59335
202508_s_at 6616 SNAP25 5.10341E-09 -1.03519 -1.17331 10.9305
201923_at 10549 PRDX4 5.10993E-09 -1.0673 -1.05687 1.62834




212987_at 26268 FBXO9 5.21018E-09 -2.52503 1.33869 2.01784
205782_at 2252 FGF7 5.23305E-09 -1.03413 -1.09502 100.017
205227 _at 3556 ILIRAP 5.43267E-09 1.38481 1.3765 3.90362
219791 _s_at 79804 NBLAOO301 | 5.46017E-09 1.0452 -1.01595 14.1191
219374 _s_at 79796 ALGS 5.57516E-09 -1.0987 1.21103 3.40868
207120_at 63934 ZNF667 5.70628E-09 1.17748 1.15156 3.99068
202122_s_at 10226 PLIN3 5.91164E-09 -1.38994 1.33993 2.50935
216840 _s_at 3908 LAMA2 6.16361E-09 -1.2331 -1.11764 5.48998
214307_at 3081 HGD 6.2168E-09 1.01045 1.01352 5.55737
217791_s_at 5832 ALDH18A1 6.24221E-09 1.47497 -1.09005 1.62707
220416_at 79895 ATP8B4 6.26343E-09 1.03596 -1.06929 11.2803
209360_s_at 861 RUNX1 6.26942E-09 -1.14937 1.31932 4.71376
218692 _at 55638 SYBU 6.49976E-09 -4.90727 -4.1324 5.83641
209122 _at 123 PLIN2 6.57834E-09 -1.54232 -1.40008 2.2448
220002_at 55083 KIF26B 6.76611E-09 1.1383 1.15732 7.86178
205489 _at 1428 CRYM 7.33365E-09 1.31401 1.04159 6.90492
218140 x_at 58477 SRPRB 7.71106E-09 -1.18568 1.26121 1.74228
221788 at 5238 PGM3 7.90654E-09 -1.28991 -1.08035 2.7602
208916_at 6510 SLC1A5 7.98895E-09 1.03884 -1.70847 1.92393
205578 _at 4920 ROR2 8.00606E-09 1.12746 -1.02433 11.1309
215223 _s_at 6648 SOD2 8.27633E-09 -1.11867 1.10637 6.61959
218149 s at 55893 ZNF395 8.30101E-09 -3.38535 -4.19393 1.60543
211756_at 5744 PTHLH 8.36247E-09 -2.2154 -1.70373 3.23244
213259 _s_at 23098 SARM1 8.56838E-09 1.34842 1.05659 4.27019
218959 at 3226 HOXC10 8.57915E-09 1.23375 1.02245 32.2765
209691 _s_at 55715 DOK4 8.74239E-09 -1.15983 -1.00961 2.06384
209706_at 4824 NKX3-1 8.9232E-09 -1.04967 1.4033 4.071
219602_s_at 63895 PIEZO2 9.87325E-09 -1.46213 -1.72146 21.7208
200732_s_at 7803 PTPAA1 9.9028E-09 1.01372 1.25693 2.28355
203000_at 11075 STMIN2 1.00635E-08 1.49995 1.26541 22.421
203983_at 7257 TSNAX 1.00988E-08 -1.22402 1.319 1.68111
215518 _at 9515 STXBP5L 1.04319E-08 1.10291 1.0381 6.08676
209846_s_at 11118 BTN3A2 1.04329E-08 1.03088 -1.39116 2.03741
207063_at 55410 NCRNAO0O0185 | 1.05462E-08 1.14578 1.13113 9.91857
207316_at 3036 HAS1 1.05682E-08 -1.01711 -1.00027 8.73164




219511 s_at 9627 SNCAIP 1.08526E-08 -1.60731 -1.62766 3.6636
202376_at 12 SERPINA3 1.10675E-08 1.1881 -1.10091 5.55135
203431 _s_at 9743 ARHGAP32 1.15533E-08 -1.61608 -1.58576 1.89779
205304 _s_at 3764 KCNJ8 1.18704E-08 1.20749 1.12767 12.4634
213256_at 115123 41701 1.22055E-08 -1.63659 -1.36902 2.2379
219073_s_at 114884 OSBPL10 1.23676E-08 -2.0087 -1.33335 2.82961
200999_s_at 10970 CKAP4 1.27188E-08 1.16701 1.16769 1.79926
213422 _s_at 54587 MXRAS8 1.2731E-08 1.39317 1.14262 18.1085
202667_s_at 7922 SLC39A7 1.32346E-08 1.23464 1.42064 1.88573
205052_at 549 AUH 1.32963E-08 -1.01505 1.00065 3.07019
204017 _at 11015 KDELR3 1.34803E-08 1.30351 1.00433 2.60236
204688 _at 8910 SGCE 1.34959E-08 -2.33507 -1.68326 2.29093
217520_x_at 731884 1.36617E-08 -2.01233 -1.29305 3.32273
208073_x_at 7267 TTC3 1.37012E-08 1.49193 1.0758 2.41116
203126_at 3613 IMPA2 1.37536E-08 -2.55944 -2.70306 2.62221
213462 _at 4862 NPAS2 1.4067E-08 -1.02988 -1.60507 2.18115
212155_at 149603 RNF187 1.47864E-08 -1.07813 -1.05528 1.80882
217949 s_at 79001 VKORC1 1.48761E-08 1.33218 1.14641 2.17475
218667_at 64219 PJA1 1.5544E-08 -1.10332 1.13486 1.59356
202193_at 3985 LIMK2 1.6088E-08 -1.74734 1.40846 2.65472
65086_at 78992 YIPF2 1.6449E-08 1.17859 -1.0153 1.85922
202273_at 5159 PDGFRB 1.68374E-08 1.3401 1.27105 9.84469
210312_s_at 90410 IFT20 1.79348E-08 1.24153 1.38464 1.87658
218176_at 64110 MAGEF1 1.82303E-08 -1.42626 1.32691 2.93786
202887_s_at 54541 DDIT4 1.86427E-08 1.18274 -18.9684 2.1011
209014 _at 9500 MAGED1 1.90211E-08 1.34308 -1.07758 2.88184
219373_at 54344 DPM3 2.05974E-08 1.32959 1.39291 2.13333
219772_s_at 23676 SMPX 2.09002E-08 1.20928 1.16665 6.71721
214255_at 57194 ATP10A 2.09045E-08 1.14537 1.12571 4.62331
218801_at 55757 UGGT2 2.20069E-08 1.02063 1.12158 2.74214
202238_s_at 4837 NNMT 2.23483E-08 -1.14732 1.33441 2.77395
205532_s_at 1004 CDH6 2.30977E-08 -1.05022 -1.04702 7.99632
207714_s_at 871 SERPINH1 2.47062E-08 1.4187 1.40701 2.4061
214767_s_at 126393 HSPB6 2.57203E-08 1.44649 -1.05378 7.32933
204976_s_at 9949 AMMECR1 2.57742E-08 -1.07586 -1.08202 1.73888




220411_x_at 79883 PODNL1 2.65246E-08 1.25271 1.00286 3.32949
200945_s_at 22872 SEC31A 2.83513E-08 1.2756 1.25356 1.55788
204400_at 10278 EFS 2.93533E-08 1.28321 1.09219 4.18984
203817 _at 2983 GUCY1B3 3.02064E-08 -1.27302 -1.42437 6.57693
218241 _at 9950 GOLGA5 3.06045E-08 1.29062 1.24767 1.98113
204687_at 25849 PARM1 3.1214E-08 1.07617 -1.06668 11.4152
213891 _s_at 6925 TCF4 3.14142E-08 -1.72077 -1.74619 1.69538
201399_s_at 23471 TRAM1 3.37133E-08 1.30045 1.3938 2.16821
205138_s_at 10090 UST 3.38095E-08 1.1602 1.15518 4.68312
210783_x_at 6320 CLEC11A 3.41496E-08 1.40805 1.16068 3.35771
221024 _s_at 81031 SLC2A10 3.6066E-08 1.43615 1.4045 5.66672
218484 at 56901 NDUFA4L2 3.61962E-08 1.19074 1.08228 8.34847
205404 _at 3290 HSD11B1 3.63007E-08 1.22341 1.12357 4.58404
201865_x_at 2908 NR3C1 3.65964E-08 1.36435 1.11895 1.74775
209472 _at 56267 CCBL2 3.86604E-08 1.18925 1.02295 1.84928
214129 at 9659 PDE4DIP 3.94709E-08 1.23368 1.16211 2.10367
212841 s_at 8495 PPFIBP2 4.11464E-08 -1.62273 -1.09392 14.1089
202674 _s_at 4008 LMO7 4.11724E-08 -1.6386 1.43486 3.16395
205357_s_at 185 AGTR1 4.20464E-08 1.12765 1.02044 5.07745
205094 _at 5193 PEX12 4.34027E-08 -1.63206 1.11922 1.5338
212148 at 5087 PBX1 4.40248E-08 -1.94936 1.14741 3.8732
218051_s_at 64943 NT5DC2 4.48393E-08 -1.04446 -1.04611 1.93757
212230_at 8613 PPAP2B 4.49538E-08 -1.56445 -3.05221 3.10448
208760_at 7329 UBE2I 4.5041E-08 1.28759 1.31171 3.26224
202218_s_at 9415 FADS2 4.6593E-08 -1.41711 -2.15545 1.99743
208483_x_at 3883 KRT33A 4.72174E-08 -1.11651 -1.0549 4.62642
209064 _x_at 10605 PAIP1 4.83678E-08 -4.39729 -1.24752 2.6505
221701_s_at 64220 STRA6 4.85327E-08 -1.06188 -1.13962 2.55897
208788 _at 60481 ELOVLS 4.87685E-08 -1.01908 1.04088 2.21613
211974 x_at 3516 RBPJ 5.07965E-08 1.26056 1.05253 2.23184
221569_at 54806 AHI1 5.26383E-08 1.11447 1.11979 2.4441
200699_at 11014 KDELR2 5.2959E-08 -1.37022 -1.52795 1.9835
218412 s_at 9569 GTF2IRD1 5.37843E-08 -1.25174 -1.134 2.05912
219804_at 79933 SYNPO2L 5.48045E-08 1.04038 1.0989 11.5315
206693_at 3574 IL7 5.58635E-08 -1.17206 1.01075 7.98182




204679_at 3775 KCNK1 5.62726E-08 -1.75427 -1.28145 3.70802
221350_at 3224 HOXC8 5.67032E-08 1.07942 1.0804 5.02267
220786_s_at 55089 SLC38A4 5.68733E-08 -1.32197 1.04504 6.48937
221619_s_at 23787 MTCH1 5.69061E-08 1.15566 1.47235 1.75097
217906_at 23588 KLHDC2 5.70404E-08 1.09699 1.10615 1.99912
203391 _at 2286 FKBP2 5.78498E-08 1.29719 1.49207 1.85544
219578_s_at 64506 CPEB1 5.91048E-08 1.17348 1.37629 5.40741
210706_s_at 11237 RNF24 6.12807E-08 1.20324 1.29155 2.32654
218285_s_at 56898 BDH2 6.27782E-08 -1.10627 1.27091 2.36036
210287_s_at 2321 FLT1 6.426E-08 -1.05164 1.48865 9.25926
221892 _at 9563 H6PD 6.50525E-08 1.15051 -1.08374 1.83084
202442 _at 1176 AP3S1 6.69656E-08 1.21243 1.29739 1.64555
210735_s_at 771 CA12 6.71329E-08 1.34268 1.1375 4.76345
218082_s_at 7342 UBP1 6.76649E-08 -1.20082 -1.117 1.56964
214708 _at 6641 SNTB1 6.77963E-08 -1.0422 1.05245 3.21172
201983_s_at 1956 EGFR 6.78687E-08 1.05693 -1.47003 4.13893
201849 _at 664 BNIP3 6.86192E-08 1.20454 1.21234 2.65639
213852_at 9939 RBMS8A 6.93748E-08 -1.69065 -1.1712 1.73002
203044 _at 22856 CHSY1 7.07329E-08 -1.00852 -1.05932 1.82187
210143_at 11199 ANXA10 7.12587E-08 1.30369 1.07135 13.9059
201542 _at 56681 SARIA 7.15049E-08 1.03034 1.27341 2.14516
210613_s_at 9145 SYNGR1 7.17806E-08 1.29865 1.24703 2.16203
209586_s_at 58497 PRUNE 7.34174E-08 1.09707 1.35759 1.96407
212775_at 23363 OBSL1 7.43423E-08 -1.15976 1.20696 4.49149
209550_at 4692 NDN 7.46803E-08 -13.3552 -3.9335 1.54247
213288 at 129642 MBOAT2 7.67834E-08 1.32372 1.29012 4.12593
219372 _at 28981 IFT81 7.76925E-08 -2.8918 -1.62916 2.9533
212616_at 80205 CHD9 7.85488E-08 -1.06633 1.0778 3.04207
204112_s_at 3176 HNMT 7.98079E-08 -1.53332 -1.27452 7.82159
204931 _at 6943 TCF21 8.2203E-08 1.01538 1.00381 9.50845
207787 _at 3884 KRT33B 8.23146E-08 1.01479 1.08662 4.62982
212803_at 4665 NAB2 8.66725E-08 1.46209 1.02084 1.68516
212110_at 23516 SLC39A14 9.38554E-08 1.26349 1.25877 1.94546
205789 _at 912 CD1D 9.46015E-08 1.16736 1.03578 4.31789
212399_s_at 9686 VGLLA 9.46419E-08 1.49747 1.37264 3.09487




211700_s_at 7216 TRO 9.52263E-08 -1.77287 -1.54125 2.0821
209684 _at 54453 RIN2 9.73502E-08 1.2741 1.06508 2.29602
212413 _at 23157 41888 9.7623E-08 -1.16337 -1.13974 2.02818
214681 _at 2710 GK 9.8848E-08 1.15835 1.22916 4.56377
206194 _at 3221 HOXC4 1.01547E-07 -1.71171 -1.79927 3.37272
218869 _at 23417 MLYCD 1.0322E-07 -1.48602 1.21455 1.54847
213273_at 26011 0DzZ4 1.07265E-07 1.35814 1.10781 14.5533

201628_s_at 10670 RRAGA 1.07449E-07 -1.20063 1.24286 2.27581

202378_s_at 54741 LEPROT 1.08904E-07 1.47639 1.42875 1.55827
203971 _at 1317 SLC31A1 1.09981E-07 1.00957 1.08152 2.07567

215506_s_at 9077 DIRAS3 1.13308E-07 1.11325 -1.6841 3.46077
213308_at 22941 SHANK?2 1.13523E-07 1.03546 1.13191 3.78166
208745_at 10632 ATP5L 1.13965E-07 -1.57042 -1.46621 1.56826
208991 _at 6774 STAT3 1.15001E-07 1.34562 1.42948 2.09288
202990_at 5836 PYGL 1.15641E-07 -3.06979 -3.11995 2.53397

211934 _x_at 23193 GANAB 1.1731E-07 1.44801 1.17602 1.79791

218967_s_at 9317 PTER 1.22598E-07 -3.40779 -1.00232 2.45264

203349 _s_at 2119 ETV5 1.23332E-07 1.49019 1.09494 2.48097

219682_s_at 6926 TBX3 1.24417E-07 1.05869 1.08921 491914
203763_at 51626 DYNC2LI1 1.25952E-07 1.34222 1.44988 2.77486
212900_at 10802 SEC24A 1.27185E-07 -1.02787 1.21215 1.95887
211149 at 7404 UTY 1.2734E-07 -1.1249 -1.02464 2.92677
214539 _at 5273 SERPINB10 1.34592E-07 1.13124 -1.05629 5.5714
212094 _at 23089 PEG10 1.38583E-07 -2.26599 -2.9993 11.2382
209043 _at 9061 PAPSS1 1.39161E-07 -1.09788 1.23753 1.55564
213316_at 57608 KIAA1462 1.43496E-07 1.45998 1.36345 6.87706

208151 _x_at 10521 DDX17 1.44071E-07 -1.00002 -1.04403 3.15968

220261_s_at 55146 ZDHHC4 1.51278E-07 1.10803 -1.10117 1.56033
212907_at 7779 SLC30A1 1.52078E-07 -1.04766 1.25773 1.73944
202743 _at 8503 PIK3R3 1.52121E-07 -2.12471 -1.11109 1.54587
203665_at 3162 HMOX1 1.57972E-07 1.04492 -2.26128 2.82417

207661_s_at 9644 SH3PXD2A 1.62089E-07 1.11247 -1.02277 12.0907
206020_at 9306 SOCS6 1.7457E-07 -2.07487 1.37804 3.28503
219855_at 55190 NUDT11 1.75916E-07 -1.17704 1.0628 1.82477
218983_at 51279 C1RL 1.81228E-07 -1.6939 -1.4408 2.74894




209216_at 11152 WDRA45 1.84271E-07 -1.28083 1.06105 2.2396
211675_s_at 29969 MDFIC 1.88123E-07 -3.12723 -1.09932 4.85727
219497_s_at 53335 BCL11A 1.89003E-07 1.06351 1.03935 5.12843

218816_at 55227 LRRC1 1.96157E-07 -1.88021 -1.13289 2.68949
202929 _s_at 1652 DDT 2.00844E-07 -1.24101 1.08861 1.62009

212360_at 271 AMPD?2 2.02262E-07 1.28781 1.15431 2.01753

204906_at 6196 RPS6KA2 2.03127E-07 1.11237 -1.06027 1.82659

203815_at 2952 GSTT1 2.04567E-07 1.32432 1.37711 1.65051

212299 at 91754 NEK9 2.06639E-07 -1.24671 -1.94334 1.5528

205080_at 5915 RARB 2.07299E-07 -1.18243 -1.77435 1.67801

212599 _at 26053 AUTS2 2.07626E-07 -1.76072 -1.76167 7.01934
206700_s_at 8284 KDM5D 2.12279E-07 1.10258 1.08253 10.0381
215884 _s_at 29978 UBQLN2 2.15107E-07 1.08062 1.13621 1.52869
216032_s_at 51614 ERGIC3 2.16112E-07 1.24728 1.27347 1.84923
217991 _x_at 23648 SSBP3 2.22614E-07 1.39113 1.25196 2.17419
215945_s_at 23321 TRIM?2 2.24566E-07 -1.18975 1.41021 2.52857
218615_s_at 55254 TMEM39A 2.25772E-07 1.00337 -1.26162 1.95772

205640_at 221 ALDH3B1 2.2605E-07 1.29696 1.0901 2.45253
205047_s_at 440 ASNS 2.26054E-07 -1.04606 -2.53148 2.01896
208502_s_at 5307 PITX1 2.27396E-07 1.14188 -1.09719 5.01471

219771_at 54885 TBC1D8B 2.3089E-07 1.04061 -1.11154 3.31754

205523 _at 1404 HAPLN1 2.33549E-07 -1.31941 -1.25828 23.471
211200_s_at 84288 EFCAB2 2.44001E-07 -1.36629 -1.06651 1.59196

212592 _at 3512 IGJ 2.46009E-07 -1.06201 -1.19545 8.62842

208837_at 23423 TMED3 2.48496E-07 1.08351 1.21409 1.95125

201397_at 26227 PHGDH 2.51016E-07 -1.80889 -2.67241 2.63703

212940 _at 1291 COL6A1 2.5124E-07 -1.1969 -1.21106 2.55477

213823_at 3207 HOXA11 2.52201E-07 -1.29959 1.12976 2.3613
221597_s_at 29100 TMEM208 2.56134E-07 1.15418 1.3856 1.785
219301_s_at 26047 CNTNAP2 2.59383E-07 1.12024 1.01448 5.11846

205880_at 5587 PRKD1 2.64293E-07 1.08144 1.46006 5.30531
203259_s_at 51020 HDDC2 2.85127E-07 -1.18474 -1.5127 1.88516

221573_at 79020 C70rf25 2.86769E-07 -2.06661 1.4234 2.06725
208074 _s_at 1175 AP2S51 2.8824E-07 -1.03529 -1.02395 1.64331

205505_at 2650 GCNT1 2.88781E-07 1.11805 -2.77222 1.52519




212124 at 57178 ZMIZ1 2.98909E-07 -1.07921 -1.38757 1.87252
208670_s_at 23741 EID1 3.01171E-07 -1.35043 1.24093 1.56238
202609_at 2059 EPS8 3.01709E-07 -1.31456 -1.07387 2.03345
203180 _at 220 ALDH1A3 3.25694E-07 -1.27764 -1.59469 3.49433
201098 _at 9276 COPB2 3.28705E-07 1.16998 1.01533 1.57286
218945_at 79091 METTL22 3.34262E-07 1.0768 1.3075 1.87132
206432 _at 3037 HAS2 3.3561E-07 -1.46583 -1.48929 6.96693
218043_s_at 64343 AZI2 3.35811E-07 -1.3606 1.261 2.1791
204019_s_at 26751 SH3YL1 3.45193E-07 1.28728 1.04939 1.8878
204454 _at 23641 LDOC1 3.47368E-07 -1.67728 -1.22821 1.5351
203814 _s_at 4835 NQO2 3.73075E-07 -1.59597 -1.15758 1.50875
212736_at 89927 Cl6o0rf45 3.82033E-07 -1.04786 1.43016 1.807
216568_x_at 212 ALAS2 3.86167E-07 1.01071 -1.01577 3.92264
202465_at 5118 PCOLCE 3.89354E-07 -1.02151 -1.12223 3.87019
209770_at 11119 BTN3A1l 4.06162E-07 1.42602 1.02283 2.62939
209255_at 23008 KLHDC10 4.08053E-07 -1.18163 -1.08342 1.85109
201658 _at 400 ARL1 4.11942E-07 1.35685 1.07182 1.77449
205382_s_at 1675 CFD 4.13008E-07 1.09009 1.00278 2.79904
46665_at 54910 SEMAA4C 4.22734E-07 -1.00204 -1.12908 2.02656
206137 _at 9699 RIMS2 4.47529E-07 1.05792 1.01989 4.30193
219029 _at 64417 C50rf28 4.60388E-07 1.32457 1.30794 1.89567
204151 x_at 1645 AKR1C1 4.66514E-07 1.2709 -1.05048 2.04165
213122 _at 85453 TSPYL5 4.76565E-07 -4.24806 1.40525 3.29259
204749 _at 4675 NAP1L3 4.79306E-07 -3.98452 1.40442 2.79146
209555_s_at 948 CD36 4.79835E-07 -1.09827 -1.24519 3.66059
203794 _at 8476 CDC42BPA 4.83587E-07 -1.06017 -1.35381 2.1042
205510_s_at 55056 FLJ10038 4.85428E-07 -1.71496 -1.13671 2.58197
205032 _at 3673 ITGA2 4.9247E-07 -1.39992 -1.28887 2.21745
206314 at 55888 ZNF167 5.08354E-07 -2.16408 1.00407 2.54279
202392_s_at 23761 PISD 5.24086E-07 -1.03924 -1.21044 1.6048
213290_at 1292 COL6A2 5.31009E-07 1.12702 -1.04591 2.90728
204163_at 11117 EMILIN1 5.50553E-07 1.05905 -1.2595 7.82903
209549 _s_at 1716 DGUOK 5.68914E-07 1.05862 1.37268 1.54393
212345 s_at 64764 CREB3L2 5.73521E-07 1.01939 1.37773 1.8176
218935_at 30845 EHD3 5.73848E-07 -1.07416 1.26682 3.04753




218221 _at 405 ARNT 5.75536E-07 -1.11161 1.07655 1.93591
214440_at 9 NAT1 5.86693E-07 -2.24274 1.46583 1.63864
218721 _s_at 54953 Clorf27 6.17032E-07 -1.15796 1.28106 2.21165
205265_s_at 10290 SPEG 6.20361E-07 1.42743 1.3915 3.27955
212968 _at 5986 RFNG 6.32143E-07 1.48567 1.20839 1.80581
207429 _at 6582 SLC22A2 6.66909E-07 1.19812 1.15498 5.15032
205119_s_at 2357 FPR1 6.77983E-07 -1.01042 -1.06204 1.86412
219959 at 55034 MOCOS 7.24157E-07 -1.71454 -1.50212 3.24549
213791 _at 5179 PENK 7.27397E-07 1.11798 1.0229 3.79516
209207_s_at 9554 SEC22B 7.54099E-07 -1.03085 1.43202 2.06478
201769_at 9685 CLINT1 7.54727E-07 -1.01278 1.01151 1.69362
209227 _at 7991 TUSC3 7.73582E-07 1.31179 1.2153 2.90067
78047 _s_at 729580 7.92878E-07 1.45056 1.32178 2.29864
214983 _at 64595 TTTY15 8.16252E-07 1.08489 -1.07461 6.13936
204624 _at 540 ATP7B 8.16986E-07 1.28847 1.47153 3.70644
202859 _x_at 3576 IL8 8.30796E-07 -1.62334 -3.65745 2.07337
201648 _at 3716 JAK1 8.64293E-07 1.19874 1.09576 1.66273
205141 at 283 ANG 8.77509E-07 1.22219 1.0675 1.78664
215111 _s_at 8848 T5C22D1 9.01382E-07 -1.05157 1.23779 2.44897
201847 _at 3988 LIPA 9.28863E-07 -1.00176 -1.07288 2.84088
205937_at 10669 CGREF1 9.44367E-07 -1.56341 -1.49676 2.08427
215030_at 2926 GRSF1 9.48851E-07 -3.05087 -1.22586 1.80961
218507_at 29923 HILPDA 9.55324E-07 -2.32939 -2.78778 1.57489
203244 _at 5830 PEX5 9.7407E-07 1.27058 1.43324 1.61054
209292 _at 3400 ID4 9.75407E-07 1.02265 1.16413 9.98294
201251 _at 5315 PKM 9.81765E-07 -1.7929 -1.04045 2.34596
204834 _at 10875 FGL2 9.92139E-07 1.1576 1.31856 4.43792
200785_s_at 4035 LRP1 1.04078E-06 1.32327 1.20962 5.95996
206440_at 8825 LIN7A 1.04478E-06 -2.00906 -1.8632 2.74283
204072_s_at 10129 FRY 1.05738E-06 -2.07557 -1.35967 5.11945
218373_at 64400 AKTIP 1.06832E-06 1.06265 1.40992 1.68912
210962_s_at 10142 AKAP9 1.08218E-06 -1.10493 1.19805 2.18705
219314 _s_at 51222 ZNF219 1.08358E-06 1.2449 1.44664 1.70081
218230_at 27236 ARFIP1 1.10704E-06 1.09618 1.25091 1.67408
206183_s_at 8916 HERC3 1.10957E-06 -1.06926 1.07405 1.78016




201095_at 1611 DAP 1.11742E-06 -1.04215 1.20598 1.95354
206261 _at 8187 ZNF239 1.11759E-06 -1.49078 -1.01842 2.55543
205364 _at 8309 ACOX2 1.14354E-06 -1.2447 -1.2946 3.16686
203071 _at 7869 SEMA3B 1.16058E-06 -1.02206 -1.07037 1.87727
222190_s_at 64755 C160rf58 1.16469E-06 1.43511 1.24535 1.59878
220933_s_at 79670 ZCCHC6 1.16668E-06 1.32575 1.35085 2.01719
201916_s_at 11231 SEC63 1.16908E-06 1.17617 1.24093 1.59646
209194 _at 1069 CETN2 1.17563E-06 1.14666 -1.02281 1.58481
203283_s_at 9653 HS2S5T1 1.18073E-06 -1.07261 1.2377 1.84711
219329 s _at 51374 ATRAID 1.24568E-06 1.42631 1.09616 1.61383
219033_at 79668 PARP8 1.26753E-06 1.12957 1.13285 5.49812
219044 _at 55258 THNSL2 1.27365E-06 1.42776 1.19803 2.49986
203735_x_at 8496 PPFIBP1 1.28734E-06 -1.4216 -1.29905 1.66339
221959 at 90362 FAM110B 1.29445E-06 1.35723 1.06113 4.76333
216125_s_at 10048 RANBP9 1.29692E-06 1.11146 1.44531 2.75401
214535_s_at 9509 ADAMTS2 1.29696E-06 -1.05494 -1.16045 4.67168
201855_s_at 23300 ATMIN 1.30396E-06 -1.09726 1.27141 1.50887
219238 at 55650 PIGV 1.30857E-06 1.25352 1.35732 1.70332
202660_at 3709 ITPR2 1.31092E-06 -1.38542 -1.66949 2.07561
209928 _s_at 9242 MSC 1.31409E-06 1.12287 1.01067 3.97135
209465_x_at 5764 PTN 1.34709E-06 1.3176 1.38439 5.30116
202853_s_at 6259 RYK 1.34923E-06 1.05182 1.19258 1.68378
212156_at 23339 VPS39 1.35326E-06 1.21875 1.2539 1.78205
202935_s_at 6662 SOX9 1.36305E-06 1.04909 -1.00669 5.94094
212558 at 10252 SPRY1 1.37472E-06 -1.2441 1.2033 2.27954
204227_s_at 7084 TK2 1.40212E-06 1.01536 1.20623 1.86138
218187_s_at 65265 C8orf33 1.41886E-06 -1.1475 1.3763 1.66702
201380_at 10491 CRTAP 1.47774E-06 1.14511 -1.19272 1.50504
204434 _at 9825 SPATA2 1.52456E-06 1.00491 1.13037 2.31956
219961 _s_at 55857 PLK1S1 0.000001534 -1.26875 1.15288 2.09294
218720_x_at 26470 SEZ6L2 1.57997E-06 1.05267 1.06214 2.46797
206796_at 8840 WISP1 1.58955E-06 1.06016 1.04545 2.86907
221911 _at 2115 ETV1 1.61589E-06 1.17672 -1.58154 1.90592
209585_s_at 9562 MINPP1 1.64818E-06 1.14235 1.32962 1.60115
214725_at 157869 SBSPON 1.66457E-06 -1.00849 1.02768 2.63478




202850_at 5825 ABCD3 1.67965E-06 1.11008 1.46548 1.51153
219894 _at 54551 MAGEL2 1.71185E-06 -1.18839 1.11893 4.02397
213296_at 11079 RER1 1.75923E-06 1.16738 1.42093 1.9712
218437 _s_at 54585 LZTFL1 1.76283E-06 -1.47843 1.33879 3.55976
203724 _s_at 22902 RUFY3 1.78016E-06 1.2087 1.08446 2.71149
221081_s_at 79961 DENND2D 1.83209E-06 -1.12841 -1.14401 2.31347
200665_s_at 6678 SPARC 1.83881E-06 1.49383 1.49109 1.62928
218930_s_at 54664 TMEM106B | 1.86424E-06 1.24791 1.08795 2.05222
218487_at 210 ALAD 1.86645E-06 1.17549 1.10367 1.6779
208843_s_at 26003 GORASP2 1.91962E-06 1.35925 1.21034 1.52915
205865_at 1820 ARID3A 1.96039E-06 1.40169 1.10797 2.6007
201935_s_at 8672 EIFAG3 2.00222E-06 -1.04447 1.19616 1.73236
204045_at 9338 TCEALL 2.05161E-06 -1.01227 1.41234 1.664
202909 _at 9852 EPM2AIP1 2.06719E-06 -1.54623 1.02749 1.72443
207194 _s_at 3386 ICAM4 2.09543E-06 1.07292 -1.0098 5.89233
212593_s_at 27250 PDCD4 2.09735E-06 1.01269 -1.20269 1.72493
35776_at 6453 ITSN1 2.16538E-06 1.23058 1.11571 1.85945
201193 _at 3417 IDH1 2.3334E-06 -1.34464 -1.05206 1.90385
217756_x_at 10169 SERF2 2.34605E-06 1.20192 1.22048 1.512
209150_s_at 10548 TMOSF1 2.37171E-06 1.08519 1.28815 1.5401
218284 at 4088 SMAD3 2.39313E-06 1.20247 -1.11833 1.63477
202590_s_at 5164 PDK2 2.41365E-06 1.06965 1.20734 2.02409
203552 _at 11183 MAP4K5 2.45118E-06 -1.10585 1.49276 1.52904
201832_s_at 8615 uso1 2.45591E-06 1.19536 1.25423 1.50213
204359 _at 23768 FLRT2 2.48422E-06 -2.5838 1.34292 1.5576
200970_s_at 27230 SERP1 2.52709E-06 1.10023 1.23699 1.65175
208296_x_at 25816 TNFAIP8 2.56269E-06 -1.3701 -1.00784 2.06881
209568_s_at 23179 RGL1 2.58851E-06 -1.00486 1.3522 2.01314
218534 _s_at 55109 AGGF1 2.65017E-06 -1.42499 1.01196 1.53576
208833_s_at 25814 ATXN10 2.66698E-06 -1.28991 -1.05992 1.55166
207628_s_at 114049 WBSCR22 2.71168E-06 -1.11672 1.23947 1.68597
207191 _s_at 3671 ISLR 2.72377E-06 1.21573 1.09826 2.23234
210258 _at 6003 RGS13 2.80981E-06 1.05884 1.07495 5.15867
204247_s_at 1020 CDK5 2.84016E-06 -1.09268 1.44205 1.79639
200613_at 1173 AP2M1 2.84182E-06 1.14334 1.37813 1.68436




203638_s_at 2263 FGFR2 2.87149E-06 1.21402 -1.12601 4.74814
204253_s_at 7421 VDR 2.88696E-06 1.09481 1.13699 1.76682
202425_x_at 5530 PPP3CA 2.94764E-06 1.21655 1.22298 1.88798
213332 _at 60676 PAPPA2 2.97699E-06 1.47881 1.46511 9.80134
218643_s_at 9419 CRIPT 3.00139E-06 -1.07275 -1.0517 1.77889
201976_s_at 4651 MYO10 3.08962E-06 1.23017 1.03992 1.95699
210006_at 25864 ABHD14A 3.1712E-06 1.31775 1.32933 2.44311
215548 _s_at 23256 SCFD1 3.28799E-06 -1.16049 1.2211 1.50421
204225_at 9759 HDAC4 3.30042E-06 -1.63509 -1.09966 1.75899
221867_at 9683 N4BP1 3.43242E-06 -1.19097 1.36126 2.25075
219165_at 64236 PDLIM?2 3.47401E-06 -1.35046 1.45786 1.84089
204575_s_at 4327 MMP19 3.52146E-06 -1.60018 -1.76828 2.08278
219617_at 79823 CAMKMT 3.60069E-06 -1.30851 1.48032 2.04116
218775_s_at 80014 WWC2 3.60786E-06 1.13637 1.46796 2.61354
206359_at 9021 SOCS3 3.65544E-06 1.15709 -1.04033 3.196
212699 _at 192683 SCAMP5 3.76478E-06 1.18211 1.39345 1.69423
216627_s_at 2683 BAGALT1 3.79991E-06 -1.06504 1.39183 3.83408
204821 _at 10384 BTN3A3 3.90971E-06 -1.36397 -1.42516 1.911
213627 _at 10916 MAGED?2 3.93706E-06 1.1458 1.02541 1.52223
220748_s_at 51157 ZNF580 3.98094E-06 1.18072 1.30928 1.54684
206770_s_at 23443 SLC35A3 4.00621E-06 -1.08731 1.24786 1.67057
202972_s_at 10144 FAM13A 4.14901E-06 1.43566 1.30764 2.02959
206926_s_at 3589 IL11 4.26926E-06 1.37293 1.34502 3.93106
217430_x_at 1277 COL1A1 4.27987E-06 1.06295 1.06036 2.91449
207480_s_at 4212 MEIS2 4.35492E-06 1.03091 1.22424 2.07726
207336_at 6660 SOX5 4.36698E-06 -1.08612 -1.08949 1.75046
204156_at 23387 SIK3 4.52484E-06 -1.46885 1.45654 2.19696
204971 _at 1475 CSTA 4.88098E-06 -1.02482 -1.06182 2.32973
217940_s_at 55739 CARKD 4.95414E-06 1.16899 1.35653 1.52958
35846_at 7067 THRA 5.22893E-06 1.34821 1.40686 1.91588
218282 _at 55741 EDEM2 5.34258E-06 1.1725 1.02598 1.70529
218466_at 79735 TBC1D17 5.34935E-06 1.4205 1.47327 1.86343
202740_at 95 ACY1 5.35853E-06 -1.07932 1.30681 1.81911
206745_at 3227 HOXC11 5.40935E-06 1.08237 1.03016 1.95512
204604 _at 5218 CDK14 5.4602E-06 -2.54603 1.14012 1.72388




210047_at 4891 SLC11A2 5.54715E-06 -1.18744 -1.19432 1.88691
218701_at 51110 LACTB2 6.0495E-06 -2.12306 1.10211 2.77544
215273_s_at 10474 TADA3 6.09217E-06 1.43023 1.45813 1.68777
213283_s_at 6297 SALL2 6.19252E-06 -1.02468 -1.06305 2.13283
212310_at 375056 MIA3 6.20952E-06 1.45373 1.48177 3.13733
202414 at 2073 ERCC5 6.22136E-06 1.12249 1.08373 2.28721
215081 _at 23251 KIAA1024 6.24788E-06 -1.02954 1.03537 2.61864
212761 _at 6934 TCF7L2 6.29222E-06 1.44861 1.33742 2.20211
220386_s_at 27436 EML4 6.39585E-06 1.01487 1.04186 1.85512
202145_at 4061 LYGE 6.55999E-06 -1.01889 -1.26184 1.85576
217824 _at 51465 UBE2J1 6.63971E-06 1.14866 1.16074 1.79097
209274 _s_at 81689 ISCA1 6.65347E-06 -1.13228 1.01736 1.52244
202871 _at 9618 TRAF4 6.95987E-06 1.2817 1.28015 1.65518
210136_at 4155 MBP 7.21085E-06 -1.00499 1.11808 2.52278
209425_at 23600 AMACR 7.21099E-06 -1.43074 1.22706 1.91583
219573_at 55604 LRRC16A 7.54317E-06 -1.44831 1.01835 2.14261
206011_at 834 CASP1 7.61544E-06 1.00249 -1.25606 1.55457
206813 _at 1489 CTF1 7.71885E-06 1.45358 1.3357 2.3275
47069_at 55615 PRR5 7.86613E-06 -1.14262 -1.06005 1.83026
219137_s_at 56947 MFF 8.1445E-06 1.01663 1.39407 1.97007
202519 at 22877 MLXIP 8.19306E-06 1.29862 1.27501 1.67826
205130_at 5891 MOK 8.26338E-06 -1.28185 -1.19764 1.71131
203031_s_at 7390 UROS 8.64558E-06 -1.04873 1.08262 1.9585
207702_s_at 9863 MAGI2 8.82929E-06 1.01976 1.37284 2.50655
202778_s_at 7750 ZMYM?2 8.93518E-06 1.2597 1.38231 1.71313
211965_at 677 ZFP36L1 9.18989E-06 -1.26565 -1.45779 2.22861
206730_at 2892 GRIA3 9.1904E-06 1.22477 1.0956 2.33795
207195_at 27255 CNTNG6 9.42339E-06 1.12732 1.08639 1.54753
212353 _at 23213 SULF1 9.84847E-06 1.04685 1.28547 1.5193
205340_at 9841 ZBTB24 9.92621E-06 -1.86442 -1.19611 1.67779
219280_at 54014 BRWD1 9.96352E-06 -1.22503 -1.1445 1.68327
219749 _at 63898 SH2D4A 1.01804E-05 -1.26261 1.29812 2.17244
202109_at 23647 ARFIP2 0.000010304 1.15567 1.20107 1.69303
221626_at 440515 ZNF506 1.04645E-05 -1.13846 1.07377 2.6522
207999_s_at 104 ADARB1 0.00001095 -1.01655 1.28653 2.0829




214033_at 368 ABCC6 1.09718E-05 1.4177 1.14067 3.66628
204381 _at 4037 LRP3 1.09862E-05 -1.12234 1.14453 1.53266
60474 _at 55612 FERMT1 1.10414E-05 -1.00478 1.16965 1.59478
219469 _at 79659 DYNC2H1 0.000011214 -1.06513 1.08381 2.46781
214605_x_at 2825 GPR1 1.13276E-05 1.02302 1.13128 2.99723
205092_x_at 22890 ZBTB1 1.14439E-05 1.13088 -1.10748 3.15385
212890_at 124565 SLC38A10 1.17988E-05 1.3356 1.21125 1.71501
213679 _at 92104 TTC30A 1.19602E-05 -1.90999 1.22867 2.54724
214933 _at 773 CACNA1A 1.22817E-05 -1.32541 -1.09827 2.78055
218557_at 56954 NIT2 1.23432E-05 -1.00471 1.40972 1.60896
200755_s_at 813 CALU 1.29795E-05 1.48109 1.41515 1.69917
213103_at 90627 STARD13 1.32525E-05 -1.27001 1.31193 1.6381
202064 _s_at 6400 SEL1L 1.34752E-05 1.2562 1.43371 1.80648
219729 at 51450 PRRX2 1.34788E-05 1.2309 1.06837 1.69106
212496_s_at 23030 KDM4B 1.36699E-05 1.24536 1.49578 2.24187
218685_s_at 23583 SMUG1 1.40024E-05 -2.02501 1.39472 1.51234
218376_s_at 64780 MICAL1 1.41216E-05 1.10738 -1.02826 2.59353
205694 _at 7306 TYRP1 1.51478E-05 -1.44556 1.18483 3.55877
53720_at 55337 C190rf66 1.51889E-05 -1.25464 -1.20603 1.56211
219042 _at 11178 LZTS1 1.54202E-05 1.32918 1.06019 1.91147
221942 _s_at 2982 GUCY1A3 0.00001591 -1.14297 -1.0809 2.8944
205351 _at 2677 GGCX 1.59116E-05 1.02745 1.15721 2.04341
205687_at 56061 UBFD1 1.60167E-05 -1.16556 1.46118 1.70802
218730_s_at 4969 OGN 1.65193E-05 -1.07208 -1.07054 4.14724
205997_at 10863 ADAM?28 1.71668E-05 1.10575 1.00066 7.2979
209380_s_at 10057 ABCC5 1.72085E-05 -1.43553 -1.23067 2.36146
207201_s_at 6580 SLC22A1 1.76202E-05 1.00901 1.11472 3.48701
203054 _s_at 6988 TCTA 1.76722E-05 -1.74113 1.24385 2.1077
203558 _at 9820 CuL7 1.76953E-05 1.34864 1.07434 1.71582
208881_x_at 3422 IDI1 0.000017759 1.29871 1.38656 1.66506
212217 _at 9581 PREPL 1.82684E-05 -1.01119 1.47239 2.94089
213909_at 131578 LRRC15 1.87102E-05 1.25454 1.46112 2.21034
209267_s_at 64116 SLC39A8 1.87249E-05 -1.51086 -1.25208 2.23356
204994 _at 4600 MX2 1.95162E-05 1.34899 1.20653 2.84046
219047_s_at 79759 ZNF668 1.96362E-05 1.00243 1.01809 1.55375




214336_s_at 1314 COPA 1.96529E-05 -1.01645 1.25864 1.87839
212816_s_at 875 CBS 0.000020076 -1.00123 -1.70891 1.50182
207566_at 3140 MR1 2.02669E-05 1.2879 1.17654 1.91746
209005_at 26234 FBXL5 2.06043E-05 -1.14686 1.3836 2.09383
205943 _at 6999 TDO2 2.07135E-05 -1.02454 1.08602 5.45935
209195_s_at 112 ADCY6 2.11276E-05 1.42697 1.30294 1.53412
217989_at 51170 HSD17B11 2.11494E-05 1.28098 1.12355 1.6407
202395_at 4905 NSF 2.18139E-05 1.47124 1.42373 1.52625
57540_at 64080 RBKS 2.19584E-05 1.10046 1.47428 1.86737
204357_s_at 3984 LIMK1 2.23137E-05 1.06574 -1.02259 1.52476
204793_at 9737 GPRASP1 2.24465E-05 -1.93928 -1.16702 1.74866
213266_at 27229 TUBGCP4 2.25063E-05 -1.28265 -1.13574 1.6922
207797_s_at 55805 LRP2BP 2.26857E-05 -1.22556 -1.00284 1.89794
211380_s_at 5592 PRKG1 2.28088E-05 1.01055 1.15009 4.74871
212829 _at 5305 PIPAK2A 2.29241E-05 1.09644 1.27206 1.62211
34206_at 116985 ARAP1 2.32379E-05 1.26126 1.20379 1.65186
203859_s_at 5064 PALM 2.43032E-05 1.08421 -1.10855 2.18524
201056_at 2804 GOLGB1 2.45482E-05 1.15681 1.1874 2.40579
220757_s_at 80700 UBXNG6 2.55697E-05 1.3028 1.38505 1.65352
206012 _at 7044 LEFTY2 2.73429E-05 1.27106 1.09652 2.60904
201601_x_at 8519 IFITM1 2.74868E-05 -1.31918 -1.80088 1.55311
213820_s_at 80765 STARDS5 2.79172E-05 -1.59343 -1.42129 1.91007
214913_at 9508 ADAMTS3 2.89227E-05 -1.26637 1.02855 1.95225
206059_at 7644 ZNF91 3.08028E-05 -1.26112 -1.04091 1.78061
219848 _s_at 9668 ZNF432 3.23682E-05 1.38645 1.48558 2.52946
220343 _at 27115 PDE7B 3.23687E-05 1.18095 1.01541 2.33152
204858_s_at 1890 TYMP 3.23981E-05 -1.17471 -1.2132 1.50616
204893_s_at 9372 ZFYVE9S 3.27927E-05 -1.32991 1.00459 1.50703
217677_at 59339 PLEKHA2 3.35107E-05 1.33165 1.21167 2.54822
205771_s_at 9465 AKAP7 0.000033962 -1.62456 -1.04924 1.50496
215393_s_at 22837 COBLL1 3.40174E-05 1.26007 1.21021 3.71137
217525_at 283298 OLFML1 0.00003424 1.17947 -1.00867 2.24102
213486_at 53844 COPG2IT1 3.48873E-05 1.10787 1.19053 2.46525
204333_s_at 175 AGA 3.57401E-05 1.26355 1.25236 1.75978
48825_at 51147 ING4 3.63722E-05 1.07997 1.1999 1.82058




210778_s_at 10608 MXD4 3.67355E-05 1.06323 1.105 1.90775
213714 at 783 CACNB2 0.000036993 -1.08774 1.07172 1.88018
212368_at 23036 ZNF292 4.02394E-05 1.07573 1.18049 2.27157
219103_at 55616 ASAP3 4.21139E-05 1.24229 1.27183 1.6181

210970_s_at 25998 IBTK 4.25401E-05 1.329 1.45637 2.09712

220975_s_at 114897 C1QTNF1 4.35897E-05 1.03712 1.02944 2.42785

201131 _s_at 999 CDH1 4.39526E-05 -1.06248 -1.15846 3.55837
205968_at 3790 KCNS3 4.41022E-05 -1.0114 -1.12109 2.86775

218277_s_at 79665 DHX40 4.44868E-05 1.14091 1.28986 1.54475

215696_s_at 9919 SEC16A 4.46986E-05 1.47449 1.23495 1.85862

222272 _x_at 85477 SCIN 4.48589E-05 -1.23467 -1.31742 1.52636
209817 _at 5532 PPP3CB 4.54199E-05 -1.28662 1.44851 1.53878
219269 _at 79618 HMBOX1 4.71722E-05 1.19685 -1.06257 2.03917

203596_s_at 24138 IFITS 4.80641E-05 -1.65173 1.40546 2.20192

221740_x_at 474170 LRRC37A2 4.98528E-05 1.33293 1.15834 2.79368

204139 _x_at 7593 MZF1 0.000050235 1.1478 1.41822 1.74298
208741_at 10284 SAP18 5.05194E-05 1.19797 1.44695 1.80438
219718 at 55277 FGGY 5.11487E-05 1.31365 1.28407 1.90311

214252 _s_at 1203 CLN5 5.18909E-05 1.2977 1.24975 1.87469
219038_at 79710 MORC4 5.38114E-05 -1.39844 -1.21907 1.77367

205422 _s_at 9358 ITGBL1 5.39122E-05 1.01076 -1.23 2.65789
213916_at 7568 ZNF20 5.43669E-05 -1.45816 1.37532 1.71755

215342 _s_at 9910 RABGAP1L | 0.000055252 1.11204 1.25077 2.56548
219691 _at 54809 SAMD9 5.73221E-05 -1.63087 1.00364 1.65178

219468_s_at 404093 CUEDC1 5.95114E-05 1.27324 1.34689 1.51953

209699 x_at 1646 AKR1C2 6.02326E-05 1.23474 -1.12252 1.73228

37022_at 5549 PRELP 0.000061745 1.28538 1.13485 1.74724
220565_at 2826 CCR10 6.19486E-05 1.44959 1.2923 1.84577

214783_s_at 311 ANXA11 6.20879E-05 -1.13467 1.25841 1.68079
218613_at 23362 PSD3 0.000063398 1.25298 1.03566 1.75559
213927 _at 4293 MAP3K9 6.39326E-05 -1.01041 -1.03761 2.0346

219483_s_at 64840 PORCN 6.51089E-05 1.1391 1.1058 1.52154
209687_at 6387 CXCL12 6.80361E-05 1.13824 -1.54336 3.10779
209539 at 9459 ARHGEF6 6.84927E-05 -1.03907 1.34152 2.22892
217125_at 23668 UBBP2 6.86462E-05 1.03315 1.18994 1.57497




205620_at 2159 F10 6.92003E-05 1.17728 1.18079 2.08448
221262_s_at 66035 SLC2A11 6.94535E-05 1.304 1.40175 1.50534
218817 _at 60559 SPCS3 7.34259E-05 1.10608 1.11887 1.55581
204456_s_at 2619 GAS1 7.35045E-05 1.00101 1.03301 1.67651
203566_s_at 178 AGL 7.43713E-05 -1.28132 1.28907 1.54827
207414 _s_at 5046 PCSK6 7.46746E-05 -1.27791 -1.22414 1.53679
202925_s_at 5326 PLAGL2 7.54949E-05 1.1593 1.00442 1.54549
220613_s_at 54843 SYTL2 7.78884E-05 1.05174 1.00737 2.26466
212865_s_at 7373 COL14A1 7.94782E-05 1.09451 1.02729 1.96672
217819 at 51125 GOLGA7 8.00527E-05 -1.14095 1.24533 1.68717
208442 _s_at 472 ATM 8.02987E-05 -1.33874 -1.24523 1.53562
208731 _at 5862 RAB2A 8.53483E-05 1.22287 1.39949 1.54636
213889 _at 9487 PIGL 8.84439E-05 1.13767 1.1038 1.76056
206243 _at 7079 TIMP4 8.89936E-05 1.2196 1.18719 1.59416
217220 _at 26106 DKFZP586K152( 8.99273E-05 1.14651 1.15578 3.23873
212936_at 83989 FAM172A 9.03903E-05 -1.14353 1.4862 1.51369
208075_s_at 6354 CCL7 9.16163E-05 -1.12122 -1.34225 2.23931
201445_at 1266 CNN3 9.29609E-05 1.43973 1.31235 1.56544
204943_at 8038 ADAM12 9.54551E-05 1.15996 1.14659 1.99995
209404 _s_at 51014 TMED7 9.56014E-05 1.31019 1.4641 1.50779
210433_at 23509 POFUT1 0.000102635 1.19965 1.12979 2.01956
212732_at 55384 MEG3 0.000103544 -1.29623 -1.1356 4.82072
205197_s_at 538 ATP7A 0.000105793 -1.04133 1.15399 2.03827
214978 _s_at 8497 PPFIA4 0.000109858 1.06188 -1.01132 1.70044
201625_s_at 3638 INSIG1 0.000111279 1.04125 -1.6265 1.97582
214997_at 2800 GOLGA1 0.000113934 1.20918 1.32649 1.72727
218362_s_at 22894 DIS3 0.000117007 1.01253 -1.13775 1.76607
206254 _at 1950 EGF 0.000129318 1.35123 1.18022 2.32527
218696_at 9451 EIF2AK3 0.000131097 1.40738 1.15506 1.80386
206070_s_at 2042 EPHA3 0.000132554 -1.06005 -1.06123 7.93428
201349_at 9368 SLC9A3R1 0.000136123 1.04202 1.13871 1.75798
222244 s_at 55000 TUG1 0.00013791 1.20517 1.44241 1.56546
211330_s_at 3077 HFE 0.000139183 1.06304 1.2143 1.76537
204863_s_at 3572 IL6ST 0.00014465 -1.24641 -1.39204 2.65885
213184 _at 205564 SENP5 0.000151089 -1.20816 1.45015 1.67268




203449 s_at 7013 TERF1 0.000153438 -1.13556 1.2114 1.61083
206172_at 3598 IL13RA2 0.00015652 1.22851 1.19858 2.70688
206315_at 9244 CRLF1 0.000159418 1.32371 1.33643 1.53645
214306_at 4976 OPA1 0.00016446 1.40665 1.37839 1.55047

218215_s_at 7376 NR1H2 0.000176867 1.32738 1.35852 1.52477
205249 at 1959 EGR2 0.000183283 1.42678 1.0051 3.0531

215146_s_at 23331 TTC28 0.000188309 -1.15574 1.07519 1.70556

207671_s_at 7439 BEST1 0.000193326 1.13172 -1.01949 1.84363

212645_x_at 9577 BRE 0.000208047 1.11094 1.33415 1.53207

202683_s_at 8731 RNMT 0.000208576 1.40565 1.1822 1.53995
213186_at 9666 DZIP3 0.000214833 -1.23864 1.23393 2.05899

214657_s_at 283131 NEAT1 0.000219352 1.17663 1.34642 3.70394

219239 _s_at 55279 ZNF654 0.000221217 1.09369 1.26065 1.59357
212994 at 57187 THOC2 0.000224497 -1.13409 -1.27539 1.50815

215966_x_at 2713 GK3P 0.000233784 -1.11013 -1.12372 2.19369
222066_at 2036 EPB41L1 0.000248992 1.40578 1.33612 1.52502

205155_s_at 6712 SPTBN2 0.000255028 1.15849 1.19426 1.94777
213749 at 5648 MASP1 0.000255043 1.21442 1.05731 1.76855

219832_s_at 3229 HOXC13 0.000261544 1.44422 1.06744 1.98087

221104 _s_at 55335 NIPSNAP3B | 0.000266207 1.086 1.2967 2.34532
207753_at 57343 ZNF304 0.000280461 1.30179 1.26732 1.56721

210720_s_at 63941 NECAB3 0.000285133 1.07332 1.07544 1.62477

212240_s_at 5295 PIK3R1 0.000287353 1.00276 1.30839 1.94
219310 _at 79953 SYNDIG1 0.000289688 1.20362 1.07576 1.90882
217540_at 91775 NXPE3 0.000299391 -1.12018 1.07426 1.68391

210632_s_at 6442 SGCA 0.000306152 1.25555 1.18951 1.67795
204041 _at 4129 MAOQOB 0.000307865 1.06634 1.02781 1.64842

204476_s_at 5091 PC 0.000311039 1.08305 1.04182 1.80001

215807_s_at 5364 PLXNB1 0.000342643 1.26665 1.0909 1.50155
216247_at 6224 RPS20 0.000346313 -1.57574 -1.25569 1.51229
212755_at 23041 MON2 0.000376279 1.0327 -1.00304 1.5114

201730_s_at 7175 TPR 0.000385819 -1.57899 -1.55643 1.7274
220540_at 60598 KCNK15 0.000393193 1.13497 1.40887 1.70591

218303_x_at 51315 KRCC1 0.000407702 -1.3572 1.21341 1.55633
206142 _at 7694 ZNF135 0.000408021 1.13894 1.34874 1.96918




201708_s_at 8508 NIPSNAP1 0.000416893 -1.22822 -1.07843 1.56056
205295_at 1160 CKMT2 0.000419702 1.10775 1.06257 1.87892
202295_s_at 1512 CTSH 0.000436127 -1.02227 -1.00511 1.54109
213024 _at 7110 TMF1 0.00044691 1.12362 1.47585 1.80043
220462 _at 80034 CSRNP3 0.000454729 1.07743 1.07847 2.1716
201009_s_at 10628 TXNIP 0.000457192 1.27161 1.43876 1.72299
206512 _at 7310 ZRSR1 0.000484645 1.00886 1.02468 1.60046
207068 _at 7539 ZFP37 0.000503928 -1.00745 1.15918 1.55556
203069_at 9900 SV2A 0.000516151 -1.09418 -1.23033 1.90283
221330_at 1129 CHRM2 0.000537094 1.06528 -1.04911 1.65473
221914 _at 6853 SYN1 0.000542205 1.4566 1.05779 1.57432
211301 _at 3752 KCND3 0.000566433 1.39594 1.24513 1.65621
221954 at 51526 C200rf111 0.000572263 1.32352 1.20999 1.50009
209771_x_at | 100133941 CD24 0.000575138 1.45714 1.0873 1.52641
218013 _x_at 51164 DCTN4 0.000594859 -1.10791 1.24185 1.51141
219520 _s_at 55841 WWC3 0.000611249 1.07677 1.25045 1.51066
202358_s_at 399979 SNX19 0.000640068 1.23111 1.46097 1.55815
205042_at 10020 GNE 0.000661888 1.20533 1.15835 1.68178
210659_at 1240 CMKLR1 0.000687948 1.05033 1.12329 2.10068
212417 _at 9522 SCAMP1 0.00069064 1.49851 1.4882 1.63993
211743_s_at 5553 PRG2 0.000697311 1.17546 -1.03037 1.57269
208373_s_at 5031 P2RY6 0.000702633 1.11772 1.06223 2.42954
203842_s_at 22924 MAPRE3 0.00070663 1.45079 1.39282 1.51307
218172_s_at 79139 DERL1 0.000737554 1.29397 1.29377 1.56942
212972_x_at 323 APBB2 0.000743797 1.00518 1.30118 1.66158
220470_at 51272 BETI1L 0.000772297 1.24439 1.16945 1.55779
207847 _s_at 4582 MUC1 0.000787036 1.46109 -1.02781 1.56586
220361 _at 64799 IQCH 0.000798471 1.07718 1.11578 1.98872
215254 at 1827 RCAN1 0.000832586 1.25331 1.05966 2.14845
219305_x_at 26232 FBXO2 0.000846638 1.23261 1.35255 1.87221
218751 _s_at 55294 FBXW7 0.000848211 -1.06926 1.03187 1.6837
212962 _at 85360 SYDE1 0.000886213 1.31859 1.4837 1.62035
203288 _at 9710 KIAAO355 0.000900323 1.23493 1.11498 1.69534
221045_s_at 8863 PER3 0.000923236 1.18098 1.33926 1.71823
221510_s_at 2744 GLS 0.000997141 1.29313 1.23993 1.51233




208283 _at 2543 GAGE1 0.00102043 1.25159 1.06173 1.54958
206704_at 1184 CLCN5 0.00102992 -1.15046 1.11937 1.51424
221373 _x_at 5623 PSPN 0.00106205 1.05108 1.01282 1.66613
202512_s_at 9474 ATG5 0.00108619 -1.00385 1.08885 1.52509
202575_at 1382 CRABP2 0.00109213 1.0283 -1.07276 1.5059
200922_at 10945 KDELR1 0.00110732 1.03743 1.17272 1.53001
221944 _at 645644 FLI42627 0.00112026 -1.23996 1.27851 1.77545
202986_at 9915 ARNT2 0.00114056 -1.04712 1.0428 1.74256
220754_at 80210 ARMC9 0.00117761 1.36704 1.17907 1.56687
215064_at 6309 SC5DL 0.00117984 1.11517 1.4875 1.55497
219113 _x_at 51171 HSD17B14 0.00119553 1.09115 1.07177 1.50893
202600_s_at 8204 NRIP1 0.00120381 -1.59311 1.47732 1.7605
211782 _at 3423 IDS 0.00120669 -1.07989 1.22598 1.62623
213326_at 6843 VAMP1 0.00122509 -1.12235 -1.15929 1.81841
212651 _at 9886 RHOBTB1 0.00122805 1.25623 1.14275 1.56061
204741 _at 636 BICD1 0.00125056 1.30897 1.25366 1.54829
220673_s_at 57718 PPP4R4 0.00126899 -1.02886 1.30477 1.96039
210657_s_at 5414 41886 0.00135361 1.43287 1.44114 2.07251
205681 _at 597 BCL2A1 0.00136948 -1.22353 -1.47727 1.512
221410_x_at 56132 PCDHB3 0.00142358 -1.02875 1.07276 1.60609
212779_at 84162 KIAA1109 0.00142415 1.46821 1.27184 1.95231
205808 _at 444 ASPH 0.00143422 1.44332 1.36827 1.96447
212084 _at 113419 TEX261 0.00146053 1.40683 1.41667 1.54316
219834 _at 79800 ALS2CR8 0.0015852 -1.00891 1.1851 1.75441
214131 _at 84663 0.00166337 1.07914 1.00281 2.51502
212843 _at 4684 NCAM1 0.0016668 1.0398 1.05587 1.71741
210827_s_at 1999 ELF3 0.00167572 1.22539 1.05942 1.80248
220976_s_at 81851 KRTAP1-1 0.00171533 1.31886 1.19909 1.64847
205637_s_at 6457 SH3GL3 0.00180759 1.24907 1.42256 1.59162
220639 _at 79853 TMASF20 0.00184714 1.04817 1.1571 2.1494
219902 _at 23743 BHMT2 0.00184783 1.14866 1.21475 1.79102
207442 _at 1440 CSF3 0.00187024 1.15054 -1.04785 1.70414
213172 _at 23508 TTC9 0.00192366 1.14361 1.13407 1.50908
210943_s_at 1130 LYST 0.00200687 1.38648 1.22556 1.51416
204014 _at 1846 DUSP4 0.00205545 1.25641 -1.00972 1.65934




220022_at 55713 ZNF334 0.00205937 -1.0523 1.14198 1.60029
202800_at 6507 SLC1A3 0.00208204 -1.0269 1.08148 1.76706
204600_at 2049 EPHB3 0.00210772 1.42828 1.27233 1.55842
206504 _at 1591 CYP24A1 0.00220363 -1.07785 -1.04705 1.63718
222347 _at 644450 LOC644450 0.00223019 1.24457 1.40018 1.72162
211339 _s_at 3702 ITK 0.00232061 -1.01782 1.07304 1.89876
205829 _at 3292 HSD17B1 0.00242362 1.20025 1.38727 2.24378
221992 _at 440348 NPIPL2 0.00251668 1.33302 1.02555 1.72884
203761 _at 6503 SLA 0.00259597 1.21765 1.13236 1.55801
202561 _at 8658 TNKS 0.00262722 1.15325 1.08028 1.55817
205594 _at 22834 ZNF652 0.00282298 -1.17568 1.48823 1.60396
221103_s_at 55779 WDR52 0.00310462 -1.36332 -1.36562 1.5828
214895_s_at 102 ADAM10 0.00318583 1.1834 1.43849 2.04122
213929 at 23086 EXPH5 0.00339715 -1.07078 1.01247 1.656
219263_at 79589 RNF128 0.00342799 -1.00485 -1.14009 1.93573
202921 _s_at 287 ANK2 0.00344971 1.02361 1.26843 1.53481
203056_s_at 7799 PRDM?2 0.00356324 -1.41704 1.3426 1.51308
201960_s_at 23077 MYCBP2 0.00357355 1.34131 1.12224 1.80836
206175_x_at 7673 ZNF222 0.00358793 1.15627 1.32398 1.50628
200879_s_at 2034 EPAS1 0.00374445 1.39632 1.42174 2.07279
218454 at 79887 PLBD1 0.00374529 1.16998 1.03687 1.71289
203256_at 1001 CDH3 0.00380285 -1.01001 1.05192 1.6988
47553 _at 25861 DFNB31 0.00387477 1.31192 1.2232 1.73456
214993_at 253982 ASPHD1 0.00390777 1.08458 1.02425 1.66905
214773_x_at 261726 TIPRL 0.00394257 1.19635 1.43398 1.59705
203130_s_at 3800 KIF5C 0.00395026 -1.08941 1.21047 1.53061
206408_at 26045 LRRTM2 0.00418615 1.2311 1.11491 1.64609
209573_s_at 753 C18orfl 0.00452889 1.43701 1.33031 1.6391
210702_s_at 5740 PTGIS 0.00465659 1.21891 1.13671 1.9804
213364 _s_at 6642 SNX1 0.00466208 1.13461 1.27991 1.57628
200917_s_at 6734 SRPR 0.00477539 1.02093 1.14338 1.99476
216392_s_at 11196 SEC23IP 0.00493391 1.27359 -1.00399 1.52302
215233 _at 23210 JMJD6 0.0049512 1.00947 1.28066 1.67571
219992 _at 6866 TAC3 0.0054407 1.17524 -1.06255 1.57205
205539_at 10677 AVIL 0.00560947 1.30793 1.24221 2.13132




212468 _at 9043 SPAG9 0.00579173 -1.06256 1.44671 1.78953
210650_s_at 27445 PCLO 0.00588339 -1.06614 1.38391 1.56918
209242 _at 5178 PEG3 0.00590591 1.24933 1.15696 1.65027
201737_s_at 10299 41704 0.00597537 1.4428 1.23961 1.72297
203294 _s_at 3998 LMAN1 0.0067549 1.1911 1.05533 1.56303
214577_at 4131 MAP1B 0.00696685 1.22249 1.39705 2.4916
207608_x_at 1544 CYP1A2 0.00724049 1.05416 -1.15406 1.59302
219232 _s_at 112399 EGLN3 0.00736172 1.12858 1.19432 1.52861
209975_at 1571 CYP2E1 0.00753702 1.41005 1.37632 1.81689
205894 _at 415 ARSE 0.00798398 1.16334 1.05853 1.66193
205368_at 9715 FAM131B 0.00995756 1.48486 1.45541 1.51456
220162_s_at 64170 CARD9 0.0102073 1.02506 -1.04586 1.67401
221317_x_at 56130 PCDHB6 0.0108091 1.19395 1.26363 1.5116
214023_x_at 347733 TUBB2B 0.0109055 1.15551 1.1968 2.60719
211718 _at 84789 MGC2889 0.011575 1.28463 1.20774 1.53473
219782_s_at 51333 ZNF771 0.0118593 -1.06517 1.16085 1.67524
204498 _s_at 115 ADCY9 0.0121434 1.10499 1.0767 1.53032
219951 _s_at 55184 DZANK1 0.0125507 -1.20668 1.25275 1.61397
220675_s_at 80339 PNPLA3 0.0128549 1.15957 1.19286 1.52508
219747 _at 79625 NDNF 0.013761 1.174 1.23386 1.51393
205799_s_at 6519 SLC3A1 0.0145127 1.17595 1.23927 1.59273
206060_s_at 26191 PTPN22 0.0145704 1.26722 1.00409 1.98852
206101 _at 1842 ECM?2 0.0154509 1.13659 1.00331 1.56935
213865_at 131566 DCBLD2 0.0159377 -1.09875 1.41794 2.15465
213446_s_at 8826 IQGAP1 0.0189676 1.02159 1.43996 1.94745
208610_s_at 23524 SRRM?2 0.0208171 1.41345 1.01865 1.56123
221139_s_at 51380 CSAD 0.0218893 1.60467 -1.03421 1.85131
216350_s_at 7556 ZNF10 0.0231121 1.36265 1.41976 1.71051
220306_at 54855 FAMA6C 0.0236736 1.07881 1.10076 1.59951
219551 at 55840 EAF2 0.0267093 1.08109 1.204 1.8044
215077 _at 1281 COL3A1 0.0316786 1.18524 1.13336 2.52507
213060_s_at 1117 CHI3L2 0.0386426 1.26038 1.13142 1.51532
213254 at 23112 TNRC6B 0.0505318 1.11325 1.16672 1.50681
221695_s_at 10746 MAP3K2 0.0687322 1.41946 1.41905 1.56172
206587_at 10693 CCT6B 0.0729418 1.01918 1.1028 1.56219




201693_s_at |

1958

EGR1

| 0.0747903 |

2.7374

| 1.83008

| 4.24679

F. Not Common Genes of UASMC Vs. EPC with iSMC Vs EPC Downregulated

Fold Change (iSMC 2 | Fold Change (iSMC 4 | Fold Change (UASMC
Column ID Entrez Gene | Gene Symbol P-value weeks vs. EPC) weeks vs. EPC) vs. EPC)
218995 s_at 1906 EDN1 8.2929E-16 -1.01837 1.2207 -37.5177
212338 _at 4642 MYO1D 1.33412E-15 3.2251 3.39083 -11.1398
201005_at 928 CD9 4.76483E-15 -1.13784 -1.11415 -6.51873
205006_s_at 9397 NMT2 1.51357E-13 1.21352 1.63865 -5.82486
202286_s_at 4070 TACSTD2 2.89641E-13 5.92845 2.16594 -132.245
209948 _at 3779 KCNMB1 4.59226E-13 21.3386 6.81401 -6.95189
201117_s_at 1363 CPE 6.61945E-13 2.65909 3.17273 -4.89485
209909 _s_at 7042 TGFB2 8.196E-13 3.18 4.14302 -6.53964
209016_s_at 3855 KRT7 1.49025E-12 -1.06922 2.53875 -25.3653
204726_at 1012 CDH13 1.88895E-12 3.22068 -1.02817 -2.69904
221218 s_at 27010 TPK1 2.52823E-12 -1.38498 -1.28008 -10.9905
209099 x_at 182 JAG1 3.55074E-12 5.05724 4.57547 -5.95549
206247_at 4277 MICB 3.66142E-12 -1.25938 1.02554 -4.57929
207016_s_at 8854 ALDH1A2 3.92841E-12 1.31805 -1.40096 -11.6525
200985_s_at 966 CD59 8.4989E-12 1.10104 1.02274 -2.53291
32137 _at 3714 JAG2 8.76036E-12 -1.44073 -1.38218 -4.84809
218541 s_at 56892 C8orf4 1.34284E-11 7.63291 4.86673 -1.5044
202291 s_at 4256 MGP 1.47421E-11 1.08717 1.03724 -3.75154
205289_at 650 BMP2 1.68459E-11 13.2195 1.01372 -16.3537
211597 s _at 84525 HOPX 1.78059E-11 3.80312 1.11945 -12.527
202565_s_at 6840 SVIL 1.89327E-11 1.83431 1.31486 -5.69661
213285_at 161291 TMEM30B 2.06981E-11 34.0984 3.86738 -1.50221
219274 _at 23554 TSPAN12 2.17098E-11 1.86049 1.50638 -19.1336
201389 at 3678 ITGAS 2.19719E-11 2.22772 -1.1708 -4.67788
201858_s_at 5552 SRGN 2.53018E-11 1.24983 1.15796 -13.7482
206283_s_at 6886 TAL1 3.04502E-11 -1.19632 1.36665 -50.5192
203514 _at 4215 MAP3K3 3.05218E-11 2.12551 -1.11993 -2.04335
206029 at 27063 ANKRD1 3.09507E-11 1.9786 1.9724 -42.9614
213005_s_at 23189 KANK1 3.40871E-11 3.92844 1.36999 -1.54207




202206_at 10123 ARLAC 3.61182E-11 3.49659 2.78762 -2.06479
208002_s_at 11332 ACOT7 3.67435E-11 1.17065 1.65199 -2.95331
219759 _at 64167 ERAP2 4.03717E-11 -1.18564 1.02721 -30.8984
212552 _at 3241 HPCAL1 5.14404E-11 1.58182 -1.2799 -4.82961
221676_s_at 23603 CORO1C 6.56232E-11 1.41636 1.86081 -1.85254
204639 _at 100 ADA 6.57281E-11 1.91613 1.40341 -4.68169
209087 _x_at 4162 MCAM 6.82948E-11 2.0439 1.25582 -3.22589
212590 _at 22800 RRAS2 7.73115E-11 1.51522 1.5806 -2.6049
201842_s_at 2202 EFEMP1 8.73971E-11 1.06644 1.00766 -2.0157
202763_at 836 CASP3 8.81787E-11 1.88075 1.52671 -2.20813
217956_s_at 58478 ENOPH1 8.84955E-11 -1.22313 -1.01618 -1.69344
220419_s_at 29761 USP25 1.00741E-10 1.57878 -1.15069 -4.47496
219973 _at 79642 ARSJ 1.04039E-10 1.11699 -1.49783 -8.02971
204286_s_at 5366 PMAIP1 1.17312E-10 3.49492 -1.01082 -26.8986
217973_at 51181 DCXR 1.20194E-10 -1.13473 -1.30589 -2.03447
203323 _at 858 CAV2 1.30333E-10 1.81822 -1.03163 -1.84651
218330_s_at 89797 NAV2 1.46536E-10 3.93464 2.3222 -3.19773
206653 _at 10622 POLR3G 1.46728E-10 1.3204 2.0981 -20.1673
203836_s_at 4217 MAP3K5 1.57293E-10 3.52129 2.26541 -3.48004
218973_at 79631 EFTUD1 1.65002E-10 -1.16123 1.29835 -1.54758
204200_s_at 5155 PDGFB 1.75727E-10 -1.40184 -1.03506 -12.2917
209581 _at 11145 PLA2G16 1.84264E-10 2.43352 2.93493 -1.68482
212367_at 10116 FEM1B 1.916E-10 495511 2.1179 -1.54568
209781 _s_at 10656 KHDRBS3 2.1038E-10 -1.1575 1.09702 -7.48876
201721_s_at 7805 LAPTM5 2.48621E-10 1.69016 1.87498 -26.7756
204982 _at 9815 GIT2 2.57412E-10 2.49618 1.13113 -1.97688
205992_s_at 3600 IL15 2.71836E-10 2.37797 -1.26279 -3.96054
215157 _x_at 26986 PABPC1 2.72612E-10 -1.09156 -1.1772 -1.60505
200911_s_at 6867 TACC1 2.8593E-10 -1.35248 -1.2645 -4.71645
219062_s_at 54877 ZCCHC2 3.63119E-10 -1.02772 1.04037 -3.47452
205499_at 27286 SRPX2 3.82119E-10 1.44692 -1.38296 -3.98661
201192_s_at 5306 PITPNA 3.95927E-10 -1.22005 -1.1021 -2.49436
202161 _at 5585 PKN1 4.08847E-10 1.09326 1.01308 -2.58851
220471_s_at 80177 MYCT1 4.24007E-10 1.6678 1.12678 -14.8382
205330_at 4330 MN1 4.29741E-10 1.12457 2.72797 -4.06806




200704 _at 9516 LITAF 4.48819E-10 2.77548 1.33527 -1.75596
210563_x_at 8837 CFLAR 4.55456E-10 1.67401 -1.10908 -4.13252
204627_s_at 3690 ITGB3 4.90106E-10 3.81936 1.13293 -5.56033

202957 _at 3059 HCLS1 5.31769E-10 1.85563 1.61877 -14.3368
204797_s_at 2009 EML1 5.47846E-10 1.11578 -1.41311 -8.81613

218332_at 55859 BEX1 5.91887E-10 -1.06682 1.59417 -12.2385
200965_s_at 3983 ABLIM1 5.96576E-10 1.60934 1.00701 -7.95977
209306_s_at 23075 SWAP70 6.04994E-10 1.07845 -1.04976 -3.00551

243_g at 4134 MAP4 6.15148E-10 1.49082 1.35666 -1.60402
222162_s_at 9510 ADAMTS1 6.58845E-10 8.20847 2.29462 -1.97278

212771 at 221061 FAM171A1 6.65368E-10 1.07655 1.35399 -3.60249

221904 _at 131408 FAM131A 6.93214E-10 1.44167 1.06815 -2.08153

202411 _at 3429 IFI27 6.97873E-10 3.32712 3.26379 -122.236
205975_s_at 3231 HOXD1 7.33051E-10 2.49645 1.40496 -4.52266
218849_s_at 10848 PPP1R13L 7.97331E-10 -1.0687 -1.02955 -4.27274
222234 _s_at 79007 DBNDD1 8.83231E-10 1.54858 2.57669 -3.70632
201762_s_at 5721 PSME2 9.00679E-10 1.10024 -1.27719 -2.07173

201928 at 8502 PKP4 9.21216E-10 -1.41155 1.62174 -2.00223
205805_s_at 4919 ROR1 9.31155E-10 5.05152 4.05456 -2.05156
210978_s_at 8407 TAGLN?2 9.66543E-10 -1.36804 1.43128 -2.0635

206584 _at 23643 LY96 1.00866E-09 1.26319 3.36653 -2.33497

200790_at 4953 ODC1 1.0598E-09 1.3743 -1.07227 -2.47744

203927 _at 4794 NFKBIE 1.06206E-09 1.87355 1.81426 -2.34242

220108_at 9630 GNA14 1.08448E-09 1.07355 2.48756 -7.67199
204702_s_at 9603 NFE2L3 1.1322E-09 1.66269 -1.11268 -10.7457

55081_at 85377 MICALL1 1.22538E-09 -1.20454 -1.26876 -3.13752
209410_s_at 2887 GRB10 1.2384E-09 1.60315 1.04929 -2.79206
201414 _s_at 4676 NAP1L4 1.28602E-09 -1.14133 -1.10622 -2.23836

218319 at 57162 PELI1 1.31333E-09 1.8662 1.04917 -2.30589
215495_s_at 23034 SAMDA4A 1.36143E-09 4.02237 1.08735 -2.10301

212472 _at 9645 MICAL2 1.37651E-09 1.27634 2.33081 -1.74079

219063_at 79169 Clorf35 1.37932E-09 -1.3831 -1.21877 -1.62999

201751 _at 9929 JOSD1 1.3856E-09 -1.30643 -1.23341 -2.1872
209631_s_at 2861 GPR37 1.50202E-09 -1.15383 1.20194 -18.4994

202950_at 1429 CRYZ 1.53696E-09 -1.25963 1.21024 -3.5917




203315_at 8440 NCK2 1.53779E-09 2.13886 1.05358 -1.53253
202157_s_at 10659 CELF2 1.53878E-09 -1.16481 1.29622 -9.11649
205401 _at 8540 AGPS 1.66357E-09 -1.22009 -1.23921 -3.24842
208820 _at 5747 PTK2 1.71549E-09 1.27887 1.1884 -1.98676
200039_s_at 5690 PSMB2 1.73773E-09 1.30368 1.01375 -1.52789
209388 _at 10914 PAPOLA 1.7714E-09 1.51227 1.02627 -1.87971
210665_at 7035 TFPI 1.77907E-09 -1.46669 -1.40056 -3.88604
207220 _at 420 ART4 1.86183E-09 1.56885 1.34916 -16.6561
219892 _at 53346 TM6SF1 2.00306E-09 1.62671 1.70981 -6.12193
220122_at 79772 MCTP1 2.01165E-09 -1.24441 1.6676 -32.14
208855_s_at 8428 STK24 2.05797E-09 1.21891 -1.04916 -1.82082
212448 _at 23327 NEDDAL 2.10359E-09 3.15123 2.75189 -2.30493
205730_s_at 22885 ABLIM3 2.14436E-09 1.3139 1.2836 -6.35468
202084 _s_at 6397 SEC14L1 2.16221E-09 -1.39144 -1.19787 -4.77173
219686_at 55351 STK32B 2.17655E-09 -1.38562 1.11974 -3.94753
209251 _x_at 84790 TUBA1C 2.22437E-09 -1.42415 -1.30525 -2.07725
217848 s_at 5464 PPA1 2.41886E-09 -1.0512 -1.06513 -1.78117
219440_at 10742 RAI2 2.71741E-09 5.18489 3.52499 -1.69466
214606_at 10100 TSPAN2 2.77086E-09 8.26912 5.17149 -3.17391
218736_s_at 54873 PALMD 2.94748E-09 -1.28774 -1.13781 -11.2603
203888 _at 7056 THBD 3.06756E-09 2.29019 4.84313 -5.06789
219315_s_at 79652 TMEM204 3.31428E-09 -1.49575 1.25379 -2.08574
205273_s_at 10531 PITRM1 3.36421E-09 1.02822 -1.24422 -1.64997
203828_s_at 9235 IL32 3.37561E-09 1.70047 1.63967 -4.86847
200611_s_at 9948 WDR1 3.4005E-09 -1.29798 1.03479 -1.76304
208690_s_at 9124 PDLIM1 3.53346E-09 1.59077 1.3282 -2.40274
201161_s_at 8531 CSDA 3.72171E-09 -1.01092 -1.49359 -2.61249
203234 _at 7378 UPP1 3.75409E-09 -1.09709 -1.18698 -3.20525
221641_s_at 23597 ACOT9 3.91114E-09 -1.38214 -1.16506 -2.36906
203241 _at 7405 UVRAG 4.36363E-09 1.31558 1.2628 -2.00542
212662_at 5817 PVR 4.52709E-09 2.5436 3.90967 -2.70675
200873_s_at 10694 CCT8 4.69264E-09 1.03375 -1.1458 -1.95365
201345_s_at 7322 UBE2D2 4.72101E-09 -1.13703 -1.06981 -1.83285
211967_at 114908 TMEM123 4.78776E-09 1.09185 -1.32193 -2.80895
221483_s_at 10776 ARPP19 4.80098E-09 1.15415 -1.03839 -1.86181




204396_s_at 2869 GRK5 4.85301E-09 1.54225 1.16395 -2.2766
205543 _at 22824 HSPA4L 4.9505E-09 1.6409 2.82875 -2.65209
218461 _at 51184 GPN3 5.09157E-09 -1.21122 -1.42817 -1.73595

204235_s_at 51454 GULP1 5.21174E-09 1.08636 -1.0151 -1.94059
218852 _at 55012 PPP2R3C 5.4287E-09 -1.08915 -1.36714 -1.96546

202370_s_at 865 CBFB 5.99396E-09 -1.2615 1.00359 -1.72469
204301 _at 9920 KBTBD11 6.01985E-09 1.41449 2.78288 -2.04376

209037_s_at 10938 EHD1 6.57272E-09 1.52393 -1.15364 -2.92984
218915_at 4771 NF2 6.58148E-09 -1.32562 1.18638 -2.37538

209835_x_at 960 CD44 6.73266E-09 1.64219 1.75282 -1.7589
59697_at 376267 RAB15 6.77947E-09 1.09296 -1.02484 -2.75929

207691 _x_at 953 ENTPD1 6.78486E-09 24,2857 3.64517 -1.6375
206715_at 22797 TFEC 6.85015E-09 1.14664 1.9584 -3.98857

207180_s_at 10553 HTATIP2 7.15127E-09 1.59803 1.40434 -1.86132
202023_at 1942 EFNA1 7.35163E-09 -1.12696 1.08566 -6.51198
201641 _at 684 BST2 8.09434E-09 2.07733 2.2113 -8.19613

206090_s_at 27185 DISC1 8.58659E-09 5.60672 1.13187 -2.03825
212792_at 23333 DPY19L1 8.76737E-09 -1.13742 -1.12214 -1.98091
213062_at 123803 NTAN1 8.81202E-09 -1.25582 -1.27944 -1.95864

209181 _s_at 5876 RABGGTB 8.94321E-09 -1.25867 1.20882 -1.8029

203332_s_at 3635 INPP5D 9.21877E-09 -1.00619 1.13728 -3.21784
209313 _at 11321 GPN1 9.37136E-09 -1.06369 1.21701 -1.80319

221932_s_at 51218 GLRX5 9.64075E-09 -1.44998 -1.40422 -1.62794
201136_at 5355 PLP2 9.99463E-09 -1.20793 -1.02992 -2.23826
209525_at 50810 HDGFRP3 1.03678E-08 -1.02383 1.21429 -3.20995
213262_at 26278 SACS 1.07901E-08 1.2672 1.57628 -2.83909
212978_at 23507 LRRC8B 1.20929E-08 1.80167 -1.3868 -3.16223

201524 _x_at 7334 UBE2N 1.22879E-08 -1.35391 -1.38639 -1.67736
44120_at 90956 ADCK2 1.26601E-08 -1.11643 1.30155 -2.65259
205084_at 55973 BCAP29 1.32188E-08 1.48547 1.0658 -2.49137
40524 _at 11099 PTPN21 1.32669E-08 1.21739 2.04161 -1.62618
218901 _at 57088 PLSCR4 1.36417E-08 2.06221 1.43451 -2.08328

205463_s_at 5154 PDGFA 1.36583E-08 2.55073 1.81568 -1.78935

206290_s_at 6000 RGS7 1.4793E-08 7.38501 3.78788 -2.72186

209907_s_at 50618 ITSN2 1.51013E-08 1.80948 1.08086 -2.56379




201020_at 7533 YWHAH 1.58047E-08 1.26712 1.1498 -1.8678
204527_at 4644 MYO5A 1.58556E-08 -1.30746 -1.0474 -3.18507
218660_at 8291 DYSF 1.6214E-08 3.12613 3.28481 -1.68967
31874 _at 10634 GAS2L1 1.62732E-08 -1.39734 1.11234 -2.35397
215722 _s_at 6627 SNRPA1 1.64135E-08 -1.45298 -1.34474 -2.2218
205934 _at 5334 PLCL1 1.68124E-08 -1.26357 -1.40004 -7.50476
218829_s_at 55636 CHD7 1.77439E-08 1.87307 1.06505 -1.52088
215438 _x_at 2935 GSPT1 1.81099E-08 -1.15946 -1.09748 -1.97447
209489 _at 10658 CELF1 1.91563E-08 2.15296 -1.0902 -1.70101
211939 x_at 689 BTF3 1.99188E-08 -1.42963 -1.32131 -1.55908
217994 _x_at 54973 CPSF3L 2.18501E-08 -1.46693 -1.47721 -1.87021
218066_at 10723 SLC12A7 2.21674E-08 -1.41608 -1.3077 -2.34676
202201 _at 645 BLVRB 2.27731E-08 1.38051 1.55539 -1.51715
214684 at 4205 MEF2A 2.36326E-08 1.08614 1.30914 -1.70845
217913_at 27183 VPS4A 2.39412E-08 -1.17208 1.02204 -1.72588
200735_x_at 4666 NACA 2.45004E-08 -1.46252 -1.48526 -1.5728
221570_s_at 29081 METTL5 2.45453E-08 -1.16693 -1.2777 -2.00911
564_at 2767 GNA11 2.47227E-08 1.25045 1.16223 -1.59765
211828_s_at 23043 TNIK 2.49329E-08 4.73955 1.23983 -1.85621
220319_s_at 29116 MYLIP 2.58004E-08 1.96824 -1.01319 -2.34404
209000_s_at 23176 41890 2.58629E-08 -1.41003 1.15167 -3.05363
203773_x_at 644 BLVRA 2.58668E-08 1.03774 -1.21882 -1.82612
209825_s_at 7371 UCK2 2.59261E-08 1.00155 -1.0052 -4.13363
212350 _at 23216 TBC1D1 2.63755E-08 1.43206 1.25953 -2.67572
204720_s_at 9829 DNAJC6 2.76872E-08 1.34688 2.5334 -4.66611
205190_at 5357 PLS1 2.7773E-08 -1.12706 1.14904 -7.04006
205366_s_at 3216 HOXB6 2.80692E-08 1.30365 1.14541 -3.40301
202461 _at 8892 EIF2B2 2.81356E-08 -1.37574 -1.09413 -1.53404
203746_s_at 3052 HCCS 2.92916E-08 -1.22767 -1.02701 -1.82123
211203_s_at 1272 CNTN1 2.99521E-08 -1.28443 1.60059 -3.40936
204053 _x_at 5728 PTEN 3.01204E-08 1.87607 1.33761 -1.50808
201064 _s_at 8761 PABPC4 3.07405E-08 1.43975 -1.37802 -2.31001
211969 _at 3320 HSP90AA1 3.09225E-08 -1.46194 1.17679 -1.54001
209652_s_at 5228 PGF 3.16527E-08 -1.24831 -1.39395 -23.8174
218943_s_at 23586 DDX58 3.21256E-08 2.50948 1.94219 -3.44382




221245_s_at 7855 FZD5 3.28172E-08 2.11856 1.25602 -2.83334
201261_x_at 633 BGN 3.38227E-08 -1.22575 -1.4097 -5.32976
211955_at 3843 IPO5 3.46079E-08 -1.04041 -1.43325 -1.85809
208641_s_at 5879 RAC1 3.5469E-08 -1.18424 -1.07521 -1.55699
206052_s_at 7884 SLBP 3.65631E-08 -1.34543 -1.14321 -1.97947
204334 _at 8609 KLF7 3.69454E-08 2.82916 -1.14897 -1.50757
204005_s_at 5074 PAWR 3.70853E-08 1.18436 1.65366 -1.6541
202100_at 5899 RALB 3.77437E-08 -1.43034 -1.24508 -2.34046
213366_x_at 509 ATP5C1 3.90035E-08 -1.16549 1.00297 -1.54825
214168_s_at 7082 TIP1 3.90059E-08 1.09607 1.06459 -2.25689
219157 _at 11275 KLHL2 3.96268E-08 1.41588 1.32271 -1.62067
212778 _at 23241 PACS2 3.96582E-08 1.02969 -1.0195 -1.53798
204105_s_at 4897 NRCAM 3.98653E-08 -1.03462 -1.44322 -86.6647
212805_at 158471 PRUNE2 4.07523E-08 3.94553 3.64007 -4.06368
209457 _at 1847 DUSP5 4.16717E-08 10.7271 -1.06081 -2.09546
206157 _at 5806 PTX3 4.18713E-08 1.01902 -1.4503 -2.53599
209238 at 6809 STX3 4.43603E-08 1.1784 2.50801 -1.91545
207037_at 8792 TNFRSF11A | 4.56465E-08 2.53405 1.76211 -1.85924
219184 _x_at 29928 TIMM22 4.59004E-08 -1.48317 -1.01494 -1.66688
200992_at 10527 IPO7 4.70748E-08 -1.37683 -1.32791 -2.04904
40016_g_at 375449 MAST4 5.19299E-08 1.79825 1.40273 -2.62662
200980_s_at 5160 PDHA1 5.29937E-08 -1.20748 -1.39864 -1.66382
211382_s_at 10579 TACC2 5.43E-08 -1.39791 -1.09518 -2.9924
209183_s_at 11067 C100rf10 5.55418E-08 8.18994 1.08547 -1.9377
200729_s_at 10097 ACTR2 5.79015E-08 1.10168 1.29962 -1.88421
211163_s_at 8794 TNFRSF10C 5.96808E-08 1.38167 1.89879 -3.23547
220119_at 64097 EPB41L4A 6.39455E-08 1.04176 -1.03147 -3.43383
204417 _at 2581 GALC 6.48542E-08 1.21802 -1.24244 -1.51849
208384 _s_at 11043 MID2 6.54892E-08 -1.11647 -1.27535 -1.87891
203066_at 51363 CHST15 6.58304E-08 1.60309 5.68564 -1.92128
201079_at 9144 SYNGR2 6.67827E-08 -1.17614 1.08071 -1.73751
208683 _at 824 CAPN2 6.7567E-08 -1.31596 -1.04364 -1.68474
214091_s_at 2878 GPX3 6.88668E-08 1.8689 3.25656 -1.52522
200815_s_at 5048 PAFAH1B1 7.03917E-08 1.93195 1.30057 -1.53116
207556_s_at 8525 DGKZ 7.15388E-08 -1.07669 1.09293 -1.91373




204082 _at 5090 PBX3 7.59503E-08 1.33254 1.47025 -1.61598
205846_at 5787 PTPRB 7.73609E-08 -1.03718 -1.38581 -18.3439
201839_s_at 4072 EPCAM 7.77183E-08 2.80514 2.85635 -1.50421
201637_s_at 8087 FXR1 8.05409E-08 1.02384 1.01027 -1.57383
221935_s_at 285203 EOGT 8.15887E-08 1.58445 1.12888 -1.70836
210560_at 2637 GBX2 8.65756E-08 3.00081 3.97886 -1.58024
208613_s_at 2317 FLNB 8.91838E-08 1.21035 -1.25842 -4.12248
222062_at 9466 IL27RA 8.99869E-08 2.21647 1.41886 -1.97596
218057_x_at 10328 EMC8 9.11069E-08 -1.48757 -1.33016 -1.54272
204881_s_at 7357 UGCG 9.33088E-08 1.58106 2.6723 -1.59573
200955_at 10989 IMMT 9.54629E-08 -1.18104 -1.48593 -2.0177
206414 _s_at 8853 ASAP2 9.58676E-08 -1.29572 -1.03047 -2.04874
200975_at 5538 PPT1 9.99813E-08 -1.271 -1.31262 -1.92156
218559 s _at 9935 MAFB 1.00144E-07 6.26769 1.06931 -1.65741
219257_s_at 8877 SPHK1 1.02181E-07 1.72208 1.64529 -1.62568
200023_s_at 8665 EIF3F 1.0633E-07 -1.09268 -1.3401 -1.66691
210113_s_at 22861 NLRP1 1.06751E-07 -1.2532 -1.12754 -3.86602
201674_s_at 8165 AKAP1 1.07687E-07 -1.32605 -1.35542 -2.41848
205497 _at 7728 ZNF175 1.11307E-07 1.05733 1.44821 -2.15029
213083_at 11046 SLC35D2 1.11948E-07 -1.47803 1.00118 -3.31659
219313 _at 54762 GRAMD1C 1.12735E-07 -1.11627 -1.34428 -9.2894
208687_x_at 3312 HSPA8 1.16299E-07 -1.48238 -1.01891 -1.83782
200895_s_at 2288 FKBP4 1.20988E-07 -1.35606 1.05242 -1.82674
203685_at 596 BCL2 1.2184E-07 4.04355 1.70431 -1.90083
202771_at 9780 PIEZO1 1.22066E-07 1.96314 1.25833 -1.5923
206805_at 10371 SEMA3A 1.23228E-07 2.16528 2.96319 -2.27924
209653_at 3840 KPNA4 1.24122E-07 1.29499 1.38949 -1.75926
220094 _s_at 63933 CCDC90A 1.25007E-07 1.03888 -1.17986 -1.59291
214924 s_at 22906 TRAK1 1.25278E-07 1.00621 1.12404 -1.85691
202628_s_at 5054 SERPINE1 1.2624E-07 1.18458 1.19466 -1.83021
202231 _at 10480 EIF3M 1.2655E-07 -1.36062 -1.22138 -1.58555
209092_s_at 51031 GLOD4 1.3002E-07 -1.40143 -1.31622 -1.94789
214791 _at 93349 SP140L 1.33703E-07 -1.27162 1.31989 -2.15755
213554 _s_at 55573 CDV3 1.3487E-07 1.39452 1.36585 -1.53063
219837_s_at 54360 CYTL1 1.43223E-07 2.39425 2.11457 -2.53613




200840_at 3735 KARS 1.44741E-07 -1.45829 -1.14543 -1.50762
221047_s_at 4139 MARK1 1.46166E-07 1.29039 1.73062 -1.77825
205596_s_at 64750 SMURF2 1.48481E-07 -1.1585 1.38802 -2.15128

200885_at 389 RHOC 1.50675E-07 -1.30326 1.15401 -1.63485
201232_s_at 5719 PSMD13 1.5123E-07 -1.32017 1.07553 -1.61925
206237_s_at 3084 NRG1 1.52943E-07 1.2169 1.08352 -5.53689
209081 _s_at 80781 COL18A1 1.53684E-07 1.47657 -1.45697 -2.19013
210517_s_at 9590 AKAP12 1.55551E-07 -1.02031 1.10153 -1.73901
205329 _s_at 8723 SNX4 1.55881E-07 -1.46764 -1.09122 -1.85791
218749 s_at 80024 SLC24A6 1.58945E-07 -1.14457 -1.24173 -1.91834

203633_at 1374 CPT1A 1.61138E-07 -1.23997 1.30962 -2.6902
201271 _s_at 22913 RALY 1.69061E-07 -1.18294 -1.13919 -1.90096
201260_s_at 6856 SYPL1 1.7505E-07 1.07969 1.06852 -1.63099
218597_s_at 55847 CISD1 1.77101E-07 -1.37534 -1.09277 -1.63632

218892 _at 8642 DCHS1 1.7969E-07 1.06469 -1.28437 -2.45434
202864 _s_at 6672 SP100 1.81519E-07 1.07959 1.122 -1.68161
210156_s_at 5110 PCMT1 1.83446E-07 -1.24847 -1.06787 -1.53394
201156_s_at 5878 RAB5C 1.84229E-07 -1.0222 1.08139 -1.54401

201494 _at 5547 PRCP 1.96092E-07 1.02685 1.06306 -1.92887
218479 _s_at 64328 XPO4 1.99375E-07 -1.0828 -1.28424 -2.79196

220351 _at 51554 CCRL1 2.0003E-07 1.23232 3.32628 -5.23734

212235_at 23129 PLXND1 2.10565E-07 1.04255 -1.12898 -1.93017
212698_s_at 151011 41892 2.10779E-07 -1.26819 -1.23827 -1.86748

212271 _at 5594 MAPK1 2.12123E-07 1.17887 1.08763 -1.81077

202313 _at 5520 PPP2R2A 2.13539E-07 -1.26208 -1.09936 -1.72766

209112_at 1027 CDKN1B 2.13715E-07 1.00068 -1.04938 -2.00524

209444 _at 5910 RAP1GDS1 2.15821E-07 1.08806 1.25053 -1.67269
220945_x_at 54682 MANSC1 2.15982E-07 1.07153 1.16669 -2.87039

212612_at 23186 RCOR1 2.2294E-07 -1.00783 -1.12217 -1.66455
220049 _s_at 80380 PDCD1LG2 2.30951E-07 1.64387 1.98247 -3.1545

218843_at 64838 FNDC4 2.33515E-07 1.21917 1.19037 -1.56306

206448 _at 22891 ZNF365 2.37228E-07 2.06125 3.82913 -1.54112

214724 at 85458 DIXDC1 2.42581E-07 2.0495 -1.18726 -1.59621
201798_s_at 26509 MYOF 2.43232E-07 1.15448 -1.15258 -1.6442
217226_s_at 81855 SFXN3 2.47697E-07 1.00011 1.14161 -1.74477




218890_x_at 51318 MRPL35 2.58153E-07 -1.40757 -1.19979 -1.87427
201750_s_at 1889 ECE1 2.61599E-07 -1.11055 -1.41393 -2.61204
215158_s_at 9191 DEDD 2.63234E-07 -1.37453 -1.4949 -1.61264
201314 _at 10494 STK25 2.70237E-07 -1.21071 -1.34591 -2.35313
216080_s_at 3995 FADS3 2.71093E-07 1.0773 -1.03801 -3.31596
221846_s_at 57513 CASKIN2 2.72188E-07 1.25304 -1.10785 -1.51803
200712_s_at 22919 MAPRE1 2.73818E-07 -1.11624 -1.0163 -1.75609
201951 _at 214 ALCAM 2.7683E-07 1.68706 1.60567 -1.54214
203216_s_at 4646 MYO6 2.77098E-07 -1.03199 1.3801 -1.54199
201027_s_at 9669 EIF5B 2.82761E-07 -1.45305 -1.11889 -1.609
200600_at 4478 MSN 3.03377E-07 -1.22182 -1.24459 -2.24188
219229 at 28232 SLCO3A1 3.05042E-07 -1.14749 1.2989 -2.53376
203300_x_at 8905 AP1S2 3.11743E-07 1.22476 1.06338 -1.99467
200005_at 8664 EIF3D 3.21125E-07 -1.32015 -1.18801 -1.66408
201644 _at 7264 TSTA3 3.226E-07 -1.47723 -1.25037 -1.83354
209191 _at 84617 TUBB6 3.36401E-07 -1.45738 -1.20372 -2.11283
218056_at 51283 BFAR 3.42493E-07 -1.19466 1.0932 -1.51892
213848 at 1849 DUSP7 3.48116E-07 -1.33501 -1.29726 -1.93233
203663_s_at 9377 COX5A 3.51673E-07 -1.39573 -1.33118 -1.70142
205149_s_at 1183 CLCN4 3.52457E-07 -1.24605 1.63684 -2.0444
221269_s_at 83442 SH3BGRL3 3.56205E-07 -1.26127 -1.04769 -1.78536
204500_s_at 23287 AGTPBP1 3.5664E-07 -1.15096 -1.09957 -2.63401
209188_x_at 1810 DR1 3.5704E-07 -1.25373 1.15752 -1.54022
203105_s_at 10059 DNM1L 3.57702E-07 -1.08892 -1.21225 -1.53106
204343 _at 21 ABCA3 3.65489E-07 -1.28444 1.03468 -2.24183
204922 _at 79703 C11orf80 3.74941E-07 1.04703 1.00467 -1.68918
210150_s_at 3911 LAMAS 3.76314E-07 1.15189 -1.10537 -3.57319
201220_x_at 1488 CTBP2 3.77595E-07 -1.30562 -1.3455 -1.62668
203262_s_at 9130 FAM50A 3.85686E-07 -1.48563 -1.15171 -1.53883
208113_x_at 5042 PABPC3 3.9871E-07 1.03122 -1.19923 -1.71451
214520 _at 2303 FOXC2 4.00212E-07 -1.10683 1.27256 -1.97127
203109_at 9040 UBE2M 4.03243E-07 -1.30171 -1.0608 -1.50296
213938 at 26059 ERC2 4.09286E-07 5.50115 2.66567 -2.00998
202962 _at 23303 KIF13B 4.14877E-07 1.47402 1.67753 -2.3497
219743_at 23493 HEY2 4.19908E-07 2.01707 2.07718 -1.70902




206571_s_at 9448 MAPA4K4 4.22501E-07 -1.14421 1.07416 -1.56394
212024 _x_at 2314 FLII 4.57408E-07 -1.31689 -1.34078 -1.77792
218974 _at 55084 SOBP 4.59376E-07 1.70734 1.34008 -3.80329
213948 _x_at 57863 CADM3 4.84258E-07 1.62193 1.20708 -5.63151
219349 s_at 55770 EXOC2 4.84807E-07 -1.41573 -1.26921 -2.10414
218985_at 29988 SLC2A8 4.95327E-07 1.43443 1.55508 -1.54134
203644 _s_at 22879 MON1B 4.98518E-07 -1.43617 -1.12937 -1.68804
214709_s_at 3895 KTN1 5.3437E-07 -1.2971 -1.03903 -1.5283
214106_s_at 2762 GMDS 5.46154E-07 1.24822 1.16633 -1.83893
209110_s_at 5863 RGL2 5.58263E-07 -1.10625 -1.11054 -2.03801
205651 _x_at 11069 RAPGEF4 5.70476E-07 -1.36312 1.78878 -2.43853
208815_x_at 3308 HSPA4 5.74444E-07 -1.37955 -1.1816 -1.70404
201066_at 1537 CYC1 5.87011E-07 -1.30521 -1.23682 -1.69915
221884 _at 2122 MECOM 5.88211E-07 1.06263 1.18715 -1.81763
212381 _at 23358 uSP24 5.91772E-07 1.00055 -1.13181 -2.22148
213038_at 127544 RNF19B 6.01767E-07 1.61025 -1.218 -3.24235
204998 _s_at 22809 ATF5 6.03047E-07 -1.46659 -1.03735 -2.22516
208631_s_at 3030 HADHA 6.03338E-07 1.09574 -1.02737 -1.58761
210112 _at 3257 HPS1 6.07233E-07 -1.26181 1.12844 -1.8499
204408 _at 27301 APEX2 6.35382E-07 -1.47275 -1.41446 -1.58361
213610_s_at 151230 KLHL23 6.42562E-07 1.14234 -1.15099 -11.9671
218517_at 79960 PHF17 6.82991E-07 -1.32593 1.55854 -1.6784
205741 _s_at 1837 DTNA 6.91809E-07 3.33015 1.55019 -1.78016
203409_at 1643 DDB2 6.93186E-07 1.03569 1.00019 -2.03952
201018 _at 1964 EIF1AX 7.04489E-07 -1.03694 1.0862 -1.60322
213616_at 25941 TPGS2 7.1364E-07 -1.12295 -1.36632 -2.29374
209165_at 26574 AATF 7.27469E-07 -1.27415 -1.04235 -1.54121
218080_x_at 11124 FAF1 7.49144E-07 -1.16383 -1.24092 -1.81851
203064_s_at 3607 FOXK2 7.51771E-07 1.04047 -1.49144 -1.65728
212688 at 5291 PIK3CB 7.57256E-07 -1.11559 1.03062 -1.83146
218928 _s_at 54020 SLC37A1 7.57857E-07 -1.3277 1.0628 -2.48729
205281 _s_at 5277 PIGA 7.73199E-07 2.14489 -1.28633 -1.93226
218448 at 54994 GID8 7.73954E-07 1.20602 -1.09292 -1.50845
206348_s_at 5165 PDK3 7.75749E-07 2.04757 -1.14294 -2.81061
213093_at 5578 PRKCA 7.98294E-07 -1.04151 1.5445 -1.94857




201361 _at 79073 TMEM109 8.44016E-07 -1.16766 -1.48626 -2.17667
219181 _at 9388 LIPG 8.50539E-07 2.19609 1.70616 -2.35848
200883_at 7385 UQCRC2 8.52458E-07 -1.00477 -1.03965 -1.51403
220364 _at 54508 FLJ11235 8.62914E-07 -1.29925 1.49939 -3.32644
206875_s_at 9748 SLK 8.71119E-07 -1.36538 -1.03476 -2.05946
204977_at 1662 DDX10 9.06452E-07 -1.25436 -1.34429 -1.76671
200812 _at 10574 CCT7 9.17501E-07 -1.2018 -1.2617 -1.75703
200636_s_at 5792 PTPRF 9.27918E-07 -1.26912 1.03618 -1.81739
212670_at 2006 ELN 9.46981E-07 1.10715 1.43533 -3.07757
202154 x_at 10381 TUBB3 9.47836E-07 -1.45077 -1.34635 -2.27773
213268_at 23261 CAMTA1 9.52779E-07 3.05348 1.85175 -3.52838
208932 _at 5531 PPPAC 9.63762E-07 -1.45518 -1.26092 -1.58173
212099 _at 388 RHOB 9.70607E-07 -1.09546 -1.40691 -2.44024
205176_s_at 23421 ITGB3BP 9.71949E-07 -1.44205 -1.32795 -1.69236
200744 _s_at 2782 GNB1 9.80994E-07 -1.10565 1.04431 -1.58618
203099_s_at 9425 CDYL 1.03284E-06 1.42489 1.19408 -1.58688
207437_at 4857 NOVA1 1.05821E-06 1.12159 1.37818 -1.9405
201108_s_at 7057 THBS1 1.06189E-06 1.22145 1.02083 -1.83897
46323 _at 124583 CANT1 1.08217E-06 -1.31177 -1.14199 -1.51277
218292 _s_at 51422 PRKAG2 1.10203E-06 1.64629 1.11324 -1.71062
210257_x_at 8450 CUL4B 1.12054E-06 1.41911 1.09759 -1.87502
219312 s _at 65986 ZBTB10 1.13878E-06 1.05567 1.13706 -2.16088
219923_at 80263 TRIM45 1.17481E-06 -1.03297 -1.24079 -1.59975
218343_s_at 9330 GTF3C3 1.1819E-06 -1.02096 1.20104 -1.57387
207347 _at 2074 ERCC6 1.20474E-06 1.35649 1.46024 -1.76735
201792_at 165 AEBP1 1.21872E-06 1.22471 1.18269 -2.88955
206092_x_at 51750 RTEL1 1.24166E-06 -1.42261 -1.40559 -1.50228
201179_s_at 2773 GNAI3 1.24182E-06 -1.40411 -1.20344 -1.94933
218611 at 51278 IERS 1.31086E-06 1.47078 -1.27568 -2.01487
218313_s_at 51809 GALNT7 1.35151E-06 -1.17919 -1.12466 -1.55194
219431 _at 79658 ARHGAP10 1.37718E-06 1.17986 1.65145 -2.07732
202757 _at 25920 COBRA1 1.37946E-06 -1.2699 -1.07798 -1.64283
201139 _s_at 6741 SSB 1.38044E-06 -1.47473 -1.07599 -2.01581
210651_s_at 2048 EPHB2 1.4161E-06 -1.30169 -1.44392 -2.09012
206158_s_at 7555 CNBP 1.41626E-06 -1.20829 -1.44648 -1.66366




203087_s_at 3796 KIF2A 1.44251E-06 -1.45034 -1.20073 -1.56924
200946_x_at 2746 GLUD1 0.000001462 -1.20572 -1.3355 -1.65538
218580_x_at 54998 AURKAIP1 1.47108E-06 -1.47312 -1.32929 -1.54853
216180_s_at 8871 SYNJ2 1.47635E-06 -1.27765 1.13771 -1.63989
205443 _at 6617 SNAPC1 1.48425E-06 1.32316 1.53371 -1.74204
218856_at 27242 TNFRSF21 1.48986E-06 -1.05302 1.63152 -1.88797
45828 _at 55101 ATP5SL 1.55518E-06 -1.39573 -1.04145 -1.52892
203662_s_at 7111 TMOD1 1.59235E-06 4.6697 1.77702 -1.50769
219685_at 59353 TMEM35 1.61886E-06 1.96174 1.30725 -2.17749
203557_s_at 5092 PCBD1 1.62311E-06 -1.10795 -1.03339 -2.38746
204841 _s_at 8411 EEA1 1.62892E-06 1.22841 -1.21064 -1.56747
201575_at 22938 SNW1 1.63804E-06 -1.38664 -1.30797 -1.59516
205546_s_at 7297 TYK2 1.64066E-06 -1.12389 -1.35404 -1.67125
212773_s_at 9804 TOMM20 1.64201E-06 -1.04603 -1.06424 -1.60285
218170_at 51015 ISOC1 1.65984E-06 -1.03182 1.36713 -1.57846
208919_s_at 65220 NADK 1.69744E-06 -1.24224 -1.25771 -1.57312
202513_s_at 5528 PPP2R5D 1.74036E-06 -1.05088 -1.19469 -1.60108
219060_at 55093 WDYHV1 1.76597E-06 -1.23562 -1.14395 -1.70783
206211 _at 6401 SELE 1.79915E-06 3.19699 1.08221 -1.50079
202242 _at 7102 TSPAN7 1.82027E-06 1.58643 -1.22481 -1.7566
208313_s_at 7536 SF1 1.89836E-06 -1.22224 -1.43292 -1.60702
204024 _at 734 OSGIN2 1.90013E-06 1.49213 1.41545 -2.13142
211467_s_at 4781 NFIB 1.93826E-06 -1.44487 -1.49592 -4.76055
218528 _s_at 152006 RNF38 1.96328E-06 1.22097 -1.05044 -1.62598
203224 _at 55312 RFK 1.96942E-06 -1.30839 -1.27493 -1.60864
205823 _at 6002 RGS12 2.01268E-06 -1.42336 -1.1165 -2.46782
50221_at 7942 TFEB 2.05273E-06 1.16553 1.58097 -1.62285
220147 _s_at 58516 FAM60A 2.07405E-06 1.05782 -1.33097 -1.54504
202610_s_at 9282 MED14 2.08949E-06 -1.18031 -1.11215 -1.95331
214118 x_at 5108 PCM1 2.13145E-06 -1.47431 -1.15073 -1.54958
206109_at 2523 FUT1 2.13176E-06 -1.46569 1.16805 -2.97736
210175_at 6936 GCFC2 2.13669E-06 -1.44981 -1.15506 -2.20164
202426_s_at 6256 RXRA 0.000002137 1.10074 -1.4573 -1.55908
210547_x_at 3382 ICA1 2.19002E-06 -1.47425 -1.35282 -4.43261
216457_s_at 10291 SF3A1 2.19635E-06 -1.24277 -1.41075 -1.73641




2028_s_at 1869 E2F1 2.19779E-06 -1.3694 -1.43877 -1.68889
203593 _at 23607 CD2AP 2.29197E-06 1.26221 1.02462 -1.76363
202597_at 3664 IRF6 2.31753E-06 -1.235 -1.17537 -3.45075
221505_at 81611 ANP32E 2.3184E-06 -1.23002 -1.1514 -1.61557
200821 _at 3920 LAMP2 2.34886E-06 1.16443 -1.0036 -1.66044
204119 s_at 132 ADK 2.41976E-06 -1.45216 -1.11871 -1.82003
201727_s_at 1994 ELAVL1 0.000002462 -1.4758 -1.4792 -1.86643
202352_s_at 5718 PSMD12 2.48156E-06 -1.21907 1.15781 -1.51615
203823 _at 5998 RGS3 2.5108E-06 1.0214 1.53556 -1.54013
219660_s_at 51761 ATP8A2 2.6504E-06 1.4617 1.05417 -3.86267
209323_at 5612 PRKRIR 2.68856E-06 -1.20325 -1.20999 -1.77599
218398 _at 10884 MRPS30 2.78348E-06 -1.40894 -1.15506 -1.89269
212800_at 10228 STX6 2.78765E-06 1.35985 -1.14239 -2.15791
218205_s_at 2872 MKNK2 2.7942E-06 1.594 -1.29614 -1.89312
218504 _at 51011 FAHD2A 2.84471E-06 1.11759 -1.11297 -1.63066
202261 _at 6944 VPS72 2.87328E-06 -1.09286 -1.3908 -2.07786
218522 _s_at 55201 MAP1S 2.95558E-06 -1.10356 -1.11661 -1.79144
218799 _at 54707 GPN2 3.00325E-06 -1.32949 -1.20205 -1.68686
212960_at 23158 TBC1D9S 3.06604E-06 1.02484 1.4247 -1.64827
201903_at 7384 UQCRC1 3.07038E-06 -1.14935 -1.26704 -1.58146
219745_at 79847 TMEM180 3.18608E-06 -1.42704 -1.41928 -2.08781
208952_s_at 23185 LARP4B 3.42418E-06 -1.16482 1.11761 -1.5187
212263_at 9444 QKIl 3.45534E-06 -1.28328 -1.37495 -1.71824
205535_s_at 5099 PCDH7 3.5617E-06 -1.38652 -1.46773 -3.59616
213488 at 25992 SNED1 3.56496E-06 -1.03956 -1.33786 -2.48963
209253 _at 10174 SORBS3 3.60424E-06 -1.30547 -1.41344 -1.54021
215285_s_at 10745 PHTF1 3.62093E-06 -1.44242 -1.4281 -2.43271
201229_s_at 10425 ARIH2 3.72274E-06 -1.26318 -1.35154 -1.54952
204265_s_at 63940 GPSM3 3.75619E-06 -1.27017 -1.22728 -1.75891
218091 _at 3267 AGFG1 3.89923E-06 -1.38886 -1.40414 -1.60093
213942 _at 1953 MEGF6 4.06127E-06 1.49734 1.15275 -1.6831
39817_s_at 10591 C6orf108 4.08951E-06 -1.38793 -1.23465 -1.51206
205248 at 9980 DOPEY2 4.10839E-06 2.19193 1.64779 -1.70386
202946_s_at 22903 BTBD3 4.19993E-06 -1.21253 -1.1292 -2.00991
200035_at 23399 CTDNEP1 4.32425E-06 -1.24261 -1.26812 -1.5339




218076_s_at 55114 ARHGAP17 4.42354E-06 -1.1723 -1.36643 -1.82144
212295_s_at 6541 SLC7A1 4.46753E-06 -1.02192 -1.03381 -2.6188
212456_at 23277 KIAAO664 4.69317E-06 -1.44753 -1.05615 -1.65445
212471 _at 23080 AVL9 4.7283E-06 1.5526 1.08063 -1.67839
202545_at 5580 PRKCD 4.80648E-06 1.4795 1.17957 -1.73548
210015_s_at 4133 MAP2 4.93872E-06 3.59851 1.43587 -1.8445
41858 _at 27315 PGAP2 4.97269E-06 -1.20926 1.11486 -1.67723
212992 _at 113146 AHNAK?2 5.03235E-06 1.35938 2.06306 -2.28615
219235_s_at 65979 PHACTR4 5.10517E-06 -1.05357 -1.22 -1.74865
211113_s_at 9619 ABCG1 5.18205E-06 1.14454 -1.41998 -2.32533
204477 _at 5877 RABIF 5.24933E-06 -1.34002 1.02994 -1.53537
216869 _at 5137 PDE1C 5.37915E-06 -1.38548 -1.15189 -2.0164
221561 _at 6646 SOAT1 5.64831E-06 -1.18698 1.54623 -1.95899
218640_s_at 79666 PLEKHF2 5.6623E-06 1.25878 1.05052 -1.96485
222238_s_at 27434 POLM 5.83614E-06 -1.13797 -1.27234 -1.94412
203366_at 5428 POLG 5.87325E-06 1.01043 -1.38351 -2.03101
47105_at 54920 DUS2L 5.99662E-06 -1.32398 -1.43763 -1.72056
203093_s_at 10469 TIMM44 6.38602E-06 -1.45901 -1.19226 -1.57024
221522 _at 84079 ANKRD27 6.41843E-06 -1.06762 -1.04353 -1.59112
212527 _at 27351 DESI1 6.49442E-06 -1.19057 1.10461 -1.94818
201696_at 6429 SRSF4 6.51398E-06 -1.38172 -1.44665 -1.63302
219774 at 54520 CCDC93 6.55152E-06 1.13284 1.149 -1.67534
214037_s_at 28952 CCDC22 6.65761E-06 -1.29967 -1.12319 -1.61866
212719 _at 23239 PHLPP1 6.72178E-06 -1.27979 1.02967 -1.95479
217916_s_at 51571 FAMA9B 6.77333E-06 1.12539 1.0259 -1.6452
218428 s_at 51455 REV1 7.19328E-06 1.12975 -1.24752 -1.71654
200723_s_at 4076 CAPRIN1 7.39012E-06 -1.37615 -1.17473 -1.51627
214975_s_at 8776 MTMR1 7.42591E-06 -1.03917 -1.1846 -1.65554
203499 _at 1969 EPHA2 7.56491E-06 1.01445 -1.08808 -1.72104
215794 _x_at 2747 GLUD2 7.60572E-06 -1.25169 -1.3096 -1.82587
219260_s_at 23587 ELP5 7.66179E-06 -1.16863 -1.27731 -1.85523
206949 _s_at 23623 RUSC1 7.76435E-06 -1.30697 -1.36275 -1.81267
220241 _at 55002 TMCO3 7.81972E-06 1.07716 1.14334 -1.93622
208152_s_at 9188 DDX21 7.83166E-06 -1.43836 -1.3519 -1.88185
203957 _at 1876 E2F6 7.83246E-06 -1.07767 -1.05165 -1.50554




202053_s_at 224 ALDH3A2 7.95378E-06 -1.46881 -1.18013 -2.29671
201092_at 5931 RBBP7 8.07235E-06 -1.36239 -1.3059 -1.61045
203723_at 3707 ITPKB 8.19802E-06 -1.0588 1.07874 -1.74101

210609_s_at 9540 TP5313 8.26858E-06 -1.0881 1.10712 -1.55668
205228 at 5939 RBMS2 8.29223E-06 -1.23055 1.22496 -1.50646

202906_s_at 4683 NBN 8.33053E-06 -1.25475 -1.20812 -1.89065

39966_at 10675 CSPG5 8.37516E-06 1.93345 2.13613 -1.96487
206907_at 8744 TNFSF9 8.64085E-06 2.06857 1.59844 -1.72433
221999 _at 51231 VRK3 8.71291E-06 -1.34664 -1.09664 -2.11682

209370_s_at 6452 SH3BP2 8.84603E-06 -1.39892 -1.4737 -1.67511

205745_x_at 6868 ADAM17 8.89201E-06 -1.11687 -1.42328 -1.91772

208459 _s_at 23039 XPO7 8.91653E-06 -1.31285 -1.26517 -1.61174

220367_s_at 79595 SAP130 9.15623E-06 -1.1654 -1.25065 -1.51797

203565_s_at 4331 MNAT1 9.46475E-06 -1.304 1.12518 -1.53716

217795_s_at 79188 TMEM43 9.52542E-06 -1.11615 -1.26108 -1.5523
204411 _at 23046 KIF21B 9.61909E-06 1.55697 -1.05426 -1.53236

212694 _s_at 5096 PCCB 9.99694E-06 -1.18309 -1.28978 -1.93347
219435_at 80169 CTC1 1.01436E-05 -1.06302 -1.40932 -1.85548
201518 _at 10951 CBX1 1.05639E-05 -1.41675 -1.06036 -1.84109

214846_s_at 57538 ALPK3 1.09256E-05 1.59551 2.96952 -1.63274
218110_at 56949 XAB2 1.10973E-05 -1.1973 -1.26003 -1.78738

201956_s_at 8443 GNPAT 1.15094E-05 -1.31394 -1.44896 -1.52004
33304 _at 3669 1SG20 1.19859E-05 -1.25926 -1.45589 -1.84775

204659_s_at 2671 GFER 1.21709E-05 -1.46229 -1.45481 -1.58493

209803_s_at 7262 PHLDA2 0.000012175 2.14039 1.38145 -2.48607
205680_at 4319 MMP10 1.28521E-05 1.14368 1.23641 -2.91318
219656_at 51294 PCDH12 1.33646E-05 -1.28609 -1.44889 -1.53568
40093 _at 4059 BCAM 1.33889E-05 1.23177 -1.3343 -1.64477

219657_s_at 51274 KLF3 1.34316E-05 1.1744 -1.23855 -1.64662

210588 _x_at 3189 HNRNPH3 1.41769E-05 -1.08169 -1.42014 -1.68225

217829_s_at 10713 USP39 1.47544E-05 -1.27977 -1.29485 -1.52757

215089_s_at 8241 RBM10 0.00001476 -1.4496 -1.20768 -1.54672

200798_x_at 4170 MCL1 1.47808E-05 -1.4882 -1.15705 -2.0041
218486_at 8462 KLF11 1.48012E-05 2.22556 1.366 -1.79201

202760_s_at 445815 PALM2-AKAP2| 1.49511E-05 1.15949 1.66579 -1.74925




218318 _s_at 51701 NLK 0.000015533 -1.13563 1.51925 -1.66367
213600_at 23094 SIPA1L3 1.61298E-05 -1.25433 -1.0146 -2.28816
91826_at 54869 EPS8L1 1.66373E-05 -1.09799 -1.09939 -1.95473
218229 _s_at 57645 POGK 0.000017152 1.28494 -1.01452 -2.29902
205873 _at 9487 PIGL 1.72001E-05 -1.02346 -1.16535 -1.62787
215237_at 23348 DOCK9 1.74369E-05 -1.15128 -1.12386 -2.01199
214930_at 26050 SLITRKS 1.75627E-05 2.41358 1.89547 -1.88294
219720_s_at 55668 Cl40rf118 1.77292E-05 1.14891 -1.03539 -1.6196
201040_at 2771 GNAI2 1.82207E-05 -1.32916 1.01762 -1.71511
211793_s_at 10152 ABI2 1.83577E-05 -1.08807 -1.03556 -1.56609
209137_s_at 9100 USP10 1.90572E-05 -1.32029 -1.2771 -1.83457
32032_at 8220 DGCR14 1.91374E-05 -1.25542 -1.05462 -1.53039
202682_s_at 7375 uspP4 1.93093E-05 -1.21284 -1.36191 -1.54733
219828 at 55684 RABL6 2.00699E-05 -1.29122 -1.20162 -1.70999
203321 _s_at 22850 ADNP2 2.10225E-05 -1.14505 -1.29765 -1.73701
206746_at 631 BFSP1 2.12332E-05 1.15499 1.33785 -2.1226
200773_x_at 5757 PTMA 2.12924E-05 -1.17751 -1.42537 -1.5749
336_at 6915 TBXA2R 2.14425E-05 -1.08983 1.28894 -1.53959
204011 _at 10253 SPRY2 2.21568E-05 -1.1409 -1.03716 -2.05226
45687 _at 78994 PRR14 2.26615E-05 -1.06243 -1.43511 -1.69583
205770_at 2936 GSR 2.29391E-05 -1.22933 -1.27758 -1.59803
210552_s_at 9649 RALGPS1 0.000023037 2.54164 1.02008 -1.57499
212426_s_at 10971 YWHAQ 2.42518E-05 -1.45855 -1.17508 -1.51883
205798 _at 3575 IL7R 2.50275E-05 -1.06068 2.12255 -1.81096
200776_s_at 9689 BZW1 2.52062E-05 -1.12539 -1.32312 -1.88849
206411 s_at 27 ABL2 2.59518E-05 1.11013 1.24383 -1.70862
204613_at 5336 PLCG2 2.61572E-05 -1.03352 -1.29867 -3.30174
218939 _at 3954 LETM1 2.77122E-05 -1.30981 1.00693 -1.54316
206480_at 4056 LTCAS 3.02751E-05 1.34565 -1.06823 -1.6776
218970_s_at 51076 CUTC 3.08611E-05 -1.09135 -1.2884 -1.70857
216347_s_at 23368 PPP1R13B 3.12684E-05 -1.33456 1.20881 -2.21407
202774 _s_at 6433 SFSWAP 0.000032894 -1.39559 -1.4492 -1.67087
212832_s_at 9793 CKAP5 3.39434E-05 -1.40378 -1.29618 -1.76272
203341 _at 10153 CEBPZ 3.40636E-05 -1.40018 -1.21435 -1.68053
212514 _x_at 1654 DDX3X 3.43139E-05 -1.00624 -1.17409 -2.23921




213370_s_at 51460 SFMBT1 3.43991E-05 -1.33588 -1.00665 -1.98199
219940_s_at 55795 PCID2 3.45237E-05 -1.42226 1.05608 -1.56285
209084 _s_at 9364 RAB28 3.55326E-05 -1.02248 -1.39077 -1.51353
207415_at 22925 PLA2R1 3.69765E-05 1.94579 1.5252 -1.85614
217933_s_at 51056 LAP3 3.75993E-05 -1.26458 -1.0972 -1.58486
202382_s_at 10007 GNPDA1 0.000037671 -1.20402 -1.34145 -1.62265
219870_at 80063 ATF71P2 0.000038091 -1.11083 -1.0355 -1.52438
208095_s_at 6731 SRP72 3.81723E-05 -1.46578 -1.41898 -1.56318
208876_s_at 5062 PAK2 3.90039E-05 1.11606 1.06562 -1.57391
201924 _at 4299 AFF1 0.000039142 -1.05887 1.08102 -1.58933
204220_at 9535 GMFG 4.09087E-05 1.09698 -1.27636 -1.65256
222016_s_at 64288 ZNF323 0.000041155 -1.06498 -1.27201 -2.05609
219131 _at 29914 UBIAD1 4.13237E-05 -1.17488 -1.11594 -1.58723
209620_s_at 22 ABCB7 4.17084E-05 -1.32995 -1.24787 -1.80432
201177 _s_at 10054 UBA2 4.23208E-05 -1.17372 -1.25721 -1.69121
202258 _s_at 10443 N4BP2L2 4.30128E-05 1.00155 -1.38659 -1.76187
205726_at 1730 DIAPH2 4.36752E-05 -1.2068 -1.13296 -2.39274
218478 s_at 55596 ZCCHC8 4.51419E-05 -1.34799 -1.4866 -2.39103
209128_s_at 9733 SART3 4.58259E-05 -1.32936 -1.2176 -1.53748
208382_s_at 11144 DMC1 4.62061E-05 -1.49582 -1.40911 -1.77427
207842_s_at 22794 CASC3 4.67391E-05 -1.48446 -1.08631 -1.58853
219140_s_at 5950 RBP4 4.69841E-05 1.38975 -1.39965 -1.73443
205645_at 9185 REPS2 0.000047762 2.09638 1.70562 -1.71378
219138 _at 9045 RPL14 4.94573E-05 -1.40638 -1.49228 -1.60084
218772_x_at 55151 TMEM38B 4.96472E-05 1.00725 1.04155 -1.51869
220732_at 80243 PREX2 4.99695E-05 -1.10911 -1.49217 -1.7315
203388_at 409 ARRB2 5.07823E-05 -1.44965 -1.48737 -1.62654
201237 _at 830 CAPZA2 5.20061E-05 -1.0829 -1.13486 -1.57044
220200_s_at 387893 SETD8 5.36374E-05 -1.38034 -1.26402 -2.12067
218185_s_at 55156 ARMC1 5.45695E-05 -1.40491 -1.17648 -1.59332
212532_s_at 124801 LSM12 5.47798E-05 -1.4642 -1.4737 -1.50324
211499 _s_at 5600 MAPK11 5.48575E-05 -1.2825 1.01243 -1.95622
218840_s_at 55191 NADSYN1 5.50368E-05 -1.27642 -1.01557 -1.58755
205192_at 9020 MAP3K14 5.71782E-05 1.1709 1.11149 -1.78635
219815_at 79690 GAL3ST4 5.82632E-05 -1.0388 -1.16487 -1.57125




203774_at 4548 MTR 0.000059 -1.03602 -1.37558 -1.60113
213384 x_at 5331 PLCB3 6.07716E-05 -1.17084 -1.2284 -1.96305
210358_x_at 2624 GATA2 6.15498E-05 -1.17964 -1.23235 -2.39276

208925_at 56650 CLDND1 6.23128E-05 1.10741 -1.19827 -1.81621

220474 _at 89874 SLC25A21 6.33517E-05 -1.34496 1.31934 -2.74294
212449 s_at 10434 LYPLA1 6.50206E-05 -1.44621 -1.26458 -1.68233
202742_s_at 5567 PRKACB 6.52458E-05 1.81069 -1.08242 -1.57063

204413 _at 7186 TRAF2 6.69158E-05 -1.13973 -1.12822 -1.56578

212873_at 23526 HMHA1 6.70168E-05 -1.18895 -1.15466 -1.97177
203171_s_at 23378 RRP8 0.000067588 1.42247 -1.01809 -1.7825

205779_at 10266 RAMP2 6.78249E-05 -1.16062 -1.45102 -2.11596
219799_s_at 10170 DHRS9 7.17464E-05 1.07711 -1.42358 -1.69922

214785_at 23230 VPS13A 7.18535E-05 1.24545 1.70151 -2.12284
218045_x_at 5763 PTMS 7.27097E-05 -1.14034 -1.28251 -1.65535

209219 _at 7936 RDBP 7.34016E-05 -1.27497 -1.24895 -1.6126
209407_s_at 10522 DEAF1 7.36144E-05 -1.04141 -1.15369 -1.56735
204769_s_at 6891 TAP2 7.45914E-05 -1.34444 -1.26063 -1.84856
222147 s_at 79913 ACTR5 0.000074789 -1.44801 -1.10749 -1.79994

218715_at 55813 UTP6 7.54333E-05 -1.20214 -1.4087 -1.64713

221575_at 51540 SCLY 0.000077154 -1.32728 -1.1627 -1.55042
214643_x_at 274 BIN1 8.03411E-05 -1.36662 -1.47218 -1.66669
202548 _s_at 8874 ARHGEF7 8.05711E-05 1.18558 1.00663 -1.50152
209201 _x_at 7852 CXCR4 8.52823E-05 -1.09857 -1.44676 -2.04553

201704 _at 955 ENTPD6 8.64159E-05 -1.25601 -1.46481 -1.91448

219040_at 79585 CORO7 8.81136E-05 -1.10663 -1.07493 -1.59558

204190_at 10208 USPL1 9.18938E-05 1.2112 -1.31367 -1.54438

212351 _at 8893 EIF2B5 9.28614E-05 -1.49739 -1.17802 -1.87868
211013 _x_at 5371 PML 9.49474E-05 1.01314 -1.46118 -1.82063

209864 _at 23401 FRAT2 9.77149E-05 -1.12549 -1.49592 -1.62653

213540_at 7923 HSD17B8 9.86496E-05 1.10044 -1.40124 -1.97013
201337_s_at 9341 VAMP3 0.000100328 1.33724 1.28269 -1.6769
204312 _x_at 1385 CREB1 0.000100864 -1.13016 -1.25393 -1.51687

206775_at 8029 CUBN 0.000101747 -1.45241 1.30216 -1.86812

210190_at 8676 STX11 0.000102917 1.41052 -1.25609 -2.00384
209569_x_at 27065 NSG1 0.000107017 -1.22629 -1.39534 -1.57914




205247 _at 4855 NOTCH4 0.000109482 -1.07309 -1.4802 -1.67345
219080_s_at 56474 CTPS2 0.000109756 -1.28452 -1.08573 -2.16383
212038_s_at 7416 VDAC1 0.000110576 -1.213 -1.30571 -1.5355

202789 _at 5335 PLCG1 0.000112387 -1.11664 1.04264 -1.60173
220789_s_at 9238 TBRG4 0.000121781 -1.28494 -1.26086 -1.70683
213815_x_at 58509 CACTIN 0.000122036 -1.17287 -1.38279 -1.50046

213051 _at 56829 ZC3HAV1 0.000133058 -1.14879 1.07057 -1.52436

204187 _at 2766 GMPR 0.000138282 -1.07108 -1.10637 -1.73297

219957_at 55680 RUFY2 0.00013933 3.25156 -1.14751 -2.30644
221094 _s_at 55140 ELP3 0.000139835 -1.43559 -1.16564 -1.64
216856_s_at 8847 DLEU2 0.00014415 -1.46397 -1.49614 -1.72955

213372_at 152559 PAQR3 0.000144293 -1.13216 -1.11244 -1.53379

218999 _at 55281 TMEM140 0.00014714 1.20419 1.3936 -1.61584

209674 _at 1407 CRY1 0.000153554 -1.42784 -1.06816 -1.62955

209354 _at 8764 TNFRSF14 0.000157028 1.25263 -1.16857 -2.25118

213310 _at 27161 EIF2C2 0.000161299 -1.44538 1.03963 -1.59413

205288 _at 8556 CDC14A 0.000162948 -1.03318 1.2581 -1.51668

218307_at 55316 RSAD1 0.000167029 -1.21036 -1.20393 -1.65594
207971 _s_at 23177 CEP68 0.000167102 -1.47695 -1.27649 -1.61476

203128 _at 9517 SPTLC2 0.000173842 -1.17075 -1.30488 -1.86878
205153_s_at 958 CD40 0.000192688 -1.0985 -1.15818 -2.03367
215723_s_at 5337 PLD1 0.00020061 -1.42665 -1.27964 -1.63348
204903 _x_at 23192 ATG4B 0.000203991 1.00955 1.06271 -1.63154

213630 _at 23148 NACAD 0.000206055 -1.07286 -1.25048 -1.69979
215664 _s_at 2044 EPHAS 0.00022291 1.31613 2.70711 -1.62708

218225_at 51295 ECSIT 0.000223481 -1.38875 -1.31263 -1.67539
212875_s_at 25966 C2CD2 0.000226892 -1.47473 -1.16317 -1.64827

219565_at 57404 CYP20A1 0.000227297 -1.28786 -1.07487 -1.54732

218565_at 51490 C9orfl14 0.000237358 -1.36789 -1.4887 -1.60515

203490_at 2000 ELF4 0.000238928 1.04856 -1.25275 -1.58139
201435_s_at 1977 EIFAE 0.000239757 -1.27948 1.0668 -1.63244
211337_s_at 27229 TUBGCP4 0.000239997 -1.36316 -1.01793 -1.54792

205923 _at 5649 RELN 0.000240223 1.86537 1.65546 -1.56336

219427 _at 79633 FATA 0.0002424 1.0902 -1.2285 -2.543
209411 _s_at 23163 GGA3 0.000247334 -1.33583 -1.10339 -1.63201




213124 at 25888 ZNFA73 0.000247938 -1.35891 1.01272 -2.0308
206919 _at 2005 ELKA 0.000247995 -1.48555 -1.42128 -1.73816
203563_at 60312 AFAP1 0.000279175 1.03066 1.43037 -1.58191
201446_s_at 7072 TIA1 0.000306779 -1.44959 -1.46759 -2.18358
219576_at 79649 MAP7D3 0.000314387 -1.01 1.2772 -1.64485
218725_at 79751 SLC25A22 0.000331564 -1.17656 -1.2024 -1.67898
220997_s_at 81624 DIAPH3 0.000342092 1.52479 -1.42802 -1.50102
203672_x_at 7172 TPMT 0.000342867 -1.45711 -1.16321 -1.60559
201335_s_at 23365 ARHGEF12 0.000348419 -1.07104 1.03829 -1.60352
204610_s_at 11007 CCDC85B 0.00037798 -1.32832 -1.25697 -1.62166
208194 _s_at 10254 STAM2 0.000405481 -1.4542 -1.09951 -1.80467
205762_s_at 11062 DUS4L 0.000418881 -1.28559 -1.45478 -1.93438
221580_s_at 79101 TAF1D 0.000426197 -1.01901 -1.34157 -1.67756
206636_at 5922 RASA2 0.000492402 1.33123 -1.14199 -1.64192
208178 _x_at 7204 TRIO 0.00049628 1.41356 1.27306 -1.52886
220121 _at 55180 LINS 0.000496944 -1.03346 -1.09958 -1.51777
204203 _at 1054 CEBPG 0.00050194 -1.13692 -1.27642 -1.90691
209317_at 9533 POLR1C 0.000529232 -1.32405 -1.37211 -1.53529
212376_s_at 57634 EP400 0.000536535 -1.23793 -1.43941 -1.57841
207786_at 120227 CYP2R1 0.00056986 1.01624 -1.21797 -2.01161
221290_s_at 84939 MUM1 0.000588141 -1.45604 -1.33639 -1.68801
219634 _at 50515 CHST11 0.000600428 -1.41821 -1.14018 -2.05659
220368_s_at 55671 SMEK1 0.000615659 -1.09257 -1.20022 -1.93438
213643_s_at 3633 INPP5B 0.000666588 -1.22216 -1.43399 -1.77458
213022_s_at 7402 UTRN 0.000669523 1.13118 1.01208 -1.51088
212089 _at 4000 LMNA 0.000681631 -1.36166 -1.26922 -1.51943
209592_s_at 10238 DCAF7 0.000711123 -1.04396 1.15462 -1.53677
213514 _s_at 1729 DIAPH1 0.000769376 -1.37394 -1.23869 -1.62617
220199 _s_at 64853 AIDA 0.000820411 -1.18038 -1.39271 -1.65863
204258 at 1105 CHD1 0.000884222 -1.13744 -1.41324 -1.84001
210154 _at 4200 ME2 0.000885532 -1.41279 -1.0825 -1.51958
204502 _at 25939 SAMHD1 0.000890606 -1.4981 -1.45964 -1.70413
208960_s_at 1316 KLF6 0.000916848 1.44374 1.05897 -2.7567
206866_at 1002 CDH4 0.000940023 -1.15843 -1.3558 -1.72
219094 _at 25852 ARMCS8 0.000944103 -1.41729 -1.21868 -2.09167




204401 _at 3783 KCNN4 0.000949726 1.01706 -1.19619 -1.66731
221432 _s_at 81894 SLC25A28 0.00114495 -1.34936 -1.13839 -1.55987
201905_s_at 10217 CTDSPL 0.00115004 -1.03964 -1.27838 -1.6498

213996_at 29799 YPEL1 0.0011966 -1.0634 -1.09355 -1.64042
216969 _s_at 3835 KIF22 0.00120962 -1.30353 -1.4906 -1.62966

218278 at 54663 WDR74 0.00122139 -1.48126 -1.3174 -1.69465
206511 _s_at 10736 SIX2 0.00127041 -1.28406 -1.12729 -1.54254
218832 _x_at 408 ARRB1 0.0012858 -1.23592 -1.41433 -2.2147

203920_at 10062 NR1H3 0.00129312 1.16318 -1.23117 -1.5256

202869 _at 4938 OAS1 0.00133549 -1.40592 -1.43978 -2.2986
202199_s_at 6732 SRPK1 0.00142629 -1.24701 -1.28824 -1.54239

213234 _at 57613 KIAA1467 0.00168114 1.04632 1.1917 -1.53861
210457_x_at 3159 HMGA1 0.00177175 -1.21029 -1.47933 -1.57813
220321_s_at 79635 CCDC121 0.00179702 -1.3971 1.06708 -1.51574

204904 _at 2701 GJA4 0.0018413 -1.41596 -1.41567 -1.5935
204216_s_at 79882 ZC3H14 0.00189268 -1.29053 -1.24041 -1.58615
201031_s_at 3187 HNRNPH1 0.00197182 -1.49436 -1.36618 -1.56656

204734_at 3866 KRT15 0.00203385 -1.325 -1.07326 -1.61498
214343_s_at 222255 ATXN7L1 0.00205167 -1.21912 -1.19741 -1.51585
207501_s_at 2257 FGF12 0.00210661 -1.38664 -1.22262 -1.90551
218266_s_at 23413 NCS1 0.00220001 -1.21496 -1.15576 -1.51866
214925_s_at 6709 SPTAN1 0.00224602 1.9057 -1.33128 -1.79935

204828 _at 5883 RADSA 0.00228458 -1.1274 -1.01256 -1.62624

212398 _at 5962 RDX 0.00241158 -1.44244 -1.04555 -1.98369

217544 at 729806 ZNF731P 0.00258528 -1.29956 -1.44435 -1.77778
211358 _s_at 25792 ClZ1 0.0027676 -1.28056 -1.27152 -1.66016

219501 _at 55068 ENOX1 0.00328453 1.05987 -1.20648 -1.6207

209698 _at 54535 CCHCR1 0.00398928 -1.40543 -1.48004 -1.51125

212177_at 25957 PNISR 0.00404788 1.34104 -1.45484 -1.87668
208476_s_at 55691 FRMD4A 0.00411681 -1.23759 -1.39746 -1.62612
205600_x_at 3215 HOXB5 0.00415601 -1.0638 -1.10278 -1.65294

213638_at 221692 PHACTR1 0.00525102 -1.07296 -1.2088 -1.51143
219722 _s_at 79153 GDPD3 0.00530778 -1.10158 -1.42101 -1.6683
209151 x_at 6929 TCF3 0.00543889 -1.18497 -1.24664 -1.5942

214976_at 6137 RPL13 0.00557277 1.11537 -1.39863 -1.56278




206867_at 2646 GCKR 0.0059473 1.10714 -1.32124 -1.61264
222057_at 79159 NOL12 0.00627582 -1.28246 -1.31954 -1.61916
222003 _s_at 57572 DOCK®6 0.00753151 -1.12826 -1.31518 -1.64458
220735_s_at 57337 SENP7 0.00770265 -1.32952 -1.20636 -1.68986
218686_s_at 64285 RHBDF1 0.00770672 -1.32935 -1.13046 -1.51573
205375_at 4188 MDFI 0.00932863 -1.22562 -1.25319 -1.66323
215211 at 730092 RRN3P1 0.00980296 -1.16512 -1.19612 -1.60961
222333_at 259173 ALS2CL 0.0109475 1.15771 -1.17524 -1.50164
200767 _s_at 23196 FAM120A 0.0119046 -1.29057 -1.29119 -1.56795
222040_at 3178 HNRNPA1 0.0135539 -1.85629 -2.33639 -4.03734
215224 at 619505 SNORA21 0.0159653 -1.08614 -1.45879 -1.51384
204439_at 10964 IFI44L 0.0270012 1.22093 -1.2834 -2.09007
222349 x_at 376412 RNF126P1 0.029242 -1.38738 -1.4032 -1.62194
217548 at 100129502 |LOC100129502| 0.0292762 -1.30034 -1.3406 -1.60412
216880_at 5890 RAD51B 0.0505471 -1.45366 -1.4261 -1.53256
222038 _s_at 51096 UTP18 0.0548956 -1.18236 -1.31386 -1.60807
217670_at 6181 RPLP2 0.0575898 -1.2375 -1.30168 -1.50117
215151 at 55619 DOCK10 0.0741904 -1.1911 -1.33234 -1.53512
208922$at 10482 NXF1 0.0811644 -1.22883 -1.29574 -1.55715
G. iISMC 4 weeks Vs. iSMC 2 weeks Downregulated
Fold Change (iISMC 4
Column ID Entrez Gene | Gene Symbol P-value weeks Vs. iSMC 2
weeks)
205290 _s_at 650 BMP2 2.61629E-08 -15.3706
200849 _s_at 10768 AHCYL1 2.91522E-08 -3.93296
220065_at 64102 TNMD 4.18313E-08 -9.68084
207836_s_at 11030 RBPMS 4.36572E-08 -2.73598
203872_at 58 ACTA1 5.23931E-08 -44.8587
206638_at 3357 HTR2B 5.99579E-08 -8.09833
201761 _at 10797 MTHFD2 1.18809E-07 -2.38132
201957_at 4660 PPP1R12B 1.35229E-07 -8.86706
209541 at 3479 IGF1 1.3565E-07 -48.7201
207107_at 6121 RPE6G5 1.39695E-07 -118.268
205738 _s_at 2170 FABP3 1.57149E-07 -40.9922




200621 _at 1465 CSRP1 1.7038E-07 -2.97311
204963_at 8082 SSPN 1.71426E-07 -7.42696
203178 at 2628 GATM 1.89036E-07 -50.6216
201508 _at 3487 IGFBP4 1.92407E-07 -2.13256
202555_s_at 4638 MYLK 2.01693E-07 -7.08471
201690_s_at 7163 TPD52 2.07111E-07 -6.09314
219928 s_at 26256 CABYR 2.34602E-07 -13.2267
207961 _x_at 4629 MYH11 2.43355E-07 -5.79878
218087_s_at 10580 SORBS1 2.72835E-07 -6.649
202307_s_at 6890 TAP1 3.03289E-07 -2.54678
209765_at 8728 ADAM19 3.04084E-07 -2.58856
209183_s_at 11067 C100rf10 3.38297E-07 -8.72794
203263_s_at 23229 ARHGEF9 3.60551E-07 -5.2657
218251 at 58526 MID1IP1 3.80138E-07 -5.92612
200795_at 8404 SPARCL1 4.39173E-07 -33.8513
215495_s_at 23034 SAMDA4A 4.50753E-07 -3.44813
205931 _s_at 9586 CREB5 4.56124E-07 -7.0504
203780_at 10205 MPZL2 5.16579E-07 -9.53575
218002_s_at 9547 CXCL14 5.62832E-07 -81.62
212371 _at 51029 DESI2 7.11613E-07 -2.23663
206375_s_at 8988 HSPB3 7.168E-07 -36.2368
209366_x_at 1528 CYB5A 7.35276E-07 -2.52644
210046_s_at 3418 IDH2 8.81252E-07 -5.38682
220300_at 5998 RGS3 8.91971E-07 -2.17051
219091 _s_at 79812 MMRN2 9.68927E-07 -5.88321
201502_s_at 4792 NFKBIA 9.94766E-07 -10.5199
202286_s_at 4070 TACSTD2 1.08655E-06 -2.78802
205132 _at 70 ACTC1 1.10618E-06 -7.5309
212236_x_at 3872 KRT17 1.10991E-06 -2.43555
201310_s_at 9315 NREP 1.1596E-06 -5.1533
203632_s_at 51704 GPRC5B 1.17716E-06 -2.48058
201941 _at 1362 CPD 1.18831E-06 -2.783
212848 _s_at 84909 C9orf3 1.20111E-06 -2.09274
204726_at 1012 CDH13 1.24946E-06 -3.35622
206567_s_at 51230 PHF20 1.41061E-06 -2.02072




205992_s_at 3600 IL15 1.61844E-06 -2.90128
216331 at 3679 ITGA7 1.64666E-06 -8.65097
221994 _at 10611 PDLIMS5 1.68316E-06 -2.77052

204379 s_at 2261 FGFR3 1.7077E-06 -4.13856

204681 s_at 9771 RAPGEF5 | 1.77397E-06 -13.732
209959 _at 8013 NR4A3 1.87273E-06 -6.37587
204940_at 5350 PLN 2.08128E-06 -7.3461

217867 _x_at 25825 BACE2 2.09828E-06 -2.80144

211597_s_at 84525 HOPX 2.15784E-06 -3.41711
219270_at 79094 CHAC1 2.16435E-06 -2.72218
202274 _at 72 ACTG2 2.26627E-06 -4.33653

202887_s_at 54541 DDIT4 2.36364E-06 -18.5167
212367_at 10116 FEM1B 2.3739E-06 -2.33337

201058_s_at 10398 MYL9 2.67669E-06 -2.28306

221584 _s_at 3778 KCNMA1 | 2.90278E-06 -2.97076

211538_s_at 3306 HSPA2 3.05822E-06 -8.3276
205891 at 136 ADORA2B | 3.20696E-06 -2.43407
205755_at 3699 ITIH3 3.37584E-06 -5.06782

215785_s_at 26999 CYFIP2 3.37975E-06 -3.15616
212288 _at 23048 FNBP1 3.51923E-06 -3.07524

200906_s_at 23022 PALLD 3.57708E-06 -2.00302
219478 _at 58189 WFDC1 3.89233E-06 -9.1603
203315_at 8440 NCK2 3.96099E-06 -2.00164
205207_at 3569 IL6 3.98839E-06 -7.79747

218717_s_at 55214 LEPRELL | 4.07424E-06 -2.03584

220765 _s_at 55679 LIMS2 4.09097E-06 -2.9902

204894 _s_at 8639 AOC3 4.14632E-06 -18.2743
208982_at 5175 PECAM1 | 4.15869E-06 -2.01961
206377_at 2295 FOXF2 4.37821E-06 -2.63642
209821 at 90865 IL33 4.45424E-06 -24.8774

210990 _s_at 3910 LAMA4 4.57117E-06 -4.03537

213183 s_at 1028 CDKN1C | 4.72063E-06 -5.01686
201365_at 4947 OAZ2 4.92094E-06 -4.04076

203554 _x_at 9232 PTTG1 5.04256E-06 -2.05706
212747 _at 23294 ANKS1A 5.46686E-06 -3.58186




202719_s_at 26136 TES 5.52623E-06 -3.30349
209814 _at 27309 ZNF330 5.57525E-06 -2.38543
38487_at 23166 STAB1 5.67154E-06 -2.14997
201531 _at 7538 ZFP36 5.87139E-06 -7.7084
213285_at 161291 TMEM30B 5.99788E-06 -8.51909
204224 _s_at 2643 GCH1 6.06386E-06 -5.57879
216261 at 3690 ITGB3 6.18144E-06 -2.47547
208824 x_at 5127 CDK16 6.28867E-06 -2.09501
203421 _at 9537 TP53111 6.3324E-06 -4.05141
219926_at 64208 POPDC3 6.35971E-06 -5.98509
212070_at 9289 GPR56 6.40133E-06 -4.06841
201368 _at 678 ZFP36L2 6.42948E-06 -5.71136
206046_at 8745 ADAM23 6.48772E-06 -2.16671
203140_at 604 BCL6 6.51798E-06 -3.00664
212742 _at 27246 RNF115 7.07093E-06 -2.13516
202732 _at 11142 PKIG 7.28203E-06 -2.96617
219295_s_at 26577 PCOLCE2 7.31039E-06 -3.33287
212549 at 6777 STAT5B 7.32746E-06 -2.45231
207691 x_at 953 ENTPD1 7.33028E-06 -6.25917
222162_s_at 9510 ADAMTS1 7.42718E-06 -3.52122
219942 _at 58498 MYL7 7.63632E-06 -6.2728
201816_s_at 2631 GBAS 8.11414E-06 -2.60061
215199 at 800 CALD1 8.17745E-06 -2.75996
202007_at 4811 NID1 8.36241E-06 -3.5419
202068_s_at 3949 LDLR 8.75044E-06 -11.2395
207044 _at 7068 THRB 8.82995E-06 -2.22778
205559_s_at 5125 PCSK5 8.84841E-06 -2.84904
202870_s_at 991 CDC20 8.86641E-06 -2.37217
200884 _at 1152 CKB 8.91874E-06 -3.42153
36552_at 26005 C2CD3 9.19938E-06 -3.5944
213371 at 11155 LDB3 9.32514E-06 -4.4921
209339 _at 6478 SIAH2 9.33912E-06 -2.90361
200770_s_at 3915 LAMC1 9.4906E-06 -2.61741
200696_s_at 2934 GSN 9.50764E-06 -2.12605
219888 at 6676 SPAG4 9.79756E-06 -2.83884




209185_s_at 8660 IRS2 1.02527E-05 -4.13132
214660_at 53918 PELO 1.05544E-05 9.27722
203570 _at 4016 LOXL1 1.09524E-05 -2.31417

206707 _x_at 9750 FAM65B | 1.11717E-05 -6.09238

221605_s_at 51268 PIPOX 1.12338E-05 -14.3832

204365_s_at 65055 REEP1 0.000011745 -4.26433

208029 s _at 55353 LAPTM4B | 1.17737E-05 -2.33229

221221 s at 26249 KLHL3 1.22369E-05 -3.27197
201212_at 5641 LGMN 0.000012243 -3.25022
214012_at 51752 ERAP1 1.23948E-05 -3.43089

217967 _s_at 116496 FAM129A | 1.33455E-05 -3.71534

218574 s at 29995 LMCD1 1.51133E-05 -3.4151

200742_s_at 1200 TPP1 1.55044E-05 -2.05716

202878_s_at 22918 CD93 1.58078E-05 -2.47822

209159 s at 65009 NDRG4 | 0.000016117 -2.03311

220658 _s_at 56938 ARNTL2 | 0.000016206 -3.64363
202112_at 7450 VWF 1.64038E-05 -7.78082

206472_s_at 7090 TLE3 1.68798E-05 -2.56841

216598_s_at 6347 cCL2 1.69999E-05 -8.68501
217809 _at 28969 BZW2 1.72033E-05 -2.27971

205066_s_at 5167 ENPP1 1.75803E-05 -2.37255
203072_at 4643 MYO1E | 0.000018315 -2.33866
205499 _at 27286 SRPX2 1.88185E-05 -2.01758

201036_s_at 3033 HADH 1.98857E-05 -2.39622
209651_at 7041 TGFB1I1 | 2.00587E-05 -2.1083

209621 s_at 27295 PDLIM3 2.02923E-05 -2.24126

211596_s_at 26018 LRIG1 2.03366E-05 -2.51924
203799 _at 9936 CD302 2.09519E-05 -3.04998
203514_at 4215 MAP3K3 | 2.09725E-05 -2.40522
212730 _at 23336 SYNM 2.09986E-05 -5.14921
222309 _at 81688 Céorf62 | 2.12889E-05 -2.06711

203285 s _at 9653 HS2ST1 2.19654E-05 -2.03392
200704_at 9516 LITAF 2.20208E-05 -2.08638
205612_at 22915 MMRN1 | 0.000022615 -6.4048

210538_s_at 330 BIRC3 2.34267E-05 -4.4475




219829 at 26548 ITGB1BP2 0.000023887 -4.27641
217807_s_at 29997 GLTSCR2 2.53791E-05 -2.0909
202431 _s_at 4609 MYC 2.62445E-05 -2.22293
212096_s_at 57509 MTUS1 2.70827E-05 -2.22685

221796_at 4915 NTRK2 2.85366E-05 -3.24426

204982 _at 9815 GIT2 2.86374E-05 -2.12794

213765_at 8076 MFAPS 2.91077E-05 -2.10583

201389 _at 3678 ITGAS 2.93062E-05 -2.60798
205801_s_at 25780 RASGRP3 0.000030303 -2.82165

205164 _at 23464 GCAT 0.000031073 -2.27456
221489_s_at 81848 SPRY4 3.27566E-05 -2.68251
218723 _s_at 28984 RGCC 3.28847E-05 -8.41001
200832_s_at 6319 SCD 3.29487E-05 -4.27937
219201 _s_at 57045 TWSG1 3.34815E-05 -2.26158
207317_s_at 845 CASQ2 3.44172E-05 -5.94571

209948 at 3779 KCNMB1 3.45593E-05 -3.07572
205462 _s_at 3241 HPCAL1 3.59374E-05 -2.15803
209822 _s_at 7436 VLDLR 3.60901E-05 -2.11398
201566_x_at 3398 ID2 3.63429E-05 -3.90108

202481 _at 9249 DHRS3 3.67979E-05 -2.78252

215231 _at 51422 PRKAG2 3.72298E-05 -2.99501

213260_at 2296 FOXC1 3.77431E-05 -2.28091

209457_at 1847 DUSP5 3.83504E-05 -11.3694
208322 _s_at 6482 ST3GAL1 3.84457E-05 -2.98097

204748 _at 5743 PTGS2 3.86695E-05 -5.17399
204567_s_at 9619 ABCG1 3.88203E-05 -3.48675

37512 _at 8630 HSD17B6 3.90834E-05 -4.33145

209343 _at 80303 EFHD1 3.95185E-05 -2.21489

209489 _at 10658 CELF1 3.96332E-05 -2.36966

202664_at 7456 WIPF1 3.96872E-05 -2.19007
205027_s_at 1326 MAP3K8 4.03532E-05 -7.22101

219213 _at 58494 JAM2 4.10528E-05 -3.23968

212192 _at 115207 KCTD12 4.12083E-05 -3.3404
209616_s_at 1066 CES1 4.15656E-05 -6.07094
203394 _s_at 3280 HES1 4.28616E-05 -3.54927




204114 at 22795 NID2 4.29758E-05 -4.57357
208808_s_at 3148 HMGB2 4.33314E-05 -3.66039
204201 _s_at 5783 PTPN13 4.52525E-05 -2.53636
204908_s_at 602 BCL3 4.65401E-05 -2.45694
205315_s_at 6645 SNTB2 4.76877E-05 -2.64497

218729 at 56925 LXN 0.000047697 -2.2575

220182_at 79085 SLC25A23 4.77904E-05 -2.22161

208195_at 7273 TTN 5.00924E-05 -10.7023

203708 _at 5142 PDE4B 5.01369E-05 -2.42952

37996_s_at 1760 DMPK 0.000051862 -2.69572
203661 _s_at 7111 TMOD1 5.45042E-05 -3.04622
222101 _s_at 8642 DCHS1 5.47579E-05 -2.03609

204334 _at 8609 KLF7 5.48082E-05 -3.25008
210001_s_at 8651 SOCS1 5.56674E-05 -2.19958

201000_at 16 AARS 5.63388E-05 -2.14269
209774 _x_at 2920 CXCL2 5.67307E-05 -10.3082

204802_at 6236 RRAD 5.83247E-05 -7.38098
210510_s_at 8829 NRP1 5.98903E-05 -3.00387
210567_s_at 6502 SKP2 6.01687E-05 -7.40386
207076_s_at 445 ASS1 6.26878E-05 -2.08405
206090_s_at 27185 DISC1 6.39429E-05 -4.69043

204689 _at 3087 HHEX 6.43417E-05 -2.05909

212830_at 1955 MEGF9 6.49357E-05 -2.15366
202638 _s_at 3383 ICAM1 6.49554E-05 -3.30563

202744 at 6575 SLC20A2 6.61822E-05 -2.16074

219479 at 79070 KDELC1 6.61995E-05 -2.19101
218559_s_at 9935 MAFB 6.65182E-05 -5.31794
201655_s_at 3339 HSPG2 0.000067217 -2.46655

212976_at 23507 LRRC8B 6.73551E-05 -4.13716

203963 _at 771 CA12 6.77794E-05 -2.12679

213457_at 9258 MFHAS1 0.000068779 -2.38278
210298 x_at 2273 FHL1 6.88255E-05 -3.67816

37802_r_at 54629 FAM63B 6.88437E-05 -2.69605

214058 at 4610 MYCL1 6.88838E-05 -4.47013

204206_at 4335 MNT 7.01467E-05 -2.48107




205419 at 1880 GPR183 7.09108E-05 -2.56586
202644 _s_at 7128 TNFAIP3 7.27061E-05 -3.42214
204781 _s_at 355 FAS 7.43026E-05 -2.84015

204199 _at 9649 RALGPS1 7.68311E-05 -3.63779
202150_s_at 4739 NEDD9 7.73931E-05 -2.03732
203813_s_at 6586 SLIT3 7.86754E-05 -2.41711
203265_s_at 6416 MAP2K4 7.99126E-05 -2.03074

210053_at 6877 TAF5 8.41222E-05 -2.68674
209081_s_at 80781 COL18A1 8.41896E-05 -2.14694
204288 _s_at 8470 SORBS2 8.54893E-05 -2.75109

206538 at 22808 MRAS 8.54893E-05 -2.14832

205940_at 4621 MYH3 8.56918E-05 -4.88796

220195_at 55777 MBD5 8.62631E-05 -2.4822
221530_s_at 79365 BHLHE41 9.00291E-05 -2.03364

217574 at 1006 CDH8 9.03508E-05 -4.10679

44783 _s_at 23462 HEY1 9.05345E-05 -2.09338
203238 _s_at 4854 NOTCH3 0.000090673 -2.0388

214790_at 26054 SENP6 9.29229E-05 -2.32723

217914 at 53373 TPCN1 9.37444E-05 -2.04562
218793 _s_at 6322 SCML1 9.37467E-05 -2.686

221957_at 5165 PDK3 9.42751E-05 -2.5593

203574 _at 4783 NFIL3 9.44925E-05 -4.19103

218353 _at 8490 RGS5 9.49428E-05 -2.2966

203941 _at 55756 INTS9 0.000095077 -2.12582
204424 _s_at 55885 LMO3 9.54772E-05 -11.2937

204491 _at 5144 PDE4D 9.74535E-05 -2.24974
217838 _s_at 51466 EVL 9.82578E-05 -2.06066

212611 _at 23220 DTX4 9.87486E-05 -2.02189
217168 _s_at 9709 HERPUD1 0.000101346 -2.03082

212977_at 57007 CXCR7 0.000104345 -3.08368
203232 _s_at 6310 ATXN1 0.000106386 -2.54863

202688 _at 8743 TNFSF10 0.000109351 -6.16128
205741 _s_at 1837 DTNA 0.000111008 -2.10962
205047_s_at 440 ASNS 0.00011149 -2.42174
204468 _s_at 7075 TIE1 0.00011152 -2.10607




207886_s_at 799 CALCR 0.000113007 -5.20939
205893 _at 22871 NLGN1 0.000113502 -3.83524
208131 _s_at 5740 PTGIS 0.000114853 -2.21757
211057_at 4919 ROR1 0.000117632 -2.23546
221778 _at 80853 JHDM1D 0.000121411 -2.24975
204631_at 4620 MYH2 0.000123035 -5.70145
211828 _s_at 23043 TNIK 0.000125315 -3.62504
221482 _s_at 10776 ARPP19 0.000126635 -2.10079
205479_s_at 5328 PLAU 0.000126913 -2.13394
215268 at 643314 KIAAO754 0.00013243 -23.1421
213938 at 26059 ERC2 0.000140357 -2.24826
213005_s_at 23189 KANK1 0.000143301 -2.91258
218145_at 57761 TRIB3 0.000145196 -2.77923
215717 _s_at 2201 FBN2 0.000145795 -3.5103
209239 at 4790 NFKB1 0.000146356 -2.47198
204285_s_at 5366 PMAIP1 0.000147901 -3.45259
204415_at 2537 IFI6 0.000151049 -3.40803
214297_at 1464 CSPG4 0.000153226 -2.31383
216834 _at 5996 RGS1 0.000154357 -4.0937
212224 at 216 ALDH1A1 0.000155409 -2.78264
205554 _s_at 1776 DNASE1L3 0.000156644 -3.72005
200930_s_at 7414 VCL 0.000161239 -4.80218
204109_s_at 4800 NFYA 0.000163951 -2.39888
221249 _s_at 81558 FAM117A 0.000164781 -2.02206
207764 _s_at 10114 HIPK3 0.000165617 -2.1803
203417_at 4237 MFAP2 0.000171648 -2.55694
202718 at 3485 IGFBP2 0.000172983 -2.19792
201645_at 3371 TNC 0.000177718 -5.67236
203313_s_at 7050 TGIF1 0.000178078 -2.4665
209209_s_at 10979 FERMT2 0.000178792 -2.02494
218804 _at 55107 ANO1 0.000182128 -3.59549
204926_at 3624 INHBA 0.000184112 -2.49042
217211 _at 69 ACTBP9 0.000186047 -2.97733
207768 _at 1961 EGR4 0.000192409 -13.485
203414 at 23531 MMD 0.000193893 -2.31522




202748 at 2634 GBP2 0.000195245 -2.30284
203934 _at 3791 KDR 0.000199194 -2.43895
203185_at 9770 RASSF2 0.000201453 -7.53199
221593_s_at 6160 RPL31 0.000221055 -2.26195
201604 _s_at 4659 PPP1R12A 0.000222209 -2.13588
203275_at 3660 IRF2 0.000223571 -2.0082
204472 _at 2669 GEM 0.000226237 -3.05798
205952 _at 3777 KCNK3 0.000233402 -2.82257
202912 _at 133 ADM 0.000234575 -2.57077
217297 _s_at 4650 MYO9B 0.000241732 -2.82446
202075_s_at 5360 PLTP 0.000244225 -2.06514
209193 _at 5292 PIM1 0.000244258 -2.99766
205505_at 2650 GCNT1 0.000246924 -2.63702
202531 _at 3659 IRF1 0.000253549 -3.47977
201195_s_at 8140 SLC7A5 0.000256557 -3.22542
207144 _s_at 4435 CITED1 0.000259298 -2.14278
218468 _s_at 26585 GREM1 0.000260974 -2.71106
202478 at 28951 TRIB2 0.000262547 -2.00093
203857_s_at 10954 PDIAS 0.000265687 -2.27694
213030_s_at 5362 PLXNA2 0.000266357 -2.45023
218880_at 2355 FOSL2 0.000267579 -2.49824
205883 _at 7704 ZBTB16 0.000268005 -4.59198
219140_s_at 5950 RBP4 0.000270332 -2.12113
202241 _at 10221 TRIB1 0.000283566 -2.20937
219909 _at 79148 MMP28 0.000291174 -2.3108
209501 _at 1039 CDR2 0.000292991 -2.11675
202095_s_at 332 BIRC5 0.00029394 -2.24603
210151 _s_at 8444 DYRK3 0.000296067 -2.40158
201982 _s_at 5069 PAPPA 0.000296546 -2.10389
205935_at 2294 FOXF1 0.000299053 -3.47713
204731_at 7049 TGFBR3 0.000303285 -3.17507
215203 _at 2803 GOLGA4 0.00030348 -2.32781
204580_at 4321 MMP12 0.000303747 -4.44617
207413_s_at 6331 SCN5A 0.000310795 -2.06712
205168 at 4921 DDR2 0.000315565 -3.1857




205675_at 4547 MTTP 0.000328719 -6.31949
221985_at 54800 KLHL24 0.000330802 -2.36886
213492 _at 1280 COL2A1 0.000331039 -2.23701
210540_s_at 8702 BAGALT4 0.000335269 -2.09063
211161 _s_at 1281 COL3A1 0.000335701 -2.16095
217757_at 2 A2M 0.000341555 -6.21258
204455_at 667 DST 0.000348651 -2.82272
203685_at 596 BCL2 0.000351958 -2.21823
213222 _at 23236 PLCB1 0.000362544 -2.22678
221806_s_at 55209 SETD5 0.000363777 -2.19257
37892_at 1301 COL11A1 0.000377274 -2.78657
201890_at 6241 RRM2 0.000379207 -3.52282
212957 _s_at 92249 LOC92249 0.000381775 -2.17432
207850_at 2921 CXCL3 0.000387252 -4.36203
205205_at 5971 RELB 0.000391131 -2.41068
214724 at 85458 DIXDC1 0.000395945 -2.48631
205920_at 6533 SLC6A6 0.000400323 -4.12343
204526_s_at 11138 TBC1D8 0.000402852 -3.75956
214782 _at 2017 CTTN 0.000407745 -3.71333
202728 _s_at 4052 LTBP1 0.000408252 -2.25849
215222 x_at 23499 MACF1 0.000413421 -2.96881
218205_s_at 2872 MKNK2 0.000424253 -2.12331
203868_s_at 7412 VCAM1 0.00044196 -4.26179
221589_s_at 4329 ALDH6A1 0.000444379 -2.20156
203434 _s_at 4311 MME 0.000445951 -2.56337
213375_s_at 90634 N4BP2L1 0.000450358 -3.86787
201473_at 3726 JUNB 0.000461141 -2.97367
205281 _s_at 5277 PIGA 0.000461509 -2.80177
204958 _at 1263 PLK3 0.000461604 -2.17878
207196_s_at 10318 TNIP1 0.000464224 -2.13899
204198 _s_at 864 RUNX3 0.000471583 -3.94553
214618 at 8837 CFLAR 0.00047283 -3.49561
204121 _at 10912 GADDA45G 0.000474774 -2.52359
206464 _at 660 BMX 0.0004776 -2.01637
205381 _at 10234 LRRC17 0.000501869 -3.60473




221872 _at 5918 RARRES1 0.000525746 -2.50385
204470_at 2919 CXCL1 0.000529799 -2.20807
204642 _at 1901 S1PR1 0.00053035 -2.24067
204440_at 9308 CD83 0.00053656 -2.2763
204794 _at 1844 DUSP2 0.000554061 -3.17566
202769_at 901 CCNG2 0.000557275 -2.05395
205109_s_at 50649 ARHGEF4 0.000559923 -3.44645
203037_s_at 9788 MTSS1 0.00059333 -2.18628
64408_s_at 91860 CALMLA 0.000595726 -2.12618
219647_at 64091 POPDC2 0.000605827 -3.19309
36829_at 5187 PER1 0.000608747 -2.96582
204242 _s_at 8310 ACOX3 0.000629097 -2.35395
212902_at 10802 SEC24A 0.000644046 -2.16734
202859 x_at 3576 IL8 0.000653442 -2.23
201236_s_at 7832 BTG2 0.000691434 -2.18561
211042_x_at 4162 MCAM 0.000710446 -2.23904
220076_at 56172 ANKH 0.000752285 -2.90892
202821 _s_at 4026 LPP 0.000758146 -2.55108
219243 _at 55303 GIMAP4 0.000760305 -2.91524
221731 _x_at 1462 VCAN 0.000767376 -2.31831
210559_s_at 983 CDK1 0.000780941 -2.63446
220979_s_at 81849 ST6GALNACS | 0.00078586 -2.26606
214985_at 2131 EXT1 0.000828969 -2.35348
201170_s_at 8553 BHLHE40 0.000838314 -2.01253
221085_at 9966 TNFSF15 0.000839058 -2.2712
220146_at 51284 TLR7 0.000845382 -2.75408
215501 _s_at 11221 DUSP10 0.000924565 -2.15903
217739_s_at 10135 NAMPT 0.00092898 -2.15796
203861 _s_at 88 ACTN2 0.000931386 -2.93826
202672 _s_at 467 ATF3 0.000952411 -3.19581
203373_at 8835 SOCS2 0.000958101 -2.5431
221097_s_at 10242 KCNMB2 0.000960109 -2.34759
219956_at 11226 GALNT6 0.000968292 -2.08691
203665_at 3162 HMOX1 0.000994956 -2.31163
205475_at 11341 SCRG1 0.00100525 -3.62086




205858 _at 4804 NGFR 0.00102036 -2.60376
201627_s_at 3638 INSIG1 0.00102126 -2.55261
210106_at 5959 RDH5 0.00105579 -2.50628
218878 _s_at 23411 SIRT1 0.00105937 -2.54118
204684 _at 4884 NPTX1 0.00107922 -2.24905
206036_s_at 5966 REL 0.00112889 -2.07129
202071_at 6385 SDC4 0.00113941 -2.07329
220436_at 389722 0.00117734 -2.51517
214683_s_at 1195 CLK1 0.00119593 -3.52019
203710_at 3708 ITPR1 0.00121153 -2.25197
206091 _at 4148 MATN3 0.00121808 -2.97436
209747 _at 7043 TGFB3 0.00122064 -2.02993
202503_s_at 9768 KIAA0101 0.00122475 -3.53424
209286_at 10602 CDC42EP3 0.00123199 -2.00763
220244 at 29931 LINC00312 0.0012615 -4.71656
202768 _at 2354 FOSB 0.00128802 -4.31359
201296_s_at 26118 WSB1 0.00129522 -3.30547
220892_s_at 29968 PSAT1 0.00131603 -2.04057
214731 at 55917 CTTNBP2NL | 0.00136302 -2.92027
214753 _at 10443 N4BP2L2 0.00137976 -2.83982
215787_at 59 ACTA2 0.00139535 -2.12781
210512 _s_at 7422 VEGFA 0.0013969 -2.64041
209655_s_at 83604 TMEM47 0.00141491 -2.05483
221978 at 3134 HLA-F 0.00146692 -3.21154
217678 _at 23657 SLC7A11 0.00147892 -2.04442
209642_at 699 BUB1 0.00153649 -2.12973
36564 _at 127544 RNF19B 0.00155269 -2.03429
206698 _at 7504 XK 0.00156908 -4.52343
210229_s_at 1437 CSF2 0.00159012 -2.10111
207492 _at 55768 NGLY1 0.0016692 -2.49675
220027_s_at 54922 RASIP1 0.00183546 -2.03598
206211 at 6401 SELE 0.00183883 -3.04766
210163_at 6373 CXCL11 0.00191472 -3.04459
209324 _s_at 6004 RGS16 0.00192142 -2.62785
221204 _s_at 55118 CRTAC1 0.00197313 -2.46502




201291 _s_at 7153 TOP2A 0.00211593 -3.48711
215470_at 653238 GTF2H2B 0.0022198 -2.23852
203766_s_at 25802 LMOD1 0.00228189 -2.00412
208078 _s_at 150094 SIK1 0.00229264 -2.88942
209189 _at 2353 FOS 0.00231285 -4.0243
222061_at 965 CD58 0.00235546 -2.40701
207623_at 10061 ABCF2 0.00250163 -3.21482
204134 _at 5138 PDE2A 0.00255262 -2.04428
219509_at 58529 MYOZ1 0.00260645 -2.35138
208795_s_at 4176 MCM7 0.00266751 -2.04616
210147_at 419 ART3 0.00286114 -2.29239
215012 _at 26036 ZNF451 0.00294631 -3.23709
204622_x_at 4929 NR4A2 0.00295986 -2.29825
210711 at 84719 LINC00260 0.00302056 -2.19792
209682 _at 868 CBLB 0.00304437 -2.14433
220997_s_at 81624 DIAPH3 0.00312016 -2.06075
221718 _s_at 11214 AKAP13 0.00320326 -2.03187
213125_at 25903 OLFML2B 0.00331643 -2.00285
207426_s_at 7292 TNFSF4 0.00333652 -2.78997
221900_at 1296 COL8A2 0.00334868 -2.04129
203477_at 1306 COL15A1 0.00338151 -2.23698
219148 at 55872 PBK 0.00380853 -2.78758
209716_at 1435 CSF1 0.0038855 -2.0585
210689 _at 23562 CLDN14 0.00470919 -2.79799
207165_at 3161 HMMR 0.00485848 -2.5877
203764_at 9787 DLGAP5 0.00501332 -3.17813
205266_at 3976 LIF 0.00504933 -2.72414
218039 _at 51203 NUSAP1 0.00519725 -2.7009
202547 _s_at 8874 ARHGEF7 0.00522289 -2.13997
215659 at 55876 GSDMB 0.00529088 -3.63229
205425_at 3092 HIP1 0.00569066 -2.41749
213359 _at 3184 HNRNPD 0.00575567 -6.58531
219957_at 55680 RUFY2 0.0058789 -3.60692
209278 _s_at 7980 TFPI2 0.00591663 -2.29498
206115_at 1960 EGR3 0.00628489 -3.13346




215641 at 9871 SEC24D 0.00662805 -3.23625
212577 _at 23347 SMCHD1 0.00683318 -2.03231
204279_at 5698 PSMB9 0.00692444 -2.13687
210346_s_at 57396 CLK4 0.00705555 -2.0794
208109 _s_at 81698 LINCO0597 0.00713538 -2.07167
207117 _at 51351 ZNF117 0.00720209 -2.1993
40665_at 2328 FMO3 0.00769696 -2.3006
211600_at 5800 PTPRO 0.00772878 -2.37181
210630_s_at 5893 RAD52 0.00804209 -2.07191
215418 at 55742 PARVA 0.00891646 -2.17154
212454 x_at 9987 HNRPDL 0.0091155 -4.13341
200898 _s_at 10724 MGEAS5 0.00913122 -2.50452
203423 _at 5947 RBP1 0.00963345 -2.0761
205668 at 4065 LY75 0.0103095 -2.08397
212225 _at 10209 EIF1 0.0109985 -2.83431
214722 at 388677 NOTCH2NL 0.0112526 -2.00404
218662 _s_at 64151 NCAPG 0.0120428 -2.08237
218755 _at 10112 KIF20A 0.0125548 -2.8855
214925 s_at 6709 SPTAN1 0.016571 -2.71006
204136=at 1294 COL7A1 0.0186892 -2.00008
H. iSMC 4 weeks Vs. iSMC 2 weeks Upregulated
Fold Change (iISMC 4
Column ID Entrez Gene | Gene Symbol P-value weeks Vs. iSMC 2
weeks)
200072_s_at 4670 HNRNPM 8.3294E-08 3.50333
208309 _s_at 10892 MALT1 3.20018E-07 2.40008
209694 _at 5805 PTS 4.60519E-07 2.70409
222108 at 347902 AMIGO2 4.64548E-07 2.59484
212486_s_at 2534 FYN 5.7088E-07 3.17519
211784 s _at 6426 SRSF1 6.51015E-07 2.31808
203824 _at 7103 TSPANS 8.42481E-07 4.46357
203405_at 8624 PSMG1 8.48285E-07 2.55982
205083_at 316 AOX1 8.53463E-07 13.3634
203888 _at 7056 THBD 8.75025E-07 2.06172




213189 at 84864 MINA 1.15031E-06 2.48943
204605_at 10668 CGRRF1 1.17506E-06 2.18193
201927_s_at 8502 PKP4 1.30774E-06 2.35675
219258 at 54962 TIPIN 1.5129E-06 2.89598
202266_at 51567 TDP2 1.67213E-06 2.16063
208706_s_at 1983 EIF5 1.76677E-06 2.56665
212365_at 4430 MYO1B 2.11114E-06 2.73812
210638_s_at 26268 FBXO9 2.56514E-06 3.14557
214639_s_at 3198 HOXA1 2.8094E-06 3.06097
212591 at 23029 RBM34 3.00257E-06 2.18171
207871 _s_at 7982 ST7 3.09162E-06 3.13282
214193_s_at 27042 DIEXF 3.15769E-06 2.42464
213246_at 26175 TMEM251 3.19384E-06 2.29369
218333 _at 51009 DERL2 3.45584E-06 2.026
212861 at 84975 MFSD5 3.46859E-06 2.11894
202882_x_at 51406 NOL7 3.5986E-06 2.2926
200606_at 1832 DSP 4.00547E-06 5.00184
218138 at 8195 MKKS 4.23062E-06 2.17045
204932 _at 4982 TNFRSF11B | 4.31876E-06 21.2273
204022 _at 11060 WWP2 4.53509E-06 2.99013
221512 _at 84065 TMEM222 4.75441E-06 2.79793
205060_at 8505 PARG 4.82779E-06 2.2915
202500_at 3300 DNAJB2 5.07417E-06 2.29274
212663_at 23307 FKBP15 5.12899E-06 2.07365
210793_s_at 4928 NUP98 5.13268E-06 2.73267
201947 _s_at 10576 CCT2 5.24207E-06 2.06715
217857 _s_at 9939 RBMS8A 5.36889E-06 2.07038
218680_x_at 25764 C150rf63 5.43027E-06 2.1549
201594 _s_at 9989 PPP4R1 5.67402E-06 2.02309
206847 _s_at 3204 HOXA7 5.81548E-06 2.20523
212791 at 127703 Clorf216 6.0007E-06 2.0127
221931 _s_at 81929 SEH1L 6.05152E-06 3.04274
215983_s_at 7993 UBXNS8 6.46772E-06 2.74265
218644 at 26499 PLEK2 0.000006742 2.24094
219210_s_at 51762 RABSB 7.26341E-06 3.13761




218652 _s_at 54872 PIGG 7.38115E-06 2.04716
219459 at 55703 POLR3B 7.77915E-06 2.11545
204301_at 9920 KBTBD11 8.32479E-06 2.01092
202365_at 84747 UNC119B 9.06604E-06 2.05289

203519_s_at 26019 UPF2 9.06721E-06 2.49944

207079_s_at 10001 MED6 9.41909E-06 2.14873
202126_at 8899 PRPF4B 1.04129E-05 2.76955
220116_at 3781 KCNN2 1.06273E-05 2.91829
212681 _at 23136 EPB41L3 1.07906E-05 2.11079
213878 at 79912 PYROXD1 1.09815E-05 2.14359

218263_s_at 58486 ZBEDS5S 1.11894E-05 2.20696

205565_s_at 2395 FXN 1.13386E-05 2.04553
204194 _at 571 BACH1 1.17415E-05 2.4617
212760_at 23304 UBR2 1.20951E-05 2.54218

209644 x_at 1029 CDKN2A 1.29728E-05 3.73747

219620_x_at 54863 TOR4A 1.31026E-05 2.48585

209231 _s_at 84516 DCTN5 1.36618E-05 2.10776

222206_s_at 56926 NCLN 1.39256E-05 2.13231
202544 at 2764 GMFB 1.41316E-05 2.39708
218518 at 51306 FAM13B 0.000014851 3.77875
201141 _at 10457 GPNMB 1.51005E-05 3.13752

218120_s_at 3163 HMOX2 1.54109E-05 2.26339
218028 at 64834 ELOVL1 1.58713E-05 2.0132

211203_s_at 1272 CNTN1 1.67587E-05 2.09386

219240_s_at 80007 C100rf88 0.000017048 2.09447

203578 _s_at 9057 SLC7A6 1.80733E-05 2.03563

201596_x_at 3875 KRT18 1.88831E-05 4.03396

203896_s_at 5332 PLCB4 1.94866E-05 2.72703
203053_at 10286 BCAS2 1.94956E-05 2.01328

218344 s_at 55758 RCOR3 1.95576E-05 2.26264
213017_at 171586 ABHD3 2.01908E-05 2.47966
206084 _at 5801 PTPRR 2.05278E-05 4.41473
212982 _at 23390 ZDHHC17 2.06572E-05 2.20439
221514 at 10813 UTP14A 2.11165E-05 3.15591
218462 _at 80135 RPF1 2.14717E-05 2.08693




208673_s_at 6428 SRSF3 2.16029E-05 2.33134
202541 _at 9255 AIMP1 2.17036E-05 2.11649
209533_s_at 9373 PLAA 2.18253E-05 2.00757
32069_at 9683 N4BP1 2.22138E-05 2.06
212928 _at 23270 TSPYL4 2.32275E-05 3.37802
202451 _at 2965 GTF2H1 2.32598E-05 2.03334
202767 _at 53 ACP2 2.33991E-05 2.99897
206034_at 5271 SERPINB8 | 2.35168E-05 2.82729
215134 _at 55361 PI4K2A 2.36044E-05 2.15719
204422_s_at 2247 FGF2 2.42463E-05 2.77865
204957 _at 5001 ORC5 2.44162E-05 2.37423
202586_at 5441 POLR2L 2.56602E-05 2.9191
215071_s_at 8334 HISTLH2AC | 2.62392E-05 3.13635
212276_at 23175 LPIN1 2.63233E-05 2.14657
210285 x_at 9589 WTAP 2.77464E-05 2.20857
221211 _s_at 56911 C2lorf7 | 0.000029122 4.12001
213079 _at 90121 TSR2 2.92145E-05 2.54812
218490 _s_at 55900 ZNF302 2.93321E-05 3.33326
219078_at 55105 GPATCH2 | 0.000029606 2.06131
202272_s_at 23219 FBXO28 3.05204E-05 2.76912
209520_s_at 4686 NCBP1 3.09172E-05 2.18102
213056_at 23150 FRMD4B | 3.38682E-05 2.16759
209838_at 9318 COPS2 3.49133E-05 2.08518
212508_at 64112 MOAP1 0.000037092 2.07202
202591 _s_at 6742 SSBP1 3.72985E-05 2.24781
209780_at 57157 PHTF2 3.73112E-05 2.1175
202353_s_at 5718 PSMD12 | 3.76356E-05 2.68604
218809 _at 80025 PANK2 3.76765E-05 2.31025
213320 _at 10196 PRMT3 3.77162E-05 2.9456
206662_at 2745 GLRX 4.04054E-05 2.06707
212286_at 23253 ANKRD12 | 0.000041053 3.09508
203921 _at 9435 CHST2 4.19941E-05 2.38424
201280_s_at 1601 DAB2 0.000042385 2.15143
213251 _at 8467 SMARCAS | 4.24685E-05 2.40696
219492_at 26511 CHIC2 4.28985E-05 2.43801




200830_at 5708 PSMD?2 0.000043379 2.01312
220994 _s_at 29091 STXBP6 4.40567E-05 2.51865
207173_x_at 1009 CDH11 0.000044107 2.11269
209967_s_at 1390 CREM 0.0000442 2.00332
206976_s_at 10808 HSPH1 4.69859E-05 2.49562
208012_x_at 3431 SP110 4.73409E-05 2.04178

215008 _at 7093 TLL2 4.76377E-05 6.94556

201158 at 4836 NMT1 4.84838E-05 2.12049
217889_s_at 79901 CYBRD1 4.93174E-05 2.23419

203510_at 4233 MET 5.08471E-05 2.19731
201586_s_at 6421 SFPQ 0.000051468 3.17246
209424 _s_at 23600 AMACR 5.25016E-05 2.05867

212242 _at 7277 TUBA4A 5.36665E-05 3.16656

218380_at 22861 NLRP1 0.000055695 2.57278

206814 _at 4803 NGF 5.60466E-05 2.3301

203658 _at 788 SLC25A20 0.000057705 2.66708
209016_s_at 3855 KRT7 5.78384E-05 2.67516

212983 _at 3265 HRAS 0.000058765 2.01531

209665_at 11068 CYB561D2 5.87978E-05 2.20502

221509 _at 8562 DENR 5.88382E-05 2.21475
218374 _s_at 57102 Cl2orf4 5.97727E-05 2.35956

214739 at 84859 LRCH3 5.99297E-05 2.17899

203352 _at 5000 ORC4 6.08468E-05 2.76165

209238 at 6809 STX3 6.12553E-05 2.12895
221536_s_at 55341 LSG1 0.000062842 2.14653

212660_at 23338 PHF15 6.32059E-05 2.06052
210639_s_at 9474 ATG5 6.32621E-05 2.08917
205148 _s_at 1183 CLCN4 6.48856E-05 2.74333

204653 _at 7020 TFAP2A 6.55565E-05 3.54586
200594 x_at 3192 HNRNPU 6.85199E-05 2.08808
208763_s_at 1831 TSC22D3 7.03251E-05 2.34281
202342 _s_at 23321 TRIM2 7.06346E-05 3.25742
220688 _s_at 51154 MRTO4 7.18159E-05 2.01645

222073_at 1285 COL4A3 7.24145E-05 8.06279

213064 _at 79882 ZC3H14 7.24932E-05 3.30794




203008_x_at 10190 TXNDC9 7.36554E-05 2.09939
204871 _at 7978 MTERF 7.40798E-05 2.19967
209103_s_at 7353 UFD1L 7.41611E-05 2.09809
219250_s_at 23767 FLRT3 7.53603E-05 4.08178
221897_at 84851 TRIM52 0.000078197 3.23573
205330_at 4330 MN1 0.000078816 2.3759
212785_s_at 51574 LARP7 7.93142E-05 2.30076
221009_s_at 51129 ANGPTL4 8.05292E-05 3.80353
219676_at 80345 ZSCAN16 8.30761E-05 2.74666
218578 at 79577 CDC73 8.37988E-05 2.47631
222237 _s_at 7771 ZFP112 8.44509E-05 5.428
221869 _at 57473 ZNF512B 8.67286E-05 2.35112
203095_at 4528 MTIF2 8.82951E-05 2.04253
218641 at 65998 C11orf95 9.19973E-05 2.18103
218159 at 65992 DDRGK1 9.20872E-05 2.10257
217976_s_at 51143 DYNC1LI1 9.26275E-05 2.1711
221046_s_at 29083 GTPBP8 9.38808E-05 2.75292
204616_at 7347 UCHL3 9.65334E-05 2.25993
202416_at 7266 DNAIC7 9.68331E-05 2.28357
210176_at 7096 TLR1 9.93518E-05 3.47824
209198_s_at 23208 SYT11 0.000104369 2.82715
212200_at 23141 ANKLE2 0.000109126 2.11143
214751 at 90333 ZNF468 0.00010933 2.40494
202193 _at 3985 LIMK2 0.00010969 2.40933
206584 _at 23643 LY96 0.0001103 2.59892
218517_at 79960 PHF17 0.000110595 2.04401
204716_at 8030 CCDC6 0.000110829 2.86579
205298 _s_at 10385 BTN2A2 0.000112944 2.00003
203485_at 6252 RTN1 0.000113221 7.73724
219673_at 254394 MCM9 0.000113425 2.41708
205218 at 10621 POLR3F 0.000114483 2.56283
204488 _at 22845 DOLK 0.00011622 2.04275
205896_at 6583 SLC22A4 0.000116317 2.47121
209804_at 9937 DCLRE1A 0.00011855 2.40033
218219 _s_at 55915 LANCL2 0.000119603 3.61178




213227 _at 10424 PGRMC2 0.000119713 2.62144
203347 _s_at 22823 MTF2 0.000122345 2.21694
216305_s_at 6936 GCFC2 0.000130674 2.06447

218754 at 79707 NOL9 0.000132305 2.58946
209080_x_at 10539 GLRX3 0.000133422 2.26344
202952 _s_at 8038 ADAM12 0.000133846 4.32225

218833 _at 51776 ZAK 0.000135524 2.22515
218735_s_at 27300 ZNF544 0.000136509 2.00811
204346_s_at 11186 RASSF1 0.000137926 2.70989
201267_s_at 5702 PSMC3 0.000141586 2.35891
205429_s_at 51678 MPP6 0.000142301 2.2005
204905_s_at 9521 EEF1E1 0.000142997 2.36505

205442 _at 9848 MFAP3L 0.000150565 7.03659
219571 _s_at 7559 ZNF12 0.000150627 2.28071

203816_at 1716 DGUOK 0.000151035 2.07712

204209 _at 5130 PCYT1A 0.000152453 2.15345
216602_s_at 2193 FARSA 0.000152621 2.24862
204918 _s_at 4300 MLLT3 0.000153009 3.64046

219908 _at 27123 DKK2 0.000159962 7.37849
218357 _s_at 26521 TIMMS8B 0.000163169 2.65784

200880_at 3301 DNAJA1 0.000163231 2.26581

209358 at 6882 TAF11 0.00016612 2.06129
201456_s_at 9184 BUB3 0.000170325 2.08751

222360_at 51611 DPH5 0.00017147 2.14127
203596_s_at 24138 IFITS 0.000174815 2.28571
205696_s_at 2674 GFRA1 0.000176608 3.96677

203476_at 7162 TPBG 0.000176617 3.14769

202857_at 10330 CNPY2 0.000179256 2.54202

219146_at 79736 TEFM 0.000184002 3.87849

209625_at 5283 PIGH 0.000185253 2.30488
218111 s_at 55907 CMAS 0.000187101 2.02259

219253 _at 79134 TMEM185B | 0.000187463 2.13472

212855_at 23142 DCUN1D4 0.000191703 3.44313
221060_s_at 7099 TLR4 0.000194172 3.33459
202816_s_at 6760 SS18 0.000194383 2.24611




216250_s_at 9404 LPXN 0.00019743 2.13676
213390_at 23211 ZC3H4 0.000198066 2.40891
219368 at 4674 NAP1L2 0.000198189 4.0925
221480_at 3184 HNRNPD 0.000200641 3.82705
203108 _at 9052 GPRC5A 0.000202636 3.87675
202897_at 140885 SIRPA 0.000203705 2.25978
202263_at 51706 CYB5R1 0.000210187 2.08535

205493 _s_at 10570 DPYSLA 0.00021037 2.39308

203097_s_at 9693 RAPGEF2 0.000211755 2.14388

203165_s_at 9197 SLC33A1 0.000219111 2.55352

215068_s_at 80028 FBXL18 0.000219841 2.69594
208740_at 10284 SAP18 0.000220034 2.2439

205925_s_at 5865 RAB3B 0.000221796 2.2427
203889 _at 6447 SCG5 0.000224816 3.29344

221311 x_at 57226 LYRM2 0.000229314 2.59986
204471 _at 2596 GAP43 0.000236426 2.64521

211518 _s_at 652 BMP4 0.000238249 3.12897

218744 s_at 29763 PACSIN3 0.000239297 2.33044
220014 _at 51334 PRR16 0.000241407 6.46528
212115_at 90861 HNI1L 0.000248653 2.02033

204779_s_at 3217 HOXB7 0.000259923 2.47746

202631 _s_at 10513 APPBP2 0.000264924 2.34877
220122 _at 79772 MCTP1 0.000265504 2.09966

64488_at 126298 IRGQ 0.000266519 2.18473
219539 at 79833 GEMING6 0.00026653 2.05353

219858 _s_at 54842 MFSD6 0.000268485 2.0862

213271 _s_at 23033 DOPEY1 0.00027287 2.14955

200813_s_at 5048 PAFAH1B1 0.000274866 2.77294

216532 _x_at 728344 LOC728344 0.00027973 2.08782
213880_at 8549 LGRS 0.000281219 3.32975

204358 _s_at 23768 FLRT2 0.00028589 2.61961
217961 _at 54977 SLC25A38 0.00028898 2.07584

213606_s_at 396 ARHGDIA 0.000291855 2.48929

204012_s_at 9836 LCMT2 0.000296679 2.19048
205074 _at 6584 SLC22A5 0.000296686 3.13806




217901 _at 1829 DSG2 0.000296967 2.30418
205521 _at 9941 EXOG 0.000305889 2.05098
220330_s_at 64092 SAMSN1 0.000307362 4.71071
220643_s_at 55179 FAIM 0.000307444 3.7226
209031 _at 23705 CADM1 0.000315482 3.07441
209993 _at 5243 ABCB1 0.000316575 2.55059
202951 _at 11329 STK38 0.000322919 2.07431
214440_at 9 NAT1 0.000330003 3.10164
218249 at 64429 ZDHHC6 0.000334657 2.29051
47530_at 51531 C9orf156 0.000341689 2.30605
203427_at 25842 ASF1A 0.000343695 2.17318
211797 _s_at 4802 NFYC 0.000344462 2.23383
221029_s_at 81029 WNT5B 0.000345769 6.04155
210687_at 1374 CPT1A 0.000349388 2.12766
200829 x_at 7756 ZNF207 0.00035086 2.03194
201809_s_at 2022 ENG 0.000355893 2.00581
203972_s_at 8504 PEX3 0.000363408 2.49246
212410_at 221154 EFHA1 0.000365498 2.76933
204256_at 79071 ELOVL6 0.000369946 2.52917
205348 _s_at 1780 DYNC1I1 0.00037387 2.43795
205579 _at 3269 HRH1 0.000381164 2.28628
220949_s_at 78996 C70rf49 0.000383096 2.03951
206288 at 5229 PGGT1B 0.000383107 2.48056
219648 at 55686 MREG 0.000385959 4.14304
206941 _x_at 9723 SEMA3E 0.000386532 2.08408
202329 at 1445 CSK 0.000391785 2.01838
212083_at 113419 TEX261 0.000392945 2.11308
217118 _s_at 23313 KIAA0930 0.000398749 2.03481
219487_at 79738 BBS10 0.000400029 2.70509
221573 _at 79020 C70rf25 0.000404457 2.94634
213122 _at 85453 TSPYL5 0.000405776 5.6652
219022 _at 64897 C12orf43 0.000406059 2.28387
200874 _s_at 10528 NOP56 0.000416734 2.06234
214696_at 84981 MIR22HG 0.00042269 2.16351
218432 _at 26273 FBXO3 0.000434029 2.19543




218069_at 79077 DCTPP1 0.00044037 2.08437
206557_at 79986 ZNF702P 0.000441772 3.07844
212407_at 51603 METTL13 0.000441981 2.27877
205541 _s_at 23708 GSPT2 0.000444087 2.03489
221196_x_at 79184 BRCC3 0.000451527 2.90082
219467_at 54826 GIN1 0.000455144 2.23993
203339 at 8604 SLC25A12 0.000455974 2.15837
211763_s_at 7320 UBE2B 0.000460918 2.06075
205224 at 6835 SURF2 0.000461449 2.08507
206734_at 8690 JRKL 0.000462357 2.19226
204349 at 9443 MED7 0.000466011 2.33473
203830_at 64149 C170rf75 0.000471289 2.09209
220770_s_at 63920 C5orf54 0.000482194 3.9773
209412 _at 7109 TRAPPC10 0.000482211 2.24681
219130_at 54482 TRMT13 0.00048427 2.39309
210691 _s_at 27101 CACYBP 0.000485635 2.15559
211968_s_at 3320 HSP90AA1 0.000486458 2.28419
205206_at 3730 KAL1 0.000501061 3.96769
221843 _s_at 57707 KIAA1609 0.000502069 2.08729
209291 _at 3400 ID4 0.000503023 2.48827
203980_at 2167 FABP4 0.00051394 2.54382
219120_at 80304 C2orf44 0.000515666 2.45002
203775_at 10165 SLC25A13 0.000517832 2.05953
218072_at 29099 COMMD9 0.000554321 2.19043
205097_at 1836 SLC26A2 0.000555249 3.69668
220351 _at 51554 CCRL1 0.000573219 2.41429
204291 _at 9849 ZNF518A 0.000575699 2.10013
218397_at 55120 FANCL 0.00057633 2.92319
209989 _at 10795 ZNF268 0.000577568 2.20464
219935_at 11096 ADAMTS5 0.000580113 3.70368
209124 at 4615 MYD88 0.000584651 2.1426
206544 x_at 6595 SMARCA?2 0.000586004 2.35222
210117_at 6674 SPAG1 0.0005883 3.52944
204749 _at 4675 NAP1L3 0.000595401 5.36309
204544 at 11234 HPS5 0.000598654 2.50862




214602_at 1286 COL4A4 0.00060204 6.4948
220145 _at 79884 MAP9 0.000603965 2.6403
209595_at 2963 GTF2F2 0.000625523 2.3462
200020_at 23435 TARDBP | 0.000631092 2.05947

221447 s_at 83468 GLT8D2 | 0.000632185 2.02071

218532 s _at 54463 FAM134B | 0.000632429 2.59003
214695_at 9898 UBAP2L | 0.000647033 2.68859
205627_at 978 CDA 0.000650627 2.09172
219538 _at 54554 WDR5B | 0.000651088 2.11139

217196_s_at 23271 CAMSAP2 | 0.000660644 2.2281
219335_at 64860 ARMCX5 | 0.000667903 2.26893

204672_s_at 22881 ANKRD6 | 0.000672057 3.8822
220305_at 57506 MAVS 0.000674385 2.51127

209064 _x_at 10605 PAIP1 0.000676908 3.25829

212979 s_at 9747 FAM115A | 0.000688017 2.59614

218967 _s_at 9317 PTER 0.000692437 3.07177
213624_at 10924 SMPDL3A | 0.000699714 2.68392

204986_s_at 9344 TAOK2 0.000703677 2.62898
213379 at 27235 coQ2 0.000707944 2.20433

203525 _s_at 324 APC 0.000711262 2.33059

202674_s_at 4008 LMO7 0.000711514 2.51677
207150_at 6572 SLC18A3 | 0.000721558 4.05675
220141 at 79864 Cllorf63 | 0.000726008 2.75002

209875 _s_at 6696 SPP1 0.00074487 2.29873

214224 s _at 5303 PIN4 0.000758649 2.18845

200988 _s_at 10197 PSME3 0.000767344 2.28477
214719 at 283537 SLC46A3 | 0.000775556 3.20297
64418 at 11276 SYNRG 0.000776827 2.14432
208940_at 22929 SEPHS1 0.000785076 2.29651
203671 _at 7172 TPMT 0.000785828 2.04855

208447 s_at 5631 PRPS1 0.000791027 2.43952

202846 _s_at 5279 PIGC 0.000807589 2.35717

210849 s _at 27072 VPS41 0.000814325 2.23518
222369 _at 79829 NAA4O 0.000819719 2.60538
203614 _at 9724 UTP14C | 0.000821718 2.27628




217970_s_at 57472 CNOT6 0.000834713 2.22648
215691 x_at 51668 HSPB11 0.000844252 2.16697
203066_at 51363 CHST15 0.000845787 3.10125
205990_s_at 7474 WNT5A 0.000847405 3.02557
205161_s_at 8800 PEX11A 0.000847941 2.21943
204222 _s_at 11010 GLIPR1 0.000850697 2.09757
209484 _s_at 25936 NSL1 0.000860604 2.22273
203375_s_at 7174 TPP2 0.000866245 2.07959
218897_at 80775 TMEM177 0.000866739 2.36272
219015_s_at 79868 ALG13 0.000873678 2.06535
212148 at 5087 PBX1 0.000879496 2.09496
206026_s_at 7130 TNFAIP6 0.000913274 3.04954
217618 x_at 3364 HUS1 0.000928312 2.28644
205540_s_at 10325 RRAGB 0.000930579 2.09241
202158 _s_at 10659 CELF2 0.000951848 2.11476
218757 _s_at 65109 UPF3B 0.000958465 2.43783
206020_at 9306 SOCS6 0.000982486 2.67225
210218 _s_at 6672 SP100 0.00101072 2.9592
212864 _at 8760 CDS2 0.00101083 2.75511
54632_at 63892 THADA 0.00102014 2.01546
217257_at 6452 SH3BP2 0.00102721 2.04946
212173_at 204 AK2 0.00102868 3.06008
213558 at 27445 PCLO 0.00102895 2.08073
203700_s_at 1734 DIO2 0.0010313 3.22217
205566_at 11057 ABHD?2 0.00105198 2.21102
214507_s_at 23404 EXOSC2 0.00110822 2.08688
203176_s_at 7019 TFAM 0.0011152 2.05854
217735_s_at 27102 EIF2AK1 0.00111896 2.18153
201985_at 9897 KIAA0196 0.00113685 2.19998
216100_s_at 26092 TOR1AIP1 0.00118349 2.7054
221805_at 4747 NEFL 0.0011856 2.57041
209598 _at 10687 PNMA2 0.00124024 3.75395
204485_s_at 10040 TOM1L1 0.00124231 2.1471
219066_at 60490 PPCDC 0.00124609 3.01943
220108 _at 9630 GNA14 0.0012598 2.20075




220189_s_at 11282 MGAT4B 0.00126498 2.31222
218108 _at 55148 UBR7 0.00126697 2.03719
218646_at 54969 Cdorf27 0.00130936 2.48835

219003_s_at 79694 MANEA 0.00131434 3.18339
212686_at 57460 PPM1H 0.00134238 2.56618

205233_s_at 5051 PAFAH2 0.00135712 2.4373
209550_at 4692 NDN 0.0013938 3.3306
204604 _at 5218 CDK14 0.00139733 2.79174
222270_at 57223 SMEK?2 0.00140792 2.42076

205651 x_at 11069 RAPGEF4 0.00144637 2.37755

220865_s_at 23590 PDSS1 0.0014495 2.26651

201735_s_at 1182 CLCN3 0.00145962 2.0363

209849_s_at 5889 RAD51C 0.00146925 2.19983

204186_s_at 5481 PPID 0.0014835 2.06569
213709 _at 80823 BHLHB9 0.00148517 2.03105
214787 _at 10260 DENND4A 0.00148947 2.67272
212767_at 92170 MTG1 0.00153733 2.0137

221771 _s_at 54737 MPHOSPH8 0.00157264 3.22085
219288 at 57415 C3orfl4 0.001586 2.12852
205798 _at 3575 IL7R 0.00163397 2.29143

201836_s_at 9913 SUPT7L 0.00165577 2.11465
212720_at 10914 PAPOLA 0.00168391 2.46081
206497_at 55744 COA1l 0.00171366 2.21398

203054 _s_at 6988 TCTA 0.00175756 2.07412

211009_s_at 10778 ZNF271 0.00175798 3.5574

203337_x_at 9270 ITGB1BP1 0.001759 2.5352
202111 at 6522 SLC4A2 0.00182958 2.27102
205140_at 8790 FPGT 0.00189587 3.13534
219123 _at 7775 ZNF232 0.00191699 2.24908
202691 _at 6632 SNRPD1 0.00193033 2.45187
219174 at 80173 IFT74 0.00197021 2.92359

213092_x_at 23234 DNAJC9 0.00201411 2.20421

215253 _s_at 1827 RCAN1 0.00202365 2.11342

211675_s_at 29969 MDFIC 0.00202587 2.86056

220171 x_at 55425 KIAA1704 0.00206099 2.04957




201316_at 5683 PSMA2 0.00207902 2.24861
206618_at 8809 IL18R1 0.00209018 2.29472
212163_at 57498 KIDINS220 | 0.00209398 2.51699
217627 _at 126231 ZNF573 0.00213289 2.77872

209840_s_at 54674 LRRN3 0.00216232 2.60429

203487 s_at 25852 ARMCS 0.00217605 2.0823

208621 _s_at 7430 EZR 0.00228878 2.47174

214155_s_at 113251 LARP4 0.00228884 2.23063
202658_at 8799 PEX11B 0.00230675 2.48099

218685_s_at 23583 SMUG1 0.00234164 2.71045

210959 _s_at 6715 SRDS5A1 0.00234796 2.03994

209790_s_at 839 CASP6 0.00238436 2.38306

211434 _s_at 9034 CCRL2 0.00240085 2.05136

218705_s_at 28966 SNX24 0.00241925 2.37195
206079 _at 1122 CHML 0.00249941 2.14205
209737 _at 9863 MAGI2 0.00250859 2.26236

218502_s_at 7227 TRPS1 0.00256747 2.11533
221833 _at 83752 LONP2 0.00259427 2.4522
57082_at 26119 LDLRAP1 0.00261128 2.46228

205395_s_at 4361 MRE11A 0.00265074 2.05772
212934 _at 137886 UBXN2B 0.00270493 2.64923
206703_at 1140 CHRNB1 0.00270534 2.10573

206068_s_at 33 ACADL 0.00273636 3.34086
219641 _at 55070 DET1 0.00286411 2.93655
215030_at 2926 GRSF1 0.00291417 2.42642
212840 _at 26043 UBXN7 0.00292548 2.03499

215664 _s_at 2044 EPHAS 0.00311225 2.18125
213906_at 4603 MYBL1 0.00315194 2.09815
203801_at 63931 MRPS14 0.00320849 2.08763

201469 s_at 6464 SHC1 0.00328023 2.07631
219730_at 54797 MED18 0.00340324 2.10805
212946_at 23078 VWAS 0.00342442 2.00923
218259 at 57496 MKL2 0.00343455 3.01331
219789 _at 4883 NPR3 0.00347143 2.04307
210290_at 7727 ZNF174 0.00348231 2.81122




221690_s_at 55655 NLRP2 0.00349635 2.01956
200951 _s_at 894 CCND2 0.00352478 2.05747
220397_at 56890 MDM1 0.00353717 2.73143
203078 _at 8453 CUL2 0.00362181 2.33789
201340_s_at 8507 ENC1 0.00365452 2.23313
205884 _at 3676 ITGA4 0.00373209 2.37747
218404 _at 29887 SNX10 0.00377496 2.87912
220992 _s_at 81627 TRMTI1L 0.00399711 2.85032
219860_at 80741 LY6G5C 0.00400611 2.49262
212944 at 6526 SLC5A3 0.00415129 2.5633
220083_x_at 51377 UCHL5 0.0042265 2.04033
204026_s_at 11130 ZWINT 0.00440208 2.84686
201038_s_at 8125 ANP32A 0.00460889 2.33321
210078 _s_at 7881 KCNAB1 0.00502443 2.33828
218513 _at 55319 TMA16 0.00523323 2.01919
203608 _at 7915 ALDH5A1 0.00579227 2.22582
215698 _at 5927 KDM5A 0.00590293 2.10473
219681 _s_at 80223 RAB11FIP1 0.006033 3.96772
212915_at 23024 PDZRN3 0.00610658 3.89771
220115_s_at 1008 CDH10 0.00615138 2.18422
219754 at 55285 RBM41 0.00653084 2.10145
205498 at 2690 GHR 0.00696391 2.53075
218701_at 51110 LACTB2 0.00712275 2.17567
203153 _at 3434 IFIT1 0.00713506 2.75188
212503_s_at 22982 DIP2C 0.0073187 2.11691
214467_at 8477 GPR65 0.00744066 2.17655
213959_s_at 23322 RPGRIP1L 0.00766857 2.05298
220102_at 668 FOXL2 0.00774588 2.37457
204703_at 8100 IFT88 0.00803714 2.18811
220957_at 64693 CTAGE1 0.00857122 2.14242
219913 _s_at 51340 CRNKL1 0.00917736 2.27598
201308_s_at 55752 41893 0.00973663 2.51799
220512_at 10395 DLC1 0.00973732 2.1612
209349 at 10111 RAD50 0.00986998 2.16896
206197_at 8382 NMES 0.0102155 2.0629




202600_s_at 8204 NRIP1 0.0104506 2.25864
213679_at 92104 TTC30A 0.0111558 2.37437
211081_s_at 11183 MAP4K5S 0.0111913 2.27113
204202 _at 23288 IQCE 0.0124112 2.32206
212009_s_at 10963 STIP1 0.0135014 2.01964
213218 at 7741 ZNF187 0.013711 2.15517
214659 x_at 56252 YLPM1 0.0166513 2.07996




